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>RXA00013-upstream 

CTGCAGAAAATTCGGGACGCATGATTGCACATATTACCCGCACCGATTGTGATTCTTAGA 
ACGCCACCTTATTCAGCACACTTGGCCGACGGCATGCACA 

>RXA00013 

ATGGAAGGCATGACTAATCCAGAGCAGACACATCCCGCTGCAAGCCTCGAAGACATGATC 
AAAACCATCACAAAGACCTTCGTGATTGCTCACGATCAGGATTCTGATGAGCATCTTGCG 
CAGGCACTGGTGTACAACGCTGGACGTTTGGCATGGCGCATGCGCGAAAACGGTGTGGAT 
ACGGATTACAAGACTTCTGTGTCTGATGTGGTCACGGATGCCGATCGTGCGGCCGAGGCC 
TTCGTCGCAGGCGTTCTTGAAGCGTTGCGGCCTGAGGACGGCGTGCTTGGCGAGGAAGGC 
CCGGACCGGGCGTCGAAAAGCGGAAAAACCTGGGTCATCGACCCGGTTGATGGCACCTAC 
AACTTCACCCAGGGCTCAGATTATTGGTGCTCGGCGCTCGCGCTGGTCGAGGGCGATCCA 
TCCGCGCCATCGCGCGTGCTTTTCGGCGCCGTACACCGCCCAGCCATGGGTTATACGTGG 
TTCGGTGGCCCGGGAATCCGCACCACGCTCGACGGCAAGGAGCTAGATTTGCTTGTCGAC 
GCCCCCCTCAATCAAATCTCCCTGGCCACCTACATCCACCCGTCACGCATCGCGGAACCT 
GATATTCAAAAGGCGTGGATGAGCGTTGCCACCCACCCTGCAACGCTGCGCATGTTCGGC 
GCCGGCTCCATCGATTTGGCCAACATCGCCGACGGCAGCATGGGCGCATGGGTGCAGCAC 
AGCGTCGCAGATTGGGACTGGCTACCCGGCCGCGCACTCATCGAAGGCGTCGGCGGAGCG 
TGCATCAAAGTGACCGCCGGCGGCGTCGAATGGTCCGTTGCAGGAAACGCGGAAGCAGTT 
AGTGAGATCTCCGAAACTTTAAGCGCACTAGAC 

>RXA0 0013-downstream 
TAGCAACACATGAGCAAATATGC 



>RXAO 00 14 -upstream 

CATCAAAGTGACCGCCGGCGGCGTCGAATGGTCCGTTGCAGGAAACGCGGAAGCAGTTAG 
TGAGATCTCCGAAACTTTAAGCGCACTAGACTAGCAACAC 

>RXA00014 

ATGAGCAAATATGCAGACGATTTAGCCTTAGCCCTCGAACTCGCCGT^CTTGCCGATTCC 
ATCACCCTCGACCGCTTCGAAGCCTCTGACCTGGAAGTATCCTCCAAGCCAGACATGACT 
CCCGTCAGCGATGCCGACCTGGCGACCGAAGAAGCACTCCGCGAGAAAATCGCCACCGCC 
CGCCCCGCCGACTCCATCCTCGGTGAAGAATTCGGTGGCGACGTAGAATTCAGCGGCCGC 
CAGTGGATCATCGACCCCATCGACGGCACCAAAAACTACGTCCGCGGCGTCCCCGTATGG 
GCAACCCTGATCGCGCTGCTCGACAACGGCAAACCCGTCGCAGGTGTCATCTCCGCACCC 
GCACTGGCTAGGCGTTGGTGGGCATCCGAAGGGGCCGGCGCATGGCGCACCTTCAACGGC 
AGCTCCCCACGCAAACTGTCCGTGTCCCAGGTGTCCAAGCTTGACGACGCCTCCCTCTCC 
TTCTCCTCCCTCTCCGGCTGGGCCGAACGAGATTTGCGCGATCAGTTCGTCTCCCTAACT 
GATACCACCTGGCGACTCCGCGGCTACGGCGACTTCTTCTCCTACTGCCTCGTCGCCGAA 
GGTGCCGTCGATATCGCCGCTGAACCAGAAGTCAGCCTCTGGGATCTTGCTCCCCTGTCC 
ATCCTGGTCACCGAAGCCGGAGGAAAGTTCACCTCACTGGCTGGCGTCGATGGACCACAC 
GGTGGCGATGCAGTAGCCACCAACGGCATCCTGCACGATGAGACGCTGGATCGTTTAAAA 

>RXA0 00 14 -downstream 
TAGACTCCCGGGTTTTGCTTGGT 

>RXA00030-upstream 

TAAAAACGCCACTTTGGTGTCGATAACACCGAACTTCCGAACATAAAAGATGCGTTGGTG 
CTCTCTGCACAATGTTTCTTTCGGAACTATTCTGGCGACC 

>RXA00030 

ATGCGAATTGAAATCACAAGCGTATTTGTTGATGACCAGGCCAAAGCACTCGATTTCTAC 
ACCACGAAGCTCGGATTTGAGCTCAAACACGATGTAACTGCTGGTGACTACCGCTGGTTG 
ACTGTTGTTGATCCAGAAAACCCAGATGGTGTGCAGCTTTTGTTGGAACCAAACCAGCAC 
CCAGATGCAGCGACTTACCAAGCTGGAATTAAACGAGACGGTATTCCCGCTACACAGTTT 
TATGTTGATGATGTGCAGGAAGAATATGACAGCCTCAAGGATAAAGGCGTGGATTTCATC 
ATGGAACCAACCGATGTGGGCCCTTCAGTGATTGCCATTCTCGATGACACCGTAGGAAAC 
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CTAATTCAGATTGTTCAATTGAAGCAGAAC 

>RXA00030-downstream 
TAACCCCGTGGAATGACAAAATC 

>RXA00032-upstream 

CACTTGCTGAAGACGCCCACATCGAAGACCTTGCAGATGTA7y\CGCAAACGCCTAACTGT 
TTTTCGAGCTAAACCCATCCTTGAAAGGATCTTTTCCACC 

>RXA00032 

ATGAACACCCCACTCCAGCTCAACACTGAAAACCTGCAGGAAATCGCTTCGACTTCCGGA 
GTGCAGATCCCAGCGTTCAACCGCGCTGACGTCGCCCCGGGCATTGTCCACTTCGGTGTT 
GGCGGATTCCATCGCGCTCACCAAGCGATGTACCTCAATGAATTGATGAATGAGGGCAAG 
GCCTTGGATTGGGGCATCATCGGCATGGGTGTCATGCCTTCCGATGTGCGCATGCGCGAT 
GCCCTGGCCAGCCAAGATCACCTTTATACCCTGACCACTAAAGCTCCTGATGGAACTCTT 
GATCAAAAAATCATCGGATCCATCATTGACTACGTGTTCGCTCCCGAGGACCCAGCACGG 
GCCGTTGCAACCCTCGCGCAGGACTCCATCCGCATTGTTTCCCTCACGGTGACTGAAGGC 
GGATACAACATCGATCCGGCGACAGAAGATTTCGACCACACCAACCCTCGAATCGTTGCT 
GACCGCGAAGCCCTGCAGGCGGGCGATACTTCCACTTTGCAGACCTTCTTTGGGTTGATC 
ACTGCCGCATTGATTTCCCGAAAAGAATCAGGATCTACGCCATTTACCATCATGAGCTGC 
GATAACATCCAAGGCAACGGCGATCTGGCTAAGGGTTTCTTCCTCGCCTTCGCACATTCC 
GTGTCTTCTGAGCTCGGCGAATGGGTGGAAAACAACGTGGCCTTCCCCAACTCCATGGTG 
GACCGCATCACCCCTGAAACCACCGACGGCGACCGCGATGACATCAAGGAAATCGGCTAC 
ATCGATGCGTGGCCAGTGGTTTCTGAAGATTTCACCCAATGGGTCCTCGAGGATGCCTTC 
ACCCAGGGCCGCCCCGCGTACGAGGAGGTTGGCGTGCAGGTCGTCTCCGACGTGGAGCCT 
TATGAATTAATGAAGCTGCGCCTGCTCAACGCCTCCCACCAGGGACTTTGCTACTTCGGC 
CACTTGGCTGGCCACCACATGGTCCACGACGTCATGGCGGATACCCGCTTCCAGGATTTC 
CTCCTGGCTTACATGGAGCGCGAAGCCACCCCTACCCTCAAGGAACTTCCAGGTGTCGAT 
CTAGATGCTTATCGACGCCAACTCATCGCGCGATTCGGCAACGCCGCAGTCAAAGACACC 
GTACCGCGCCTGTGTGCGGAATCCTCCGACCGCATTCCAAAGTGGCTGTTGCCAGTCGTA 
CGCGAAAACCTCGCAGCAGGCCGCGACGTCACACTTTCTGCAGCCATCGTCGCATCCTGG 
GCGCGCTACGCAGAAGGCACCGACGAGCAGGGCAACCCAATAAAGATTGTTGACCGTTTG 
AGTGAGCGCGTCCAAGAAAACGCATCAGGAAATCGCACCGATATTTTGTCATTCATCCGC 
GACCGTGGAATCTTCGGAGACTTGGTCGATGCTGAACCATTCACCAAGGCATACTCCGAG 
ACACTGTCCTCCCTTCATGACCGTGGCGCGGAAGCAACCATCGATGCACTTCTTACGCAG 
GTAACTGTC 

>RXAOO 032 -downstream 
TAAATCCGTTGCGCGCTAGGGTT 

>RXAOO 038 -upstream 

ACGATTGTGCTGTCGTTTGCGTTGGTGAATAGTTCTGGACCGGGTATTTTGCGGCGCACA 
TGGAACTCATTGAACGCCGCGCCCGGCTAAGGTGGGAGGC 

>RXA00038 

ATGAGTTTTGCTGAACATGCGATCATCTGGCACGTCTACCCCCTGGGCGCTTTGGGTGCT 
CCCATCCGGCCTGAAGCCCCCGCACCTGTCACACATCGGCTCCCCAATCTAATTGGGTGG 
CTGGATTATGTTGTCGAACTAGGCTGCAACGCCCTCATGCTGGGACCGGTATTCGAGTCC 
GTCAGCCACGGCTACGACACCCTCGATTTCTACCGCATCGACCCGCGCCTCGGCACCGAG 
GAAGACATGGACGCGCTGCTGGAGGCTGCGAATCAGCGGGGCATTGGAGTGCTTTTCGAC 
GGCGTCTTCAATCATGTTTCCAGTTCCTCTAAATATCTCGACCTGACCACCGGGGCGTCA 
TTTGAAGGCCACGACATCCTGGCGGAACTCGACCACACGAATCCCGCCGTAGTGGATCTG 
GTTGTCGATGTCATGAACCACTGGCTCGACCGCGGAATCGCAGGCTGGCGACTCGACGCT 
GTCTACGCCATCGCCCCTGAATTTTGGGAAAAAGTCCTGCCAGAAGTGCGACGAAAACAC 
CCACACGCATGGATCGTGGGGGAGATGATCCATGGAGATTACTCCGACTACGTGAAAAGC 
TCCGGCATTGATTCCGTTACCG/^TACGAACTGTGGAAAGCCATTTGGAGCAGCATCAAA 
GAGCGCAATTTCTTTGAACTCGAATGGACTTTGAGTCGCCACAATGAATTCCTCGATACT 
TTCGTACCGCAGACATTCATTGGTAACCATGACGTCACCCGCATTGCCACCCGAATCGGT 
CAATCAAATGCGATCCTGGCCGCAGCGATCCTCTTCACGGTCGGAGGAACCCCAAGCATT 
TACTACGGCGATGAGCAGGGCTTTACGGGATTGAAAGAGGATAACGTTTTCGGTGACGAT 
GCCATTAGGCCACCTCTTCCTGCCGAGTTTTCTCCACTGGGCACCTGGATTGAAAACATT 
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TATAAGGCTCTGATCGCGCTGCGCAGGCAACACCCGTGGTTGTATCAGGCGCACACCGAA 
GTCCTTGAGATTGCTAATGAAGCGATGACCTATAAGTCCGTCGGTCTTGGAGGTGAAGAG 
CTGACAGTGCATCTTGATTTGGAAGAGGTGTCTGTTCGGATCCTTGATGGCGAGAAGGTG 
CTGTTTCAGTACAGCGCT 

>RXA0003 8 -downstream 
TAGTTGTCGGTTCAAGGGTAGGG 

>ElXA00041-upstream 

ATGAAGCAGCAGCATCCAAGCTGGAAAACGCTGATCACTACCGTCTCATGGAGCAATTAA 
AGCTGCGCTAGAAACAAAAAGGAAAGTAGTGTGTGGGGCT 

>RXA00041 

ATGCACACAGAACTTTCCAGTTTGCGCCCTGCGTACCATGTGACTCCTCCGCAGGGCAGG 
CTCAATGATCCCAACGGAATGTACGTCGATGGCGATACCCTCCACGTCTACTACCAGCAC 
GATCCAGGTTTCCCCTTCGCACCAAAGCGCACCGGCTGGGCTCACACCACCACGCCGTTG 
ACCGGACCGCAGCGATTGCAGTGGACGCACCTGCCCGACGCTCTTTACCCGGATGCATCC 
TATGACCTGGATGGATGCTATTCCGGTGGAGCCGTATTTACTGACGGCACACTTAAACTT 
TTCTACACCGGCAACCTAAAAATTGACGGCAAGCGCCGCGCCACCCAAAACCTCGTCGAA 
GTCGAGGACCCAACTGGGCTGATGGGCGGCATTCATCGCCGTTCGCCTAAAAATCCGCTT 
ATCGACGGACCCGCCAGCGGTTTCACACCCCATTACCGCGATCCCATGATCAGCCCTGAT 
GGTGATGGTTGGAAAATGGTTCTTGGGGCCCAACGCGAAAACCTCACCGGTGCAGCGGTT 
CTATACCGCTCGACAGATCTTGAAAACTGGGAATTCTCCGGTGAAATCACCTTTGACCTC 
AGTGATGCACAACCTGGTTCTGCTCCTGATCTCGTTCCCGGTGGCTACATGTGGGAATGC 
CCCAACCTTTTTACGCTTCGCGATGAAGAAACTGGCGAAGATCTCGACGTGCTGATTTTC 
TGTCCACAAGGATTGGACCGAATCCACGATGAGGTTACTCACTACGCAAGCTCTGACCAG 
TGCGGATATGTCGTCGGCAAGCTTGAAGGAACGACCTTCCGCGTCTTGCGAGGATTCAGC 
GAGCTGGATTTCGGCCATGAATTCTACGCACCGCAGGTTGCAGTAAACGGTTCTGATGCC 
TGGCTCGTGGGCTGGATGGGGCTGCCCGCGCAGGATGATCACCCAACAGTTGCACGGGAA 
GGATGGGTGCACTGCCTGACTGTGCCCCGCAAGCTTCATTTGCGCAACCACGCGATCTAT 
CAAGAGCTTCTTCTCCCAGAGGGGGAGTCAGGGGTAATCAGATCTGTATTAGGTTCTGAA 
CCTGTCCGAGTAGACATCCGAGGCAATATTTCCCTCGAGTGGGATGGTGTCCGTTTGTCT 
GTGGATCGTGGTGGTGATCGTCGCGTAGCTGAGGTAAAACCTGGCGAATTAGTGATCGCG 
GAG G AT AAT AC AG C C AT T G AG AT AAC T G C AG G T GAT GG AC AG 

>RXA0004 2 -upstream 

GTGGTCTTTGACTCAAACGGCCAGTTACAACAGGTCCATTTAGACCATCAAGTAATTTAA 
ATACGAGCAAAACTTTCCTGATAATAAAAGGAGTCCGACC 

>RXA000 4 2 

ATGGACATCATCATCTGCAAAGACGAGCAAGAAGTCGGCAAAGCAGCGGCAGCCCTGATC 
GCACCCTTCGCAACTAAGGGCGGAACCTTGGGGCTTGCAACTGGATCGTCACCTTTGAGC 
ACCTACCAAGAGCTCATTCGCATGTATGAAGCTGGGGAAGTGTCATTCAAGAACTGCAAG 
GCATTCTTGTTGGATGAATACGTGGGATTAACGCGCGACGATGAAAACAGCTACTTCAAA 
ACCATTCGTAAAGAGTTCACTGACCACATCGACATCGTTGATGAAGAGGTCTACAGCCCA 
GATGGTGCAAACCCTGATCCATACGAAGCAGCTGCAGAGTATGAGGCAAAGATCGCTGCA 
GAATCCGTTGATGTTCAAATCCTTGGCATCGGCGGAAACGGCCACATCGCTTTCAATGAG 
CCATCATCTTCTCTGTCAGGACTGACAAAGGTCCAGGCGCTGCACCCTAAAACTGTGGAG 
GACAACGCTCGATTCTTCAACACCATCGAAGAGGTCCCAACCCACGCCCTCACCCAGGGT 
TTGGGCACTTTGTCCCGCGCGCAAAACATCGTGTTGGTGGCAACTGGTGAAGGAAAAGCC 
GACGCCATCCGCGGAACTGTGGAAGGCCCACTGACCGCCATGTGCCCAGGTTCCATCCTG 
CAGATGCACAACAATGCCACCATCATCGTTGATGAAGCAGCAGCATCCAAGCTGGAAAAC 
GCTGATCACTACCGTCTCATGGAGCAATTAAAGCTGCGC 

>RXA00042-downstream 
TAGAAACAAAAAGGAAAGTAGTG 

>RXA0004 3-upstream 

AACAGCAGGCCTCAAGTCCGAAGATAATTAACCTAAATCCGTAGACATAAGACATCATAC 
GTCCTATGCTTGCTGGAAGGAAGCAAATAACCTCAGAAAG 
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>RXA0004 3 

ATGGCAGAAGTGGTGCATTATCAAGAAAATGCAGGTCAAGCAGTTAAAAAAATTGAAGGA 
AGAATTGTTACCCCCCACGGGGTGATTGATGGCTTTCTCCAACTCGAAAACGGCATCATC 
ACGGAACTCTCTGGAGAACCAGCACCTAAAAACGCAGGATTCCACCCCGAACTCCCCACG 
ATTGTTCCCAGTTTTATTGATCTTCATAATCACGGTGGAAACGGTGGCGCGTTTCCTACG 
GGAACGCAGGACCAGGCGAGGAATGCCGCGCAGTATCACCGCGAACATGGCACGACCGTG 
ATGTTGGCAAGCATGGTTTCGGCGCCGGCTGACGCACTGGCAGCGCAGGTGGAAAACCTT 
ATTCCCTTGTGTGAAGAGGGCCTGCTGTGCGGCATTCACCTCGAGGGTCCTTTCATCAAC 
GCATGCCGTTGTGGTGCTCAAAACCCGGATTTTATTTTTCCCGGCAACCCAACAGATCTT 
GCCCAGGTGATCCATGCGGGAAAAGGTTGGATCAAATCGATCACAGTAGCGCCGGAAACT 
GACAATCTTACTGAGCTTCTCGATCTCTGCGCAGCGCACCACATCATTGCTTCCTTCGGG 
CACACTGATGCAGATTTTGATACCACTACCAGCGCAATTGCCTTGGCTAAAGAGAAAAAT 
GTGACGGTCACGGCTACGCATTTGTTCAATGCGATGCCTCCGCTGCATCATAGGGATCCC 
GGCAGCGTGGGCGCTTTGCTTGCTGCGGCACGTGCCGGGGACGCATATGTTGAGTTGATC 
GCCGACGGCGTGCATTTGGCCGATGGAACGGTCGATCTAGCTCGTTCCAACAACGCCTTT 
TTCATCACGGACGCCATGGAAGCCGCCGGAATGCCAGACGGTGAGTACATTTTGGGCGTT 
TTGAACGTCACCGTCACCGATGGCGTCGCCCGTCTGCGCGATGGCGGCGCCATCGCCGGG 
GGTACCAGCACACTAGCGAGTCAGTTCGTGCACCACGTGCGCAGGGGTATGACGCTTATC 
GACGCGACCCTCCACACCTCAACCGTCGCCGCCAAAATTCTCGGACTTAGCGATCACGAA 
ATCGTTAAATCCAACCCTGTAAATTTTGTGGTCTTTGACTCAAACGGCCAGTTACAACAG 
GTCCATTTAGACCATCAAGTAATT 

>RXA0004 3-downstream 
TAAATACGAGCAAAACTTTCCTG 

>RXA00055-upstream 

TCTTATTGGTTCTTCGTTTTGTATCGATAAATACAATCGGTTTCCTGGCTTAATAAGGCT 
GTTCCTGTCAACCTGCAATGGAAGAGGAAGTGTACCTAGC 

>RXA00055 

GTGGATGTCGTCGACATCGCACGGTGGCAATTCGGAATTACCACCGTCTATCACTTCATT 
TTTGTCCCACTGACCATTGGCTTAGCACCGCTGGTCGCGATCATGCAAACGTTTTGGCAA 
GTTACCGGCAAAGAGCAC 

>RXA000 98-upstream 

TAAATTTGTCGTGTTTCCCACTTTGAACACTCTTCGATGCGCTTGGCCACAAAAGCAAGC 
TAACCTGAAGATGTTATTTAACGACAATAAAGGAGTTTTC 

>RXA000 98 

ATGGCGGACATTTCGACCACCCAGGTTTGGCAAGACCTGACCGATCATTACTCAAACTTC 
CAGGCAACCACTCTGCGTGAACTTTTCAAGGAAGAAAACCGCGCCGAGAAGTACACCTTC 
TCCGCGGCTGGCCTCCACGTCGACCTGTCGAAGAATCTGCTTGACGACGCCACCCTCACC 
AAGCTCCTTGCACTGACCGAAGAATCTGGCCTTCGCGAACGCATTGACGCGATGTTTGCC 
GGTGAACACCTCAACAACACCGAAGACCGCGCTGTCCTCCACACCGCGCTGCGCCTTCCT 
GCCGAAGCTGATCTGTCAGTAGATGGCCAAGATGTTGCTGCTGATGTCCACGAAGTTTTG 
GGACGCATGCGTGACTTCGCTACTGCGCTGCGCTCAGGCAACTGGTTGGGACACACCGGC 
CACACGATCAAGAAGATCGTCAACATTGGTATCGGTGGCTCTGACCTCGGACCAGCCATG 
GCTACGAAGGCTCTGCGTGCATACGCGACCGCTGGTATCTCAGCAGAATTCGTCTCCAAC 
GTCGACCCAGCAGACCTCGTTTCTGTGTTGGAAGACCTCGATGCAGAATCCACATTGTTC 
GTGATCGCTTCGAAAACTTTCACCACCCAGGAGACGCTGTCCAACGCTCGTGCAGCTCGT 
GCTTGGCTGGTAGAGAAGCTCGGTGAAGAGGCTGTCGCGAAGCACTTCGTCGCAGTGTCC 
ACCAATGCTGAAAAGGTCGCAGAGTTCGGTATCGACACGGACAACATGTTCGGCTTCTGG 
GACTGGGTCGGAGGTCGTTACTCCGTGGACTCCGCAGTTGGTCTTTCCCTCATGGCAGTG 
ATCGGCCCTCGCGACTTCATGCGTTTCCTCGGTGGATTCCACGCGATGGATGAACACTTC 
CGCACCACCAAGTTCGAAGAGAACGTTCCAATCTTGATGGCTCTGCTCGGTGTCTGGTAC 
TCCGATTTCTATGGTGCAGAAACCCACGCTGTCCTACCTTATTCCGAGGATCTCAGCCGT 
TTTGCTGCTTACCTCCAGCAGCTGACCATGGAATC/IAATGGCAAGTCAGTCCACCGCGAC 
GGCTCCCCTGTTTCCACTGGCACTGGCGAAATTTACTGGGGTGAGCCTGGCACAAATGGC 
CAGCACGCTTTCTTCCAGCTGATCCACCAGGGCACTCGCCTTGTTCCAGCTGATTTCATT 
GGTTTCGCTCGTCCAAAGCAGGATCTTCCTGCCGGTGAGCGCACCATGCATGACCTTTTG 
ATGAGCAACTTCTTCGCACAGACCAAGGTTTTGGCTTTCGGTAAGAACGCTGAAGAGATC 
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GCTGCGGAAGGTGTCGCACCTGAGCTGGTCAACCACAAGGTCATGCCAGGTAATCGCCCA 
ACCACCACCATTTTGGCGGAGGAACTTACCCCTTCTATTCTCGGTGCGTTGATCGCTTTG 
TACGAACACATCGTGATGGTTCAGGGCGTGATTTGGGACATCAACTCCTTCGACCAATGG 
GGTGTTGAACTGGGCAAACAGCAGGCAAATGACCTCGCTCCGGCTGTCTCTGGTGAAGAG 
GATGTTGACTCGGGAGATTCTTCCACTGATTCACTGATTAAGTGGTACCGCGCAAATAGG 

>RXAO 00 98 -downstream 
TAGTCGCTTGCTTATAGGGTCAG 

>RXA0014 8-upstream 

CTTTGAGGGCAGCGCGCATGCGCCCGATGGTTATTTGAACATGACAATTGATGCCGCGGC 
GACGCTGGCTGACCTGCTAGATGCTTTGGGAGCTTAAATC 

>RXA0014 8 

ATGACGTCGATCCCTAATTTTTCAGACATCCCATTGACTGCTGAGACACGTGCATCGGAG 
TCACACAACGTTGACGCCGGC/y^GGTGTGGAACACTCCCGAAGGCATTGATGTCAAGCGC 
GTATTCACGCAGGCTGACCGCGACGAGGCGCAAGCGGCGGGACATCCGGTGGATTCTTTG 
CCAGGTCAAAAGCCATTTATGCGCGGGCCGTACCCAACTATGTACACCAATCAGCCGTGG 
ACGATTCGCCAGTACGCAGGCTTTTCAACCGCCGCGGAATCCAATGCGTTTTATCGGAGG 
AACCTTGCTGCGGGTCAAAAAGGTTTGTCGGTTGCGTTCGATCTAGCGACCCACCGCGGT 
TATGACTCGGATAATGAGCGCGTGGTCGGCGATGTGGGTATGGCCGGCGTGGCGATTGAT 
TCGATTTTGGATATGCGTCAGCTGTTTGATGGCATTGATTTGTCCAGCGTGTCGGTGTCG 
ATGACCATGAATGGCGCTGTGCTGCCGATTCTTGCGTTCTATATCGTGGCGGCTGAGGAA 
CAAGGTGTGGGTCCGGAGCAGCTTGCGGGCACGATCCAGAATGACATCTTGAAAGAATTT 
ATGGTGCGCAACACCTATATTTATCCGCCGAAGCCGTCGATGCGCATCATTTCCAACATC 
TTTGAGTACACCTCCTTGAAGATGCCACGTTTTAACTCCATTTCGATTTCTGGCTATCAC 
ATCCAGGAAGCGGGAGCGACTGCCGATTTGGAGCTGGCCTACACTCTGGCGGATGGTATT 
GAATACATCCGTGCAGGTAAAGAGGTAGGCCTTGACGTGGATAAGTTCGCGCCTCGTCTG 
TCCTTCTTCTGGGGTATTTCTATGTACACCTTCATGGAGATCGCAAAGCTGCGTGCGGGA 
CGACTGCTGTGGAGCGAGTTGGTGGCAAAATTCGATCCGAAAAACGCCAAGTCCCAGTCG 
CTGCGCACGCACTCGCAGACCTCTGGTTGGTCGTTGACCGCGCAGGATGTGTACAACAAC 
GTCGCCCGCACCGCGATTGAGGCGATGGCTGCAACCCAGGGCCACACCCAGTCGCTGCAC 
ACCAATGCACTTGATGAGGCGTTGGCGCTGCCCACCGATTTCTCTGCTCGTATCGCCCGA 
AACACCCAGCTGTTGCTGCAGCAGGAATCTGGCACGGTGCGTCCAGTTGATCCATGGGCG 
GGCTCCTATTACGTGGAGTGGTTGACCAATGAGCTGGCTAACCGCGCGCGCAAGCACATC 
GATGAGGTGGAGGAAGCCGGCGGAATGGCGCAGGCCACCGCGCAGGGAATTCCTAAGCTG 
CGCATTGAGGAATCAGCGGCACGCACCCAGGCTCGCATTGATTCCGGCCGCCAGGCGCTG 
ATCGGCGTGAATCGCTACGTGGCGG/^AGAAGATGAGGAAATTGAAGTCCTCAAGGTTGAC 
AACACCAAGGTTCGCGCAGAACAGTTGGCTAAACTCGCGCAACTGAAAGCAGAGCGCAAC 
GATGCGGAAGTCAAGGCTGCGCTGGATGCGTTGACAGCTGCTGCCCGCAACGAGCATAAA 
GAGCCAGGGGATTTGGATCAGAACCTGCTCAAACTTGCCGTCGATGCTGCGCGCGCAAAA 
GCTACCATTGGAGAGATCTCCGATGCTTTGGAAGTTGTCTTTGGCCGCCACGAAGCAGAA 
ATCAGGACGCTGTCTGGCGTGTACAAGGATGAGGTTGGAAAGGAAGGCACAGTGAGCAAC 
GTCGAACGCGCGATCGCCCTGGCTGACGCCTTTGAGGCTGAGGAAGGCCGCCGCCCACGT 
ATCTTTATTGCCAAGATGGGCCAGGATGGACATGACCGTGGACAGAAGGTTGTCGCGTCT 
GCCTATGCTGACCTGGGCATGGACGTGGATGTTGGACCGCTGTTTCAAACTCCAGCCGAA 
GCTGCCCGCGCCGCCGTGGACGCCGATGTTCACGTGGTGGGTATGTCTTCGCTGGCAGCA 
GGCCACCTCACCTTGCTG 

>RXA0014 9-upstream 

TTTTCGTAGGTAAACACAGGTGAAGGCTTTACAAGCTTGTGAACTCCCTACACAAAAGCA 
ATCCAATAGCTATCCATAAGCAAGAGAAAGTAAGTCTACG 

>RXA0014 9 

TTGACTGATCTCACAAAGACTGCGGTGCCCGAGGAACTTTCAGAGAACCTCGA7\ACTTGG 
TACAAGGCTGTGGCCGGTGTTTTCGCGCGCACACAGAAAAAAGACATCGGCGACATTGCC 
GTAGATGTGTGGAAGAAACTCATCGTCACTACACCGGATGGTGTTGATATCAATCCGCTG 
TACACCAGAGCAGATGAGTCCCAGAGGAAATTCACTGAGGTTCCTGGTGAGTTTCCCTTC 
ACTAGGGGAACCACTGTTGATGGTGAACGCGTTGGTTGGGGTGTTACTGAGACTTTCGGA 
CATGACAGCCCGAAGAATATCAACGCTGCGGTGCTGAATGCTCTGAATTCTGGCACCACC 
ACATTGGGTTTTGAGTTCTCTGAGGAATTCACGGCAGCTGATCTTAAAGTTGCTCTCGAA 
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GGCGTGTATCTCAACATGGCTCCGTTGCTGATTCATGCGGGTGGATCCACGTCAGAGGTT 
GCAGCGGCGTTGTATACGTTGGCGGAGGAAGCCGGAACGTTTTTTGCTGCGTTGACCTTG 
GGTTCTCGTCCTTTGACGGCGCAGGTTGATGGTTCGCACAGTGACACCATTGAAGAAGCA 
GTTCAGTTGGCAGTGAATGCTTCCAAGCGTGCGAATGTGCGCGCTATCTTGGTGGATGGT 
TCCAGTTTTTCCAACCAGGGCGCGTCGGATGCTCAAGAAATTGGTCTAAGTATCGCCGCC 
GGTGTGGATTATGTCCGTCGCTTGGTCGATGCAGGCCTTTCCACGGAAGCTGCACTTAAG 
CAGGTGGCGTTCCGTTTTGCGGTCACCGATGAGCAGTTCGCGCAGATTTCTAAGCTGCGT 
GTGGCTCGACGTCTGTGGGCCAGGGTGTGTGAGGTGCTTGGTTTTCCAGAGCTGGCCGTA 
GCACCACAGCATGCGGTGACTGCACGAGCGATGTTTAGCCAGCGTGATCCGTGGGTGAAT 
ATGCTGCGCAGTACTGTTGCAGCTTTCGCTGCAGGCGTCGGTGGAGCAACCGATGTGGAG 
GTTCGTACTTTTGATGATGCGATCCCAGATGGAGTTCCTGGAGTGTCGAGGAATTTCGCT 
CACCGCATCGCGCGC7VATACTAATTTGTTGTTGCTAGAAGAGTCACATCTTGGTCACGTG 
GTTGATCCTGCTGGTGGATCATATTTCGTGGAGAGCTTCACCGATGATCTAGCGGAGAAG 
GCGTGGGCTGTGTTCAGTGGCATCGAAGCTGAGGGCGGATACAGTGCAGCTTGTGCATCC 
GGCACGGTGACTGCCATGCTTGATCAGACGTGGGAGCAGACTCGCGCTGATGTGGCGTCG 
AGAAAGAAGAAGCTCACTGGAATTAATGAGTTCCCGAACTTGGCGGAGTCTCCGCTGCCA 
GCTGATCGTCGGGTAGAACCTGCAGGTGTGCGTCGATGGGCAGCGGATTTTGAAGCGCTG 
CGCAATCGTTCGGATGCTTTCTTGGAAAAGAACGGCGCGAGGCCACAGATCACGATGATT 
CCTCTGGGACCGTTGTCCAAGCACAATATTCGCACTGGTTTTACTTCCAACCTGTTGGCT 
TCCGGTGGCATTGAAGCAATCAACCCGGGTCAACTTGTTCCCGGCACTGACGCTTTTGCA 
GAAGCTGCACAGGCCGCAGGCATTGTAGTGGTGTGTGGAACGGACCAAGAGTATGCCGAA 
ACGGGGGAGGGAGCCGTCGAAAAGCTCCGCGAAGCGGGCGTTGAGCGCATCCTGCTTGCT 
GGCGCGCCGAAGAGCTTTGAGGGCAGCGCGCATGCGCCCGATGGTTATTTGAACATGACA 
ATTGATGCCGCGGCGACGCTGGCTGACCTGCTAGATGCTTTGGGAGCT 

>RXA0014 9-downstream 
TAAATCATGACGTCGATCCCTAA 

>RXA0 0195-upstream 

TCGCAGTCATCATGCAGGCATAACCTGAAACCCATCCGTTTGGATTGCCCCAAATGGGTG 
TAGTGGGTGCGTTTACCCAACAAGTGCAAGAATGGGAGTC 

>RXA00195 

GTGACTAAAAAGATCCTTATTTTGGGAAGCACTGGTTCGATTGGAACTCAGGCGCTGGAC 
GTTATTGCTGATAATTCAGACAAGTTTGAGGTGGTGGGTATCGCTGCGGGCGGTTCTCAG 
CCAGACCTCGTTATTTCGCAGGCGCAGCAGTTGGGGCTGGCTGCAGACAAGGTTGCGGTT 
GCTGATGCACAGGCTGCCGCAGTAATTTCGAAGGCTCTCGGCGGCGAGATCATCTCTGGA 
ACCGATGCTGCGAAGATTCTGGTGGAAACCACAAAGGCCGACACTGTGCTTAATGCTCTG 
GTTGGTTCTTTGGGGCTTGCGGCAACGCTGGCCACTCTGGAATCTGGTGCGCATCTTGCC 
TTGGCTAACAAAGAATCGCTGGTTGCCGGTGGTGAGTTTGTTACCTCAAAGGCAAAGCTG 
GGGCAGATCATTCCGGTCGATTCGGAGCACTCTGCCATGGCGCAGTGTTTGCGTTCGGGT 
ACTCGTGATGAGGTTGCGCGGATTGTGCTGACAGCTTCGGGCGGACCTTTCAGGGCTGGA 
CCAGGGAGAAGATGTGGGAGG 

>RXA00195-clownstream 
TGACTCCCGAGCAGGCAGCAGCG 

>RXA00196-upstream 

CTGCCATGGCGCAGTGTTTGCGTTCGGGTACTCGTGATGAGGTTGCGCGGATTGTGCTGA 
CAGCTTCGGGCGGACCTTTCAGGGCTGGACCAGGGAGAAG 

>RXA00196 

ATGTGGGAGGTGACTCCCGAGCAGGCAGCAGCGCACCCAACGTGGGCGATGGGGCAGATG 
AACACGTTGAACTCCGCCACCCTTATTAATAAAGGCCTCGAACTCATCGAGGCGACCCTG 
CTGTTTGAAACGGATGCGGATCTCATTGATGTGACGGTGCATCCGCAGTCGATCATCCAC 
TCCATGATCACGTTTACGGATGGTGCGACCATCGCGCAGGCGTCGCCACCATCGATGAAA 
CTGCCGATCGCGTTGGCGCTTGATTGGCCACATCGGGTGCCGAAGGCTCAGCCGGCGCTG 
GATTTCACCGCTGCTCATACCTGGGCTTTTGAGCCGGTGGATGATGCCGCATTCCCTGCG 
GTGCAGCTGGCTAGGCACGTCGCAAAGCAAAAAGGCACGTACCCCGCGGTGTATAACGCC 
GCCAACGAGGAGGCGGCTGAGGCGTTTTTGCGCGGGCGAATCAAGTTTCCGCAGATCGTG 
GACGTGGTGGACGAGGTCCTCCAAGGAGCTTCTCAGTTTGCTGGTGTAGCATCACACGTC 
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GATGATATTTTGGCAACCGAATCTGAGGCACGCGCGCGTGCGAATGCTTTGATCAACCGG 
TTGGCAACCAACTTG 

>RXA00196-downstream 
TAAGCTAAGGAGCTTCCGCCTCG 

>RXA002 02 -upstream 

CTGGCAGCAGATTGTCATCGGTTGTGTCATCGCGCTTGCGGTGGGCTTCGATGTCATCCG 
AAACAAAACCTCTAAGTAATTCCTGAAAGGAAATTTTCAC 

>RXA00202 

ATGTACGCTCGTAAACTTATTGCTCTGTCCGCTTCTGTCGTTTTGGCTTTCAGCTTGTCT 
GCTTGCAACCGTGAATCTTCTGGCACCAGCGCAGACGGCGGTTCTGCGGATGGGTCGATC 
ACCTTGGCTCTGTCTACCCAGACCAACCCGTTCTTTGTGCAGCTTCGTGATGGTGCCCAG 
GAAAAGGCTGATGAATTGGGCGTGACCCTCAATGTTCAGGATGCTTCCGATGACGCTGCA 
ACGCAGGCCAACCAGCTCAACAACGCTGTCACCACCGGTGCTGGCGTGGTGATTGTCAAC 
CCAACTGATTCTGATGCTGTGGTGCCGTCGGTGGAAGCTCTCAACCAGGCTGACATTCCT 
GTTGTGGCTGTCGACCGTTCCTCCAATGGTGGCGAGGTGGCGTCCTTCGTGGCATCTGAC 
AACGTTGCTGGCGGCGCGCAGGCTGCTGCAGCCCTGGCAGAGGCGATCGGTGGCGAAGGT 
GAAATCCTCATGCTGCAAGGCATTGCGGGATCCTCTGCATCACGTGATCGTGGACAGGGA 
TTTGAAGAGGAGATCGCTAAGCATGAGGGCATTTCCATTGTGGCTAAGCAGACCGCCAAC 
TTTGACCGCGGTGAGGGCCTGGACGTGGCAACTAACCTGCTGCAGGCACACCCCAATGTG 
AAGGCGATCTTCGCGGAAAACGATGAGATGGCGTTGGGCGCAATCGAAGCCCTGGGTGCT 
CGTGCTGGTGAAGATGTCATCGTTGTCGGTTTCGATGGCACCAATGATGGTCTGGCAGCG 
GTTGAAGATGGACGCATGTTGGCCACCGTTGCTCAGCAGCCAGAAGAGCTGGGAGCAAAG 
GCTGTGGAAGAAGCAGCTAAGCTCCTGCGCGGTGAGGACGCTGAAACAGAGGTACCAGTT 
GAGGTTGTCACTGTGAAGCTCGACAACGTCGCGGACTTCAAG 

>RXA00202-downstream 
TAGTCGGCGATGAAAAAGTCCGT 

>RXA0020 6-upstream 

TTAAATAAGATGGTCAGAGACAGTTTTTTGGCCTGTCAACCCCTGTGATTCTCTTATTTT 
TGGGTGATTGTTCCGGCGCGGGTGTTGTGATGGGTTTAAT 

>RXA0020 6 

ATGGAAGACATGCGAATTGCTACTCTCACGTCAGGCGGCGACTGCCCCGGACTAAACGCC 
GTCATCCGAGGAATCGTCCGCACAGCCAGCAATGAATTTGGCTCCACCGTCGTTGGTTAT 
CAAGACGGTTGGGAAGGACTGTTAGGCGATCGTCGCGTACAGCTGTATGACGATGAAGAT 
ATTGACCGAATCCTCCTTCGAGGCGGCACCATTTTGGGCACTGGTCGCCTCCATCCGGAC 
AAGTTTAAGGCCGGAATTGATCAGATTAAGGCCAACTTAGAAGACGCCGGCATCGATGCC 
CTTATCCCAATCGGTGGCGAAGGAACCCTGAAGGGTGCCAAGTGGCTGTCTGATAACGGT 
ATCCCTGTTGTCGGTGTCCCAAAGACCATTGACAATGACGTGAATGGCACTGACTTCACC 
TTCGGTTTCGATACTGCTGTGGCAGTGGCTACCGACGCTGTTGACCGCCTGCACACCACC 
GCTGAATCTCACAACCGTGTGATGATCGTGGAGGTCATGGGCCGCCACGTGGGTTGGATT 
GCTCTGCACGCAGGTATGGCCGGCGGTGCTCACTACACCGTTATTCCAGAAGTACCTTTC 
GATATTGCAGAGATCTGCAAGGCGATGGAACGTCGCTTCCAGATGGGCGAGAAGTACGGC 
ATTATCGTCGTTGCGGAAGGTGCGTTGCCACGCGAAGGCACCATGGAGCTTCGTGAAGGC 
CACATTGACCAGTTCGGTCACAAGACCTTCACGGGAATTGGACAGCAGATCGCTGATGAG 
ATCCACGTGCGCCTCGGCCACGATGTTCGTACGACCGTTCTTGGCCACATTCAACGTGGT 
GGAACCCCAACTGCTTTCGACCGTGTTCTGGCCACTCGTTATGGTGTTCGTGCAGCTCGT 
GCGTGCCATGAGGGAAGCTTTGACAAGGTTGTTGCTTTGAAGGGTGAGAGCATTGAGATG 
ATCACCTTTGAAGAAGCAGTCGGAACCTTGAAGGAAGTTCCATTCGAACGCTGGGTTACT 
GCCCAGGCAATGTTTGGA 

>RXA0020 6-ciownstreain 
TAGTTTTTCGGGCTTTTATCAAC 

>RXAO 022 4 -upstream 

GTGATGTCATTGGTGCATCGGGTGCTGCTGAAAAGATTGCTGAGTACCTCGCTTCAGAGA 
AC C T CAT CTAGCCACTATCTT C AC AAAGG AG AAC AT T T AA 
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>RXA00224 

ATGTCTATTTCTTATGTGCTGGTTGAGCAGCTAGATGGCCGCCCAGAACCAGTTACCCTT 
GAATTGATCACTGCTGCTCGCGCACTCGGTGACGTCGTTGCCGTTGTCGTTGGCGAGCCA 
GGTGCCGGCGTAAACCTTGCTGCTGAGCTCGGCAATTGGGGTGCAGCACAGGTTGTTTCC 
GCTGAAATCTCTGGCGCTTCCAACCGTTTGATCTTGCCTGCTGTTGATGCGCTGCACATT 
TTGGCTGCGAACAACCCAGGTCCAATTGTTATCGCTGCAACTGCAAGCGGTAATGAGATC 
GCTGGTCGTTTGGCTGCCCGTTTGGCTTCTGGTGTGCTCACCGATGTCGTCGGT^TCT^T 
GCCGACCGCACCGCACAGCAGTCCATTTTCGGCGACACCATTCAGGTGTCCGCTGCAGTT 
GGTGGCGCTTCACCGCTGTACACCCTGCGTCCAGGTGCCCTTGATGGCGTGGCCGTTCCT 
GCAACCGGTGAATTGGCAACCATTGAGATCCCAGGCGCAACCGCCAAGGATGTCACCATC 
ACCTCCTTCACGCCAAGCACCCAGAGCGATCGCCCTGAGCTGCCACAGGCAAAGGTCGTT 
ATCGCAGGTGGACGTGGTGTCGGAAGCGAAGAAAACTTCCGCAGCATCGTTGAACCACTG 
GCAGATGCATTGGGCGGTGCCGTTGGCGCAACCCGCGACGCCGTTGATCTGGGCTACTAC 
CCAGGCGAGTACCAGGTTGGTCAGACCGGTGTCACCGTGTCCCCAGACCTCTACATCGGC 
CTCGGCATTTCCGGTGCAATTCAGCACACTTCTGGTATGCAGACCGCAAAGAAGGTTATT 
GTGATCAACAACGATGAGGACGCGCCGATCTTCCAGATTGCGGACCTCGGTGTCGTTGGC 
GACCTCTTTGACATCGCCCCTGCGCTCATCGAAGAGATCAAC7VAGCGCAAG 

>RXAO 02 2 4 -downstream 

T AG G AG T T T T G AAC AC T T T T T AT 

>RXAO 022 5-upst ream 

GTAGGCGTCGAAAAGCAATGGGCGAAGCCCGCGTAGTATGGGCGGGCAACGCTAAAAGCG 
CCAAAAACGCCAAAAATCGTGAATTGAAAGGTGAGTGTGG 

>RXA0 022 5 

ATGTCCACAATCGTGGTTCTGGTTAAAAATGTTCCAGACACCTGGTCTAAGAGGACTCTG 
GAAGCTGATTTCACCCTTGACCGTGAGGGTGTAGATCGAGTCTTGGATGAGATCAATGAG 
TTTGCTCTGGAGCAGGCACTGCGCTTGCGGGAGTCCAACCCGGATGCTGGTTACCGCGTT 
GTTGCGCTGAGCGCCGGCCCTGCCGGTGGGGAAGAGGCGCTGCGTAAGGCGCTGTCCATG 
GGTGCTGATGAAGCAATCCAGCTCAGTGATGATGCCTTGGCTGGTTCTGATCTTTTGGGA 
ACCGCTTGGGCGCTGAACAACGCTATCAACACCATCGCGGGTGTTGCTCTCATCGTGACG 
GGTTCGGCTTCTTCCGATGGTTCCATGGGTGCGCTTCCTGGCGTGTTAGCTGAGTACCGC 
CAGGTCCCAGCGTTGACTAACTTGTCTGCGCTGAAGGTCGAGGGTGCATCTATTACTGCC 
ACTCGCATTGATAACCACGGCACCTATGAGTTGCAGGCTGCACTTCCTGCGGTTGTGTCG 
ATTTCCGATAAGGCTGACAAGCCACGTTTCCCTAACTTCAAGGGCATCATGGCTGCTAAG 
AAGGCTGAGATCAAGAAGCTTTCCTTGGCTGAAATCGGCGTGGCTCCAGAGCAGGTTGGT 
CTGTCTCACGCGGCAACTGCTGTTACTGCTGCAGCTGATCGTCCTGAGCGCTCCCAAGGT 
GATGTCATTGGTGCATCGGGTGCTGCTGAAAAGATTGCTGAGTACCTCGCTTCAGAGAAC 
CTCATC 

>RXA00225-downstream 
TAGCCACTATCTTCACAAAGGAG 

>RXA00235-upstream 

CGAAACAAGATTCGTGCAACAATTGGGTGTAGACGTGATTGAAGACATTTGATCACGTGA 
ATAATTCTAGTTAGCTCCCAAGTTGGCATAGGAGGCCACA 

>RXA00235 

GTGGCTGAAATCATGCACGTATTCGCTCGCGAAATTCTCGACTCCCGCGGTAACCCAACC 
GTCGAGGCAGAGGTTTTCCTGGATGACGGTTCCCACGGTGTCGCAGGTGTTCCATCCGGC 
GCATCCACCGGCGTCCACGAGGCTCATGAGCTGCGTGACGGTGGCGATCGCTACCTGGGC 
AAGGGCGTTTTGAAGGCAGTTGAAAACGTCAACGAAGAAATCGGCGACGAGCTCGCTGGC 
CTAGAGGCTGACGATCAGCGCCTCATCGACGAAGC7\ATGATCAAGCTTGATGGCACCGCC 
AACAAGTCCCGCCTGGGTGCAAACGCAATCCTTGGTGTTTCCATGGCTGTTGCAAAGGCT 
GCTGCTGATTCCGCAGGCCTCCCACTGTTCCGCTACATCGGTGGACCAAACGCACACGTT 
CTTCCAGTTCCAATGATGAACATCATCACCGGTGGCGCTCACGCTGACTCCGGTGTTGAC 
GTTCAGGAATTCATGATCGCTCCAATCGGTGCAGAGACCTTCTCTGAGGCTCTCCGCAAC 
GGCGCGGAGGTCTACCACGCACTGAAGTCCGTCATCAAGGAAAAGGGCCTGTCCACCGGA 
CTTGGCGATGAGGGCGGCTTCGCTCCTTCCGTCGGCTCCACCCGTGAGGCTCTTGACCTT 
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ATCGTTGAGGCAATCGAGAAGGCTGGCTTCACCCCAGGCAAGGACATCGCTCTTGCTCTG 
GACGTTGCTTCCTCTGAGTTCTTCAAGGACGGCACCTACCACTTCGAAGGTGGCCAGCAC 
TCCGCAGCTGAGATGGCAAACGTTTACGCTGAGCTCGTTGACGCGTACCCAATCGTCTCC 
ATCGAGGACCCACTGCAGGAAGATGACTGGGAGGGTTACACCAACCTCACCGCAACCATC 
GGCGACAAGGTTCAGATCGTTGGCGACGACTTCTTCGTCACCAACCCTGAGCGCCTGAAG 
GAGGGCATCGCTAAGAAGGCTGCCAACTCCATCCTGGTTAAGGTGAACCAGATCGGTACC 
CTCACCGAGACCTTCGACGCTGTCGACATGGCTCACCGCGCAGGCTACACCTCCATGATG 
TCCCACCGTTCCGGTGAGACCGAGGACACCACCATTGCTGACCTCGCAGTTGCACTCAAC 
TGTGGCCAGATCAAGACTGGTGCTCCAGCACGTTCCGACCGTGTCGCAAAGTACAACCAG 
CTTCTCCGCATCGAGCAGCTGCTTGGCGACGCCGGCGTCTACGCAGGTCGCAGCGCATTC 
CCACGCTTTCAGGGC 

>RXA002 35 -downstream 
TAAATAAAAGGGCTTTTCGACGC 

>RXA0024 6-upstreain 

TTGCAAGGATTGTAATTTAAGGCACATCTATGTCGGTGTGAAATTACATGTGCCAGAAGA 
GCAATTTGCCAAGTAATCCAAGCGAGAAGGAGTGAGTTTT 

>RXA002 4 6 

ATGACCACTGCTGCACCCCAAGAATTTACCGCTGCTGTTGTTGAAAAATTCGGTCATGAC 
GTGACCGTGAAGGATATTGACCTTCCAAAGCCAGGGCCACACCAGGCATTGGTGAAGGTA 
CTCACCTCCGGCATCTGCCACACCGACCTCCACGCCTTGGAGGGCGATTGGCCAGTAAAG 
CCGGAACCACCATTCGTACCAGGACACGAAGGTGTAGGTGAAGTTGTTGAGCTCGGACCA 
GGTGAACACGATGTGAAGGTCGGCGATATTGTCGGCAATGCGTGGCTCTGGTCAGCGTGT 
GGCACCTGCGAATACTGCATCACCGGCAGGGAAACTCAGTGCAACGAAGCTGAGTATGGT 
GGCTACACCCAAAATGGATCCTTCGGCCAGTACATGCTGGTGGATACCCGTTACGCCGCT 
CGCATCCCAGACGGCGTGGACTACCTCGAAGCAGCACCAATTCTGTGTGCAGGCGTGACT 
GTCTACAAGGCACTCAAAGTCTCTGAAACCCGCCCGGGCCAATTCATGGTGATCTCCGGT 
GTCGGCGGACTTGGCCACATCGCAGTCCAATACGCAGCGGCGATGGGCATGCGTGTCATT 
GCGGTAGATATTGCCGATGACAAGCTGGAACTTGCCCGTAAGCACGGTGCGGAATTTACC 
GTGAATGCGCGTAATGAAGATTCAGGCGAAGCTGTACAGAAGTACACCAACGGTGGCGCA 
CACGGCGTGCTTGTGACTGCAGTTCACGAGGCAGCATTCGGCCAGGCACTGGATATGGCT 
CGACGTGCAGGAACAATTGTGTTCAACGGTCTGCCACCGGGAGAGTTCCCAGCATCCGTG 
TTCAACATCGTATTCAAGGGCCTGACCATCCGTGGATCCCTCGTGGGAACCCGCCAAGAC 
TTGGCCGAAGCGCTCGATTTCTTTGCACGCGGACTAATCAAGCCAACCGTGAGTGAGTGC 
TCCCTCGATGAGGTCAATGGTGTGCTTGACCGCATGCGAAACGGCAAGATCGATGGTCGT 
GTGGCGATTCGTTTC 

>RXA002 4 6-downstreain 
TAACGGATTGTGTTGAAACTGCT 

>RXA002 51 -upstream 

AACCAGCGTTTTCAGCGAGATACTGGACATATCAACTAAAATCCCTGAATAAAACATCTA 
ACATGGGTTTTATACAGAAAATTCATACGAAAGGTTGATC 

>RXA00251 

ATGAAGAAGAAGATTGCGGTCGTTACCGGAGCGACCGGAGGCATGGGAATTGAGATCGTC 
AAAGACCTCTCCCGCGACCACATTGTCTACGCCTTGGGCCGAAATCCAGAGCATCTGGCA 
GCTCTCGCAGAGATCGAGGGAGTAGAGCCTATCGAGTCCGATATCGTGAAGGAAGTGTTG 
GAAGAGGGAGGCGTCGACAAGCTAAAAAACCTCGACCACGTGGATACGCTGGTGCACGCC 
GCGGCGGTGGCGCGTGACACGACCATCGAAGCCGGCAGTGTGGCCGAATGGCACGCACAC 
CTTGATCTCAACGTCATTGTCCCGGCCGAGTTGAGTCGCCAACTCTTGCCCGCCCTCCGC 
GCGGCATCCGGCTGCGTCATCTACATCAACTCCGGCGCCGGCAACGGACCACACCCCGGC 
AACACCATCTACGCCGCCAGCAAACACGCCCTCCGCGGACTCGCCGACGCCTTCCGCAAA 
GAAGAAGCCAACAACGGCATCCGCGTCAGCACTGTCAGCCCCGGCCCCACCAACACCCCC 
ATGCTGCAAGGCCTCATGGACTCACAAGGCACCAACTTCCGCCCAGAGATCTACATCGAA 
CCAAAAGAAATCGCCAACGCAATCAGATTCGTGATTGACGCTGGCGAAACCACCCAGATC 
ACCAACGTGGACGTACGACCACGTATCGAACTGGCGGACCGGAAAGAT 

>RXAO 0 2 5 1 - down s t r earn 
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TAGTTCTGGGGGGCTTCCTGGGC 
>RXA002 68-upstream 

TACGCCACCCACGGCAAGGCCATGATTCCGCTGTACATCTTCTACTCGATGTTCGGGATT 
CCAGCGCACCGGTGACTCCATTTGGGCAGCAGCCGATCAG 

>RXA002 68 

ATGGCACGTGGCTTCTTTTTGGGCGCTACCGCAGGTCGCACCACCTTGACCGGTGAAGGC 
CTCCAGCACATGGATGGACACTCCCCTGTTTTGGCTTCCACCAACGAGGGTGTCGAGACC 
TACGACCCATCCTTTGCGTACGAGATCGCACACCTGGTTCACCGTGGCATCGACCGCATG 
TACGGCCCAGGCAAGGGTGAAGATGTTATCTACTACATCACCATCTACAACGAGCCAACC 
CCACAGCCAGCTGAGCCAGAAGGACTGGACGTAGAAGGCCTGCACAAGGGCATCTACCTC 
TACTCCCGCGGTGAAGGCACCGGCCATGAGGCAAACATCTTGGCTTCCGGTGTTGGTATG 
CAGTGGGCTCTCAAGGCTGCATCCATCCTTGAGGCTGACTACGGAGTTCGTGCCAACATT 
TACTCCGCTACTTCTTGGGTTAACTTGGCTCGCGATGGCGCTGCTCGTAACAAGGCACAG 
CTGCGCAACCCAGGTGCAGATGCTGGCGAGGCATTCGTAACCACCCAGCTGAAGCAGACC 
TCCGGCCCATACGTTGCAGTGTCTGACTTCTCCACTGATCTGCCAAACCAGATCCGTGAA 
TGGGTCCCAGGCGACTACACCGTTCTCGGTGCAGATGGCTTCGGTTTCTCTGATACCCGC 
CCAGCTGCTCGTCGCTTCTTCAACATCGACGCTGAGTCCATTGTTGTTGCAGTGCTGAAC 
TCCCTGGCACGCGAAGGCAAGATCGACGTCTCCGTTGCTGCTCAGGCTGCTGAGAAGTTC 
AAGTTGGATGATCCTACGAGTGTTTCCGTAGATCCAAACGCTCCTGAGGAA 

>RXA002 68-downstream 
TAAATCACCTCAAGGGACAGATA 

>RXA002 8 8 -upstream 

GGCGTGCTAAAAAAGCACGTCAAATACAGAATCGGCAGATTACATCGCTGAGCAGAGAAA 
ACACGGGCATGAAACGTACCCAAGGGCTAACATCGGGGGC 

>RXA00288 

ATGAGCGCGCAAATGGATACCCCTGATCCCACTATGTCTGCTGTTGCAATGTTAGATTCC 
ATCCCTTCTGATCAACCAGATTTCCTGATCGATGTAGAAGTAGATCGACCAACTCCCGGA 
CCACATGATCTGCTAGTCCACATTGAGGCGGTCTCAATTAACCCTGTTGATACCAAGGTA 
CGCATGCGGGCCGGGAAGCAAAAGCATCCTAAAATTTTAGGTTTTGATGCTGCAGGTGAG 
GTGGTGGCTGTTGGATCGCAGGTCACGCTCTTCAATGTTGGTGACAAAGTGTTCTACGCA 
GGATCCAATCAGCGTCCAGGAAGTAACGCAGAGTACCAGGTGGTGGATGAACGGCTGGTG 
GGTCACGCACCACAAAGCTTGGGGGCACACGACGCCGCTGCTCTCCCACTTGTCGCGCTC 
ACTGCATGGGAGTCACTTTTTGACCGATTGGGAGTAACTCAGTCAACTACTGGAACACTG 
TTGGTCTTGGGCGGTTCAGGAGGTGTGCCTTCAGCTCTTATTCAACTTGCTCGAGCTCTC 
ACTGGTCTGAAAGTAGTGGCAACAGCTTCTCGCCCTGAATCACAAGAATGGGTGACAAAG 
CTCGGTGCTCATGAGGTGATTGATCACTCCAAGGATTTGAGTGAGCAAATCTCCGACGTG 
GATTTTGTTTTCAGCTCGTGGACTACTGGGCGTGAAGTAGAGCTCGCCACGTTGATGAAA 
CCCCAGTCCCACCTAGTGCTCATCGATGATCCAGTGGATCCCAATTTGGGCGCTTTTAAG 
CAAAAAGCGATCGCTTTGCACTGGGAGTTCATGTTTACCCGCGCTATGTTCAACACTCCT 
GATATGGGTGAACAAGGGAAAATTCTGAATAAGATCGCCGACATGGTTGATCGGGGTCAG 
TTTGAGTCCGTGACAGCAACGGTGCTGGATGGGCTCAACGCTGCAAACATCATGGAGGGG 
CACCGGCTCGTTGAGCAGGGTAAAACCTCAGGAAAAATTGTTGTGAGGGTA 

>RXA00288-downstream 
TAAAGAGGACTTGAAAAATGCAC 

>RXA002 90-upstream 

AGCTACAGAT.TTAGCTAGTGTTTTTGTTCCAGAACCCTAAATGAGGTTCTACCCTTAACA 
GAGCTTCCCGCAAAAACACCGATTAACAAGGCTA7iJ\TGAT 

>RXA002 90 

ATGACCATCGACCTGCAGCGTTCCACCCAAAACCTCACCCATGAGGA7VATCTTCGAGGCA 
CACGAGGGCGGAAAGCTCTCCATTAGTTCCACTCGTCCGCTCCGCGACATGCGCGATCTT 
TCCCTTGCTTACACCCCTGGTGTTGCTCAGGTTTGTGAAGCAATCAAGGAAGATCCAGAG 
GTTGCGCGCACCCACACGGGCATTGGAAACACCGTCGCGGTTATTTCCGACGGCACCGCT 
GTTCTTGGCCTTGGCGATATCGGACCTCAGGCCTCCCTTCCCGTCATGGAGGGCAAGGCT 
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CAGCTGTTTAGCTCTTTCGCTGGCCTGAAGGCTATCCCTATCGTTTTGGACGTTCACGAT 
GTTGACGCTTTGGTTGAGACCATCGCAGCCATCGCGCCTTCTTTCGGTGCTATCAACTTG 
GAGGACATCTCCGCTCCTCGTTGCTTCGAGGTGGAGCGCCGCCTCATCGAGCGTCTCGAT 
ATTCCAGTTATGCACGATGACCAGCACGGCACCGCTGTGGTTATCCTCGCTGCGCTGCGC 
AACTCCCTGAAGCTGCTGGATCGCAAGATCGAAGACCTCAAGATTGTTATTTCCGGCGCA 
GGCGCAGCGGGCGTTGCAGCTGTAGATATGCTGACCAACGCTGGAGCAACCGACATCGTG 
GTTCTTGATTCCCGAGGCATCATCCACGACAGCCGTGAGGATCTTTCCCCAGTTAAGGCT 
GCTCTTGCAGAGAAGACCi\ACCCTCGTGGCATCAGCGGTGGCATCAATGAGGCTTTCACC 
GGCGCGGACCTGTTCATTGGCGTGTCCGGCGGCAACATCGGCGAGGACGCTCTCAAACTC 
ATGGCCCCGGAGCCAATCCTGTTCACCCTGGCGAACCCAACCCCAGAGATCGATCCTGAG 
CTGTCTCAGAAGTACGGCGCCATCGTCGCGACCGGGCCGGTCTTGACCTGCCTAACCAGA 
TCA 

>RXA002 93-upstream 

AGAGATTGTTGATTCGGCACCAACTTTACCCACGAGGGTAGAAATGAAGCATTCAGGATG 
ACAAAACCCAACCTCACACCAACAACCTATCCTGGAGCCC 

>RXA002 93 

ATGAAAATCTTTGTTGGTTTTGGCGATTATCCACTCACCACCAAGGCCCTTAAGGAGGCA 
GGCGCAGAAATAGTGGACTCCCTCGAAAAAGCCGAGGGGTTTGTCTTCACTCAAACACCA 
GGCACAGAATTTCCCCTACTTCCCGACGGAGTGAGGTGGGTGCAATTTCCCAATGCGGGG 
CTCAACGCATATTTCACAGCTGGGCAGATTGATGACAAACGCCGGTGGTCAAATGCATCA 
GGGGTGTATGGCCAACAGGTAGCCGAAGCAGCAATGGCTCTTTTGCTGGGACTGATTCAT 
ATGCACCCCACCATGGTGCGTGCCGATAGTTGGGCACCAAGCACTCAAATAGATCAGCAG 
ACCAGATGGCTTGATGGTGCAACAGTTGCCATTGTGGGAGCTGGTGGAATCGGTAAACAT 
CTGGCAGCCATGTTGAAACCTTTTGGCGCAAAGTCTTTAGCAGTAAGCAGGACCGGTACA 
CCCACCCAAGATTTTGATGCAACGGAACCTATATCCAACCTGCACCAAGTACTTGCCGAC 
GCCGACCATGTGGTGTTGTGCGTACCGCTTACCGCAGACACCTATCATCTGATCGGAAAA 
GCAGAGCTTAAAGCAATGCAGTCCACTGCAATTTTGATCAACGTGGCTCGCGGAGAAGTA 
GTAGATACAGAAGCATTAGTTGACGCCTTAGATGCCCAAGAAATATCCGGGGCAGGCTTA 
GATGTCACCGATCCTGAACCATTGCCGGACGATCATCCACTGTGGGGGCGCAGCAATGTG 
ATCATTACCCCGCACGTAGCCAACACGTTGACCTCGATGGATCGCATGCTTGCCCCAGTG 
GTGGCAGAAAACTACCGACGGTTTCTCGCTGGAGAAAAGATGCTGACCGAGGTGGACATC 
CACAAAGGTTAC 

>RXA002 93-downstream 
TAGAGCAGTGGCTTTGAATATAG 

>RXA002 96 

ACCATCAAATTCAACAGACTCGACCCAGAAGTATTTAGCCAGCATTCTCGCGCGAAGCTG 
CGCACGGATATGACAACCCGTGCAGCATATTCTTCTGATGCAGGAATTTTTAGACGCGTC 
CCTGCAGCTGTAGCTGAACCAGAAAATGTGGAACAAATTCGTGATGCCATTGCTGTTGCG 
GTGGCACGAGGGTGGTCTGTTGTTGGGCGCGGTGGAGGAAGCTCGGTTGCTGGAAATGCG 
ATCGGTGAAGGTTTGATCATCGATACGTCACGCTATTTCAACCGCATTTTAGATATTGAT 
CCAGTTGCACAAACTGCAGTTGTGGAACCCGGTGTGGTGTGTGATGCCTTGCGCGATGCA 
GCCGCAGAATTCGGATTAACTTACGGCCCGGATCCTTCCACGCATTCCCGGTGCACGATC 
GGTGGCATGGTTGCCAACAATGCGTGTGGTTCACACTCGGTTGCATTCGGTACAGCTGCG 
GAAAATCTCGTGGATGTCACGCTCATGCTCAGCGATGGCCGAGAAGTCACTGTGACAAAA 
GATGGCTGCGATGATGCTGAGATCAATCAGAAGCTCACCGACTTAGCGTCCAAGAATCAG 
GACCTTATTAGTAAAGAACTGGGTCGTTTCCCTCGCCAAGTGTCGGGCTACGGTTTGCAT 
TATCTTGCCCACGACATGGCCAAAGCAATGGCGGGCACCGAGGGAACCATTGGAATCATT 
ACTCGGTTGACGGTGAAGTTGGTTCCAACACCCAAAGTGAAAGCGCTTGCTGTCCTGGCT 
TTCGACACGGTTTTTGACGCCGCCCGAGCAGCCGCCAAATTGCGACTGCCTGGGGTAGCA 
ACCATTGAAGGCATGGGCGGAGATCTCCTCGCTGCGCTGCGCAGTAAACAGGGACAATCA 
GAAGCTGGGCAGAATCTTCCAGGAAACCGCATCGGCATTGAAGCCGGCGGATGGTTGTAC 
TGCGAGACAGGAAGTGACACCCTGCAGGCCGCGGTACAAGCCGCCGAGGAAGTCGCAACC 
GCCGTTGACACCATTGATTACGTGGTCGTGTCTGAGCCTTCTGAAATGCGGGAATTGTGG 
CGCATCCGTGAATCCTCGGCGGGCATTGTCACGCGCTTAGCTGATGGTGGGGAAGCGTGG 
CCGAATTGGGAAGACTCGGCGGTGCCTCCAGAGAATTTAGCTGATTATCTCCGCGATCTT 
TATGCGCTGATGGATAAGTTCGATTACCAGGGTATTCCATTTGGACACTTTGGAGAAGGC 
TGCGTCCACGTTCGCATCAGTTTTGATTTCTCTACCAAGGAAGGCCTGAAGAAATTCGAG 
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GCGTTCATGAATGAAGCCTCCACCTTGGTGGCGTCTTATGGTGGCAGCCTCTCGGGCGAG 
CATGGAGACGGTCGCGCCCGCTCATCCTTCCTTGACCGCATGTATTCAGCAGAAATGCGT 
GCACTCTTCGAAGAATTCAAGCTGATTTTCGATCCCCAGCGCATCTTCAATCCGGGAGTG 
TTGGTCTGGGCAGATCCTGTCATGCAAGGACTTCGCATGGACCCGGGCCAGCGCGCCCTC 
GACATCACGCCCGTACACAAATTCTCTAAAGACAAAGGTTCCATGATCAACGCGGTGAAT 
CGCTGCGTGGGTGTATCCGCATGCCGCTCAGAATCCGACGCGATGTGCCCGTCCTTCCAA 
ATCACCGGCGACG/y^GTACATTCCACCAGAGGCCGCGCCCGCTTGCTCTCTGAGATGTTC 
CGCGGTGAATCCATCGCCGACGGCTACCGCAGCGAAGAAGTCAATGAAGCCCTTGACCTG 
TGCCTTTCCTGCAAAGCATGCGCATCGGAATGTCCAGTCAACGTCGACATGTCCACCTAC 
AAAGCCGAATTCCTGGACAAACACTACGCCGGCCGACTTCGCCCCATGGCCCATTACGTC 
ATGGGCTGGCTGCCGCTTCTGGGACACGTTGCCCATAAAATACCGCTTCTTCCTACGCTT 
ATCGACGCCACCATGCAGTCAGCACTCACCGCCCCAGTGGTGCGCAAGGTCGGCGGGCTC 
GCTGATCGCCCGTTGATTTCCTTCGCCCACCGCTCGCTGCGCAAGTACAAGCCGAAGAAA 
AACTCAGGTGAAACGGTGGTGCTGTGGCCCGATTCCTTCAACACCAACCTCGACACCGGA 
CCAGCTCACGCAGCGATCAAAACTCTTGAAGCCCTCGGTTACAACGTGGTCATCCCAGAT 
GGCTTCGTCTGCTGTGGACTCACCTGGCATTCCACCGGCCAATTGAGCATGACAAAGAAA 
GTCCTAGAACAAACGGCGAAAGTGATGAAACCCTACCTGGACCAAGGTCTAACAGTCGTT 
GGTTTGGAACCTTCGTGCACCGTCATGCTTCAAGATGAGGCAACAGAACTCTCCGATAAC 
CCTGATCTGGCACGCCTTGCAGCACTGACCAAACCATTCGCTGAGGTCATCGCACCAAAG 
ATCACCGAGCTAGTCGAGTCTGGAAGCCTCCAGCTAACAGAATCAACTGCGCTTACCCAG 
GTGCACTGCCACGAGCGTTCGCTAGGCGACCCACAACAATCGGCACTCGTTCTTGAAGCT 
TTGGGTGTAAAAGATGAACAAATTGCCACTGGTTGTTGCGGGCTTGCCGGAAACTGGGGC 
TTTGAAAAAGACCACGCTGAAATGTCCTTCGCACTTGGTGAACGAGAGCTGTTCCCCAAG 
GTCAGAAAAGCAGAAGGACATGTGATTGCTGACGGTTTCTCCTGCCGCACCCAGATCGAA 
CAAGGCACCGGAAAACAAGCAACGCACCTTGCAGAGGTGGTCTTAAGCATCTTGGAGCAA 
AACAACATGGCACAA 

>RXA002 96-downstream 
TAACGATCATGCAACAGGTGCTC 

>RXA0030 9-upstream 

AGCGCATGATCGATGCCTGCGAGTCCGCAGGGGTCCAACTTGGCGTGCTCTTCCAGCGCC 
GCTTCTGGCCCGCGGCTCAAAAAATGAAAAAGGAGCCGTC 

>RXA003 0 9 

ATGGGCCAATGCACGGTAGCGCTTTACCGAGAGCATTCCTATTACACAGCAACCCCATGG 
CGAGGAACCTGGGCAGCCGATGGCGGTGGAGTGCTCATGACTCAAGCCATCCACTACATC 
GATCTTTTGTACTGGCTGTTGGGCGAACCCGTGGAAGTTTTCGGCTACACCAACTCCTTC 
AAACACGGCGACAACATCGAAGTCGAAGACAGCGCCGTTGCCACTGTGCGTTTTGAATCG 
GGCGCGTTGGCCACAATTTCAGCCACCACCGCCGCAGAGCCAGCACTCGGCGCACAAGTG 
CAGGTGATGGGA 

>RXA00310-upstream 

TTGCGGGATTCATCATCGGCGCAATCGCACTGTCTGCCGCAGTTATTTTGACCACCAAGG 
AAACCGCCTTCACCAAGCTTGAAGATCTAGGGAAGAAATA 

>RXA00310 

ATGTCTGACAAGATCTGGAAAGTCGGCATCATCGGTTGCGGTGCAATCAGCCGAAACCAT 
ATCGAAGCAGTTCAGGCAATCCCCGGCGCAGAAGTCAGCGCAGTCTGTGATGTGGATGGT 
GCGAAAGCATCGGAAACCGCAGCGAAATATGGAATTTCTCCCAGTTTCACGTCTGTCGAT 
GAGATCCTCGCCTCCGGGGTGGACATTGTCGCAGTCTGCACCCCACATCCAACCCACGAA 
ACAGTGGTCCTCGCCGCTGCTGCCGCCGGAGTGCACGTGCTTTGTGAGAAGCCAATCGCC 
ATCGAACTCGATTCCGCACAGCGCATGATCGATGCCTGCGAGTCCGCAGGGGTCCAACTT 
GGCGTGCTCTTCCAGCGCCGCTTCTGGCCCGCGGCTCAAAAAATGAAAAAGGAGCCGTCA 
TGGGCCAATGCACGG 

>RXA00310-downstream 
TAGCGCTTTACCGAGAGCATTCC 

>RXA00317-upstream 

CAACGGTTACATCACTCACGCATTACCTCCCCTGGTTGGTACCGCATGTTCGTTTCCCAA 
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GTCAAGCCAAGCCTTGAAAAATTCTGGCAAGGTTAATGGT 
>RXA00317 

GTGACTACGCCTTCTAAGAAAACTCTGCTCTTTGATCTCGACGGAACCCTCGTCGATTCT 
TTCCCCGGTATCCGCACTTCATTCCTTCACACCCTGCACGAAAAGAACTGGGAAATCCCC 
TCTGAGGAACGCATCTCGCAAGTTCCAGGACCTCCCATGGAATGGACGTTCCAGGATTTG 
GGCATGACTCCAGAGCAGGCACAAGACGCTCTGCAGACCTACCTTGAGCATTACGGCCAG 
GTGGGTTGGGATCTTTCCGAAGCATTCCCCGGCATGCGAGATTTGCTGATCCCCTTGATA 
TACG7VAGGTTTTCGTCTGTGCACCGCCACCTTTCAAGGG 

>RXAO 0327 -upstream 

AACGATTTTCGCCGTCGCAACCGTGATCACCGGTCGCTTTCCGGCATCGTGTCGTCGCGG 
CTAGGGGGCCAGGCGCGGGATGATTGGGTTTGTCACGCCG 

>RXA00327 

ATGATTCAGGCGGCGTTGTGGATCGTGCTCTTTTTATTCGCTGATCGCCTGTCCAATCCG 
CTGGTTTTTGTCAGCGCCATCATGTTCGCGATTTCCTTTAGCTCCCCCGTGGCGAACTTC 
GGTTTCGATACGATCTGCGAAAAACTCGACCGCCGCGTCATGGTCGCCGGCACCGGCATG 
GCCAACATGAGCGCCTACATTTGCGCGATGCTGGCCACACAAATCATCGGATTTTTACTC 
GACTGGAACGCCGACGGCCACGCCTACACCTGGTCGAATTTCCAGGTGGCGTGGCTTGGT 
CTGGGCGCGGTGTGGCTGGCAGGCATGATCGGGCTTGCAGTCTGCCTCCTGCTGCAGCGT 
CGAAAAAATATTGCTTTTCGACGC 

>RXAO 032 7 -downstream 
TAAAACCCGACCGTAACCGCTAG 

>RXA0O 32 8 -upstream 

GTCACGGGATTTGTTGTAGCCCGACTCAAGGGTGGACCGGGCCGCAGATTACTCGCCCAG 
ATTAGGTCTACCAAGGACTTTTAAAGATCGGGTAAAACCT 

>RXA00328 

GTGGGCGTTGAAAGGGGCAAGGTCTCTGCCAAGGCACTAGTTGTCTGGTTGACGGCAATG 
TGCGTGTACATCGTGGCCATTGCTGGTCGAACATCATTTGGTGTCGCCGGAGTGCATGCG 
ATCGATCGCTTTGATATCGACGCCTCCCGGTTGGCCGTGTTCACTTCTGTTCAGGTTGGA 
GTCTATGTTCTCGCGCAGATTCCCATGGGCATGCTGGTGGACAGGTTCGACGCCCGGAAA 
CTCTTGCTGGCTGGCGCTTTAATTTTGGCAGCTGGCCAGCTCATTTTGGGTTTCACTGAT 
TCTTATATGATCGCCATTTTTGCCCGAGTGCTCATCAGTGTTGGCGATTCTTCTGCATTT 
TTGTCCGTGATGCGACTGTTGCCCAACTGGTTCCCGATGTCTTGGACACCTGTGTTGCAG 
CAGCTCACGGGCGCTTTTGGCTTTGTGGGGCAGTTTTCTCCGCGGTGCCGTTTTTGCACA 
TACTCAACACCT 

>RXAO 0 32 8 -downstream 
TAGGGTGGACAATTCCTTTCGCA 

>RXA0032 9-upstream 

TGTGAAGAACAATGATCAACGGCCTTCGCCAAGACCGCATCCCAGAGAGAAAGTAACTAC 
CCGCGCCCTCATAGTTTGGGCAGCAGCCTGTCTTGTGTAT 

>RXA0032 9 

ATGGCAGCCATTACCAGCCGCACCAGCTTTGGTGTGGCTGGAGTGGAGGCCATTGATCGT 
TTTCAGGTAGACGCCACACGCATTGCAGTATTCACTTCTGTTCAGGTTGGTGTGTACGCG 
TTTGCTCAGATTCCGATGGGCATTTTGATCGATAAGTTTGGTCCTCGGAAGCTCCTTGCC 
ATTGGTGCTTTGGTGATGGGTATCGGCCAGCTCATTTTGGGCTTTACGGATAGCTATTCC 
ATCGCGATTATTGCCCGCGTGTTTATCGGCGCCGGCGATGCATCGATCTTCCTTTCGGTT 
ATGCGCATCCTGCCGTTTTGGTTCCCACTGAAGCACACCCCTATTTTCACGCAGTTAACT 
ACCTGCCTTGGCCAGTTGGGCCAGTTCTTTTCTGCGGTGCCTTTCATGGCGTTGTTGGGT 
GCGCAGGGTTGGCCTGTGGCGTTTGTCAGCCTTGGTTCCGTGGTGGCACTCATTGCGATC 
GCAGCGCTGGTGGCCGTTCGGGATACTCCAGATCCTCAGCCAAAACCTGTCGAATCAGCT 
CAGGAAGCAGATAAACCAAGCCTGCGCGCGAGTTTGAAGTTGATTGTCCGCAATCCGATT 
ACGTGGCAGGGTTTCTTCATTCACTACGTATTGATGGTGTGGCAGACCGTGTTCTCCATG 
ATGTGGGGCGTCCCGCTGATGACTTTGGGCATGGGACTGTCTGCAACGACGGCTGGTTTG 
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GTGTTGAGCATCAACACGCTGTGCATGGTGGTATCGGCGCCAATCATCGGAATAATTTCC 
GCACGCCTTGGGTATCGCCGTGACGTGGTCGCCATTGCGCTGTCGTTTGTTCAATCCGCA 
GTATGGCTGGTGTTCTTGGCCTCCGATGCACCTCGTGGTTTGATGGCTATCATCTTGGTC 
AACATCGTCATGGGTCTGACTACTGCGGCTTCTGGTTATGGCTTTGACACCATTCGTGAG 
CGCCTAGATCGCAAGATTTTGGCTGCGGGCACGGGACTGGCAAACATGGGTGGATTCTTG 
TCATCGATGGTTGCAGCGCAGGTTATGGGGTTCCTTCTTGATCACAGCGCGCATGGTAGC 
ACCTATACTTGGGTGGACTTCCGTTTTGGTTTCCTTGCGATTCTTGTCACATGGGCCGTC 
GGAGTCACGGGATTTGTTGTAGCCCGACTCAAGGGTGGACCGGGCCGCAGATTACTCGCC 
CAGATTAGGTCTACCAAGGACTTT 

>RXA0032 9-ciownstream 
TAAAGATCGGGTAAAACCTGTGG 

>RXA0034 0-upstream 

CGGTATCTCCGACATCCGCAACACCCCCAAAGATGAGGTTCCACAGTGCCCAGAATGTGG 
CTCTTACCTCATCACTGACATCTCTTAGAAAGACCACCCA 

>RXA0034 0 

GTGATU^TTAGTCATCGAGGCCGACGGCGGCTCCCGCGGAAACCCCGGCGTCGCCGGCTCC 
GGCACCGTGGTGTACTCCGACAACAAAGCAGAAGTTCTCAAAGAAATCGCCTATGTTGTC 
GGAACAAAAGCCACCAACAACGTCGCCGAATACCGCGGACTACTCGAAGGCCTCAAAGCA 
GCCCGCGAGCTCGGCGCTACCTCCGTGGATGTCTACATGGACTCCAAACTTGTCGTTGAA 
CAAATGTCCGGCCGGTGGAAAATCAAACACCCCGACATGAAAGTTCTAGCGATCGAAGCC 
AAGGAGATTGCTTCCGAAATCGGGTCCGTTTCTTATACGTGGATTCCGCGTGAGAAAAAC 
AAACGAGCTGACGCATTGTCCAACGTGGCGATGGATGCTGCAGCGGCAGGTAAGCCGGTA 
GGTGTTGTAGGGGATTCTGCTTCTGTATCTTCTGCTTCTTCGGTTGCGGGCTCAGAGAAA 
GAAGACCTCAACTGCACCGAAACCAAACCCACCAACTGGAACGGCGCAACCACAGATCCC 
ACTCGTTTCTTGTTGCTTCGCCACGGCCAAACTGCTATGTCAGTGGCACGCCTTTACTCC 
GGTAGGTCCAACCCAGAGCTGTCTGAACTTGGTGAAAAACAAGCAGCAGCGGCAGCACGA 
CGACTCGCTCAAACCGGTGGCATCGACGCTATTGTGAGTTCTCCGCTCACCCGCACGATG 
CAAACCGCAGAAGCAGCAGCGGCCGCACTGGGAATGAAAGTACGTGTTATCGATGATCTC 
ATCGAAACTGACTTTGGACTGTGGGATGGAAAATCATTTTCAGAAGCCCACGAACAAGAT 
CCAGAACTGCACACCAAGTGGCTCACTGACTCATCTGTAGCCCCACCCGGTGGTGAGTCC 
CTGCAGACGGTTAATCGACGTGTGAAAAAGGCTCGTGAAAGCCTCCAACGCGAATACGGT 
GCAGCGAATGTTTTGGTGGTCAGCCACGTCACCCCAATCAAAGCCATCATGAGGCAAGCA 
TTGGACGCAGGCCCATCCTTCTTTCAGAAGGCACACCTTGACTTGGCGTCGCTGTCGATC 
GCAGAGTTTTACGAAGACGGCCCAACCTGCGTAAGACTGTTCAACGACACCTCACACCTG 
GAAGCG 

>RXA0034 0-downstream 
TGACGACAGTCTGACGGAAGCTC 

>RXA0037 9-upstream 

CGTGCTGGATAAACAGCACCGCCCCGCAGCAGTGTTCTTGCGCGAAGTCACCTCCAAAGA 
TGTGTTGGATGTTGCGTTGCCATTGGTAGATGAGGCCTAA 

>RXA0037 9 

ATGTCTGAGATTGTGGTAGCCCAAAGCATCGGCCAGCAGTTTGCTGACGTCGCAGCTTCC 
GGGCCACTGTTCCTTGGCATCCTTGCCGCAGCGCTCGCAGGTCTGGTGTCTTTTGCCAGC 
CCGTGTGTTGTGCCGTTGGTGCCAGGATATATTTCCTACCTCGCCGGCGTGGTCGGTGGG 
GAAGTGGAATACAGCGCTCATGCCACC 

>RXA00381-upstream 

AAACCTGGTTTGTGTCTTCCGCTCTCACGGACGATGATTTCTCCAAGATCGAGCAGGCAC 
TCAAGCCCGCCGCACGTGCAGCAGCAGAAGCGAAGGCATC 

>RXA00381 

ATGACGCAAACCATTGTCCATCTAGTTCGCCACGGCGAAGTCCACAACCCAGAGAAAATC 
CTGTACGGACGCATGCCCGGATACAGGTTGTCTTCCCGTGGACGCAGCC/^GCCGCCCGC 
ACTGCAGCTTCTTTTGAAGGCCACGATGTCACCTACATTGCGGCCTCCCCATTGCAGCGT 
GTGCAGGAAACCTCCGAACCGTTCATCAAGGTCACAGGCCTAGAACTGATCACCGACGAG 
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GATCTTCTGGAAGCAGGCAACCGTTTCGAAGGCCTGCGCACCAAAGGTTGGCGTTCCCAG 
TTGTGGAACCCCGTGCGTTGGCCTTTGATGTACAACCCCACGCTTCCCAGCTGGGGCGAA 
CACTACACCGACATTTTGGAAAGAATGATGGCGGCTGTGGAACGAGCTCGGGTGGCAGCG 
GAAGGACACGAAGCAATCCTGGTGACCCACCAGTTGCCGATCGTGTGCGTGCAACGCCAC 
GCCCGCGGACAAAGCCTGTCCCATAACCCAGCGACCAGGCAATGCGACCTCGCCTCAGTG 
ACATCCTTGGTGTTCCAAGACGATCAAATTGTCGGCGTGCATTACAACGAACCAGCTCAG 
GAG ATT 

>RXAO 038 1-downst ream 
TGATCACTCGTGCGTTTGACCAA 

>RXA00385 

CTTGGCGGAGTGTTCGCTCTCGGTTGGACCCCTTGTTTGGGCCCCACCCTGGCTGCGATC 
ATCTCCATTTCTGCAGGTACTGAAGGCATGACCGCTGCGCGTGGCGTGATCTTAATTGTG 
GGTTACTGCCTCGGACTGGGGCTGCCGTTCCTGCTGATCGCGTTGGGCTCCAGCAAGGCA 
CTCACCGGAGTCGAGTGGTTGCGCAAGCATTCCCGCACCCTGCAAATTATCGGCGGTGTG 
TTTTTGATCTTGGTCGGAGTAGCGTTGCTCTCTGGCTCATGGGCAATTTTTATCAACTGG 
GTCCGTCAGTGGACCGTTGAATACGGCGCAACACTGCTC 

>RXA0038 5-downstream 

T AG AAAAAG AC T T T TAG T AGG AA 

>RXA0038 6-upstream 

GAAGAGTACTTCGACCACGACGACTAACACCGCAATTTAAAGGCTTTTCAAGCCTGCCCC 
ACATCGAAGCAGTTTTCACAAAGAATAAGGTTGGAAAATT 

>RXA0038 6 

ATGTTGCCCGTCAACCAAACGTATGCGCAGTTCTCAGACACTGCCTTCGTATCGGCATAC 
ATCATCTACGTTCTGGCACTCATCCTCTCCCTCGTCTACTACGTAAAACAACAAGGCATT 
ATCGACGCCCGCCGCGAGCAAACCCGCGTCAGCGAACTCGTTGGTGCAGGCGGCAGCGCT 
GATGTTGATACTGACCTGCCTGATGACATCGCCGACGGTGTCCTCGCCGACGAAGACCTT 
GCAAAACGCGAAGAAACCGCACGCAAACTAGCCAACATGACCCAATCTCTCATGTGGCTC 
GGCGTCATGGTGCACCTCGTATCCGTCGTGATGCGCGCGCTGTCTGCCAGCCGATTCCCC 
TTCGGCAACCTGTATGAATACATCCTCATGGTCACCCTCTTCGCCATGATCGGAGCCGTA 
CTCATCCTGCAGCGCCCACAATTCCGCGTGGTATGGCCATGGATCCTCACCCCAATGGCT 
GGCACTTGGTTTTCTACGGTGGCACCCAGC 

>RXA0038 8 

ACCCTGGATAACCTGGCATACAAGACCGCGATCTGGACTGTCCCAATCTTCGGCCTGGGC 
ATCATCTTGGGTGCCATCTGGGCAGAAGCAGCCTGGGGTCGTTTCTGGGGATGGGATCCT 
AAGGAAACAGTCTCCTTCATCACCTGGGTTCTCTACGCTGGTTACCTCCACGCACGTGCA 
ACTGCTGGTTGGCGCAACACCAACGCTGCATGGATCAACATCCTGGCGCTGGTCACGATG 
ATTTTTAATCTGTTCTTCATCAACATGGTCGTATCTGGTCTGCACTCTTACGCCGGACTG 
AAC 

>RXA0038 8-downstream 
TAAGCACTTTTGGTTGGCGGGGT 

>RXA00406 

GACCCAGTTGAGGTTGCTGCGGACACTCAGGAAATGATCATCACCCGCATCATCGACAAT 
GCATCGGTGCAGGCAGCTTCCGTGTTGCGTCGACCAGTTAGCTCTGCCCGTGCGATGGCA 
CAGGTCAGGCCAGTTACCGATGGTCGGGGTGCATCTGTTTTCGGTCTGCCAGGACGTTAT 
GCCGCGGAATGGGCTGCGCTTGCTAACGGCACTGCGGTGCGTGAGCTTGATTTCCATGAC 
ACGTTCCTCGCTGCGGAATACTCCCACCCAGGAGATAACATTCCTCCGATTTTGGCTGCA 
GCACAGCAGGCTGGAAAAGGTGGCAAGGATCTGATCCGTGGCATCGCTACTGGGTATGAG 
ATTCAGGTTAACTTGGTGCGTGGAATGTGCCTGCATGAGCACAAGATTGATCACGTTGCT 
CATCTTGGACCATCAGCGGCTGCTGGTATCGGAACCTTGCTAGACCTAGATGTGGACACC 
ATCTACCAGGCAATTGGTCAGGCATTGCACACCACCACGGCGACGAGGCAGTCCCGTAAA 
GGTGCGATTTCTTCATGGAAGGCATTTGCTCCTGCGTTTGCGGGCAAGATGTCCATCGAG 
GCAGTAGATCGCGCAATGCGTGGCGAGGGCGCACCGTCACCAATCTGGGAAGGCGAAGAC 
GGCGTAATCGCGTGGCTGCTGTCCGGTCTTGATCACATCTACACCATTCCTTTGCCTGCA 
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>RXA00427-upstream 
TGCTGATGATCCGGAGCG( 

GCGCAGTGAGTTGATTGATCCAGCCAACCCGGAGGATGAT 



^^^J^^!^e!^5??^??^°^^^'^CATTTCCGCTGCGTCGGGGCTTGGAGTGGCGTCGGAT 



>RXA00427 

GATGGTTCTGATGAGTTCAAGCCGATTCTGGGTGGGCGGATGC^.^.^^^^TATC-rrrAT 

aatgatttcaagaggtttttcacctaccgcaaccgtggctacc?gatSScc^^ 

ATGCGCAAGCTTCTCCCTCAGGAATATGCGCGCTTTGCGTGSTCT?CCTS?TSrAA^ 



5CGTATTTGCACCCG 



>RXA004 27-downstreain 
TAGATCAGTTTTAGTAGTTCCTC 

>RXA004 83-upstream 
>RXA004 8 3 



^GTCTTCAGCGCTTTGACTGG 

:gcgactgagttagatacgtta 
:atgggaggtaagaatgttgat 

ATAAAACAGATTGTCTACCTTTCCGGCTt""'^"-^^^"'''^'''' 



GCCGGTTTCCAAGTTCGGGCCACCTCGAGGAAAAAAACAAGTCTTCAGCGCTI 

^GCGGATCTGACTGACC 



[■TACACCCGCGTAATCGAAAAATAGAAGAACTA 



T 



rnTr^™J!^^?25S!2E?*^^TTATTGGTTCCGGCTCTGCATCATTTGAAATAATC 

'AGAATGATAGCGCCTCAGTGGATT^ 

TTGCATTACCTAATCTCGGCGGCTG 



£?^?:S^£^^^^CCTGCGATATTGGGTGTGGAAAGTCGTATGAATTTGCGGATCTATTG 



CTCGGCGGCTGATTTAAAGGAT 



2GGGCAAAGC^ 
rCTGGCCGATC 
5GCGATTGCGG 
\TCCCCGTCAI 



XGA*] 
:'TGCG 



*jaS!S!S?S!S25?^^^<=<====<=««CGGGATcSScATTTG™^ 



TGCGGGGTATCGCTGAC 



GGCGGATGTACTTATACCCAGCGCGCAATATTTGAGCCGAAGGGTTTGCr 
TATTGGTGGGTTGTTTCACCGTTCCATGCGATTATTTT?rc? 



CGGTTATCTC 

TTAAAAGCTGCGCGTAAACTCACT ^ ^ ^ ^ ^ TATATGCGTTCGAATATT 

>RXAO 0 4 8 3 -do wn s t r earn 
TAATCGCAGAGTAGGCGTCTAAA 

>RXA00511 
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GATCATGGCACCACTGGCGATGGAACTTTGACTGGTCTTTCCATCATGGCGCGCATGGCT 
GAAACCGGAAAGTCCTTGGGCGAGTTGGCACAAGCTATGACGGTGCTGCCACAGGTTCTG 
ATCAATGTGCCAGTTTCGGATAAGTCCACCATCGTGAGCCACCCAAGCGTTGTGGCTGCG 
ATCGCGGAAGCAGAAGCTGAGTTGGGCGCCACCGGTCGCGTTCTTCTTCGTGCTTCTGGC 
ACCGAAGAGCTTTTCCGCGTGATGGTTGAGGCTGGAGACAAGGAACAAGCTCGTCGTATC 
GCGGGACGTCTTGCTGCAGTGGTTGCAGAAGTC 

>RXA00511-downstreain 
TAATTCACTTCAGTCACAGCGCA 

>RXA005 12 -upstream 

TACAACGAGTACAACGCTTTCGACCAGCAAGTATTCACCTATTCCGCTGACAGCTACAAG 
CCCATCTTCTAACCCGCCTATATATAAGGAGTGAATCACC 

>RXA00512 

ATGTCCAGCGCCACAACCACTGATGTTCGCAAAGGGCTCTACGGAGTCATCGCCGATTAC 
ACGGCCGTTTCCAAAGTCATGCCAGAGACCAATTCACTGACCTACCGTGGCTACGCGGTG 
GAAGATTTGGTGGAAAACTGCAGCTTCGAGGAGGTGTTTTACCTCCTGTGGCACGGCGAG 
CTGCCCACTGCGCAACAACTTGCGGAGTTCAATGAGCGTGGCCGTTCCTACCGCTCCCTG 
GATGCCGGTTTGATCTCCCTGATCCACTCTTTGCCCAAAGAAGCCCACCCGATGGATGTT 
ATGCGCACCGCGGTGTCCTACATGGGCACCAAGGATTCCGAGTATTTCACCACCGATTCT 
GAGCACATCCGCAAAGTTGGCCACACCTTGTTGGCGCAGCTTCCGATGGTGCTAGCCATG 
GATATTCGTCGCCGCAAGGGCCTCGATATCATCGCCCCTGACTCCAGCAAGTCAGTCGCC 
GAAAACCTGCTGTCTATGGTGTTTGGTACTGGCCCGGAATCACCTGCATCCAACCCAGCT 
GACGTCCGCGATTTTGAGAAATCACTGATCCTCTACGCCGAGCACTCCTTCAACGCCTCC 
ACCTTCACCGCCCGCGTG 

>RXA00514 

CACGAGCGTTCCTATGCTCCTGAGCGAGCCCTCCGCCGAGAGACCATCGAGCTGTGGAAC 
AAGATTTCCACGGTGGAGGATCCTGAATGGACCAGGCGTTACCACTCCGTTGATCCTGCA 
GAAAAGGCCTTCGGCGCACGCGCAGTGATCACCTTCAAGGATGGAACCGTCGTGGAAGAT 
GAACTGGCTGTGGCGAATGCGCATCCTCTGGGAGCACGGCCTTTCGCTAGGGAGCAGTAC 
ATTCAGAAATTCCGCACCTTGGCTGAAGGTGTTGTGTCCGAAAAGGAACAGGATCGCTTC 
TTGGATGCGGCACAGCGTACGCACGAGCTTGAGGATCTTTCAGAACTCAACATTGAATTG 
GATGCCGATATTTTGGCCAAGGCTCCTGTGATTCCGGAAGGACTGTTC 

>RXAO 05 1 4 -downs t ream 
TGATGGCGGGTTTGTTTTCCTCT 

>RXA00517-upstream 

GGTCTTAGAACCAGCGTGCACTGATGGCGATTAAAGGGGGTTGCGCCTATACCTATTGCT 
GGTATACATTTCGGTATACCTAAACCGT^ATTGAGGGATTC 

>RXA00517 

ATGCCAGAAGTCACTGTCAACGCCCAACAACTCACTGTTCTCTGCACAGACATCCTCACC 
AAAACTGGAGTACCTGCAGCAGACGCCCATCTTGTCGGTGATAGTTTGGTGCAGGCTGAT 
CTTTGGGGTCACCCCTCCCACGGTGTGCTTCGACTGCCTTGGTATGTGCGCAGACTCCAC 
AGTGGCGCGATGACTACACATGCACACGTGGAGGTTCTCAATGATTTGGGTGCCGTGTTG 
GCGTTGGATGGACACT^TGGAATCGGCCAAGTTTTAGCTGATCATGCTCGTAAAGAAGCA 
GTGACTAGGGCAATGATGTTCGGCATCGGTGCGGTGTCGGTGCGCAACTCCAATCATTTT 
GGAACTGCCATGTACTACACCCGGAAAGCGGCAGCGCAAGGATGTGTTTCCATTCTCACC 
ACCAATGCATCTCCGGCGATGGCGCCCTGGGGTGGCAGAGAAAAACGGATCGGTACCAAC 
CCATGGTCTATTGCGGCACCTTTTGGAGAAACGGCTACGGTAGTCGATATAGCCAATACT 
GCGGTTGCGCGCGGAAAGATCTACCACGCACGACAGACAAACATGCCCATTCCTGAGACT 
TGGGCGATCACGAGTGAGGGCGCACCCACCACGGATCCTGCTGAGGCAATCAACGGTGTC 
GTCCTTCCCATGGCTGGTCACAAAGGTTATGCGATTAGCTTCATGATGGATGTGCTTTCT 
GGAGTTCTCACTGGTTCCCAGCACAGCACCAAGGTACATGGTCCGTATGATCCCACTCCC 
CCAGGTGGAGCTGGCCACTTGTTCATCGCGTTGGATGTTGCAGCGTTTCGCGATCCACAA 
GATTTCGATGACGCACTCAGCGATCTGGTTGGGGAAGTTAAATCCACTCCGAAAGCACAA 
AACACCGAGGAGATTTTCTACCCCGGTGAATCGGAAGACCGTGCGCATCGGAAAAACTCT 
GCGCACGGTATTTCATTGCCTGAAAAAACGTGGATGGAACTGCAAGAACTGGCAATCGAG 
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AACCATGTTGTAACTCACCGT 

>RXA005 17 -downstream 
TGATCTGCGCGTTAAACCTGGCC 

>RXA00518 

GTCCTTCCGGTATTAGCTGCCCGCCACGACGGCGAAAAGTGGGTTGCCATGTATGAAAAC 
ATGCGCGACGCCATGGACGCCCGCACCGGCATCAAGCCGAATCTCGATTTCCCTGCTGGC 
CCTGCCTACCACCTGCTCGGTTTCCCGGTCGATTTCTTCACCCCGCTGTTCGTCATCGCC 
CGCGTCGCCGGCTGGACGGCCCACATCGTGGAGCAGTACGAAAACAACTCGCTCATCCGC 
CCACTGTCCGAGTACT^CGGCGAGGAGCAGCGCGAGGTCGCGCCCATTGAAAAGCGC 

>RXA00518 -downstream 
TAAAAGATTTTCGCTTTTCGACG 

>RXA00521 

CTCGACGCTGCTGATGAAGTTCAGATCAAGCACATCGCAGCTGACGGCACCGAGACCATC 
CTCAAGGACAGCCTCAAGCTTCTTGAAGGCGAAGTTCTAGACGGAACCGTTCTGTCCGCA 
AAGGCACTGGACGCATTCCTTCTCGAGCAGGTCGCTCGCGCAAAGGCAGAAGGTATCCTC 
TTCTCCGCACACCTGAAGGCCACCATGATGAAGGTCTCCGACCCAATCATCTTCGGCCAC 
GTTGTGCGCGCTTACTTCGCAGACGTTTTCGCACAGTACGGTGAGCAGCTGCTCGCAGCT 
GGCCTCAACGGCGAAAACGGCCTCGCTGCAATCCTCTCCGGCTTGGAGTCCCTGGACAAC 
GGCGAAGAAATCAAGGCTGCATTCGAGAAGGGCTTGGAAGACGGCCCAGACCTGGCCATG 
GTTAACTCCGCTCGCGGCATCACCAACCTGCATGTCCCTTCCGATGTCATCGTGGACGCT 
TCCATGCCAGCAATGATTCGTACCTCCGGCCACATGTGGAACAAAGACGACCAGGAGCAG 
GACACCCTGGCAATCATCCCAGACTCCTCCTACGCTGGCGTCTACCAGACCGTTATCGAA 
GACTGCCGCAAGAACGGCGCATTCGATCCAACCACCATGGGTACCGTCCCTAACGTTGGT 
CTGATGGCTCAGAAGGCTGAAGAGTACGGCTCCCATGACAAGACCTTCCGCATCGAAGCA 
GACGGTGTGGTTCAGGTTGTTTCCTCCAACGGCGACGTTCTCATCGAGCACGACGTTGAG 
GCAAATGACATCTGGCGTGCATGCCAGGTCAAGGATGCCCCAATCCAGGATTGGGTAAAG 
CTTGCTGTCACCCGCTCCCGTCTCTCCGGAATGCCTGCAGTGTTCTGGTTGGATCCAGAG 
CGCGCACACGACCGCAACCTGGCTTCCCTCGTTGAGAAGTACCTGGCTGACCACGACACC 
GAGGGCCTGGACATCCAGATCCTCTACCCTGTTGAGGCAACCCAGCTCTCCATCGACCGC 
ATCCGCCGTGGCGAGGACACCATCTCTGTCACCGGTAAC 

>RXA00 60 6-upstream 

ATGGATAACCAGACTGGCACGCGCGATATTCGTCGCCTCGGTTTCCTGGTCAAGAAAAAT 
GCCGTTCACGTTTGTGTCTGTATTAATAGGTGCGTTGTCG 

>RXA0060 6 

ATGGCATCGGTTCCGCCGTTGCTCGGCTTCGTGTCCAAAGAAGGCATGATCACAGCGTTC 
ATGGACGCCCCCATCGGCAACTCCTATGTTGTATTACTGCTGGTCGGCGCAGCAATCGGC 
GCGGTCCTAACCTTCACATACTCCGCGAAACTCGTGCTCGGCGCATTCGTCGACGGCCCA 
CGCGACATGTCACACGTCAAGGAAGCCCCCGTCTCCCTCTGGCTTCCGGCCGCCCTGCCT 
GGACTTATGTCTCTGCCACTAGTCCTAGTACTTTCGCTTTTCGACGCCCCCGTCTCCGCC 
GCAGCCACCTCCGCCGCGGGGGAAGCGGCGCACATGCACCTGGCATTGTGGCACGGCATC 
AACACCCCACTGTTGATTTCCTTGGGTGTGCTGGTGGCCGGAATCCTTGGTGTGCTGTTC 
CGCAAAGAGCTGTGGAAAATCGCCGAGACCAGCCCTTTCCCCATCGCCACAGGCAACGAC 
ATCCTATCGATGCTGGTTTACCGAGCCAACTTGCTGGGTAAATTCTTCGGTCGCATGGCT 
GATTCGATGAGCCCACGCAGGCACTTGGTCAGCCTCATCGTGCTGCTCTGGGCGCTGGCT 
GCTTTTGCCACCATTCACCCCTCGGTTCAGCTTGCACCAAAGCAACCGGGAATTGATCGT 
TGGATCGACCTCATTCCGCTTGCCATCATCGCGCTATCTGTCTTCGGCCTGCTCACCACC 
CGAAACCGCCTCAGCGCAGCCGTGCTTGTGGGTACCGTTGGTGTGGGTGTTTCCTTCCAG 
ATGCTACTTCTGGGCGCTCCCGATGTTGCACTTACCCAGTTCCTGGTAGAAGGCCTCGTC 
GTGGTAATCATCATGATGGTTGTCCGGCACCAGCCTGCCAACTTCAAGCGCATCAAGCCC 
AGCAGAAGGCGCAGCACCGTTCTTGTCGCCGTCCTTGCTGCCTTCGCCGCATTCATGGCG 
GTGTGGGGATTGCTTGGCCGTCACGAACGTTCTGAGCTGGCCATGTGGTACCTCAACCAA 
GGTCCAGAGATCACCTCTGGCGCCAACGTGGTGAACACCATCCTCGTGGAATTCCGTGCA 
CTGGATACGTTGGGCGAGCTCTCCGTGCTTGGCATGGCAGCTGTCGTCATCGGTGCGATG 
GTGGCTTCCATGCCTCGTCATCCGTTTGCCAAGGGCACCCACCCTCGCCCCTTTGGCCAA 
TCACAGTTGAACTCCATTCCGCTGCGCATGCTGCTTAAGGTGCTGGTTCCAGCGCTATGC 
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TTCTTGAGCTTCATGGTGTTCATGCGTGGACACAATGATCCGGGAGGCGGTTTCATCGCA 
GCCCTAATTGCCGGTGGCGCGCTGATGCTCCTGTACCTGTCCAAGGCCAAAGATGGCCGC 
ATTTTCCGCCCGAATGTTCCTTTCATTCTCACTGGTGCGGGCATCTTGATGGCAGTGTTC 
TCGGGCGTACTGGGACTCACCCACGGTTCTTTCCTGTACGCCATCCACTTCAACTTCGTA 
GGCCAGCACTGGACCACCTCGATGATCTTCGACCTCGGCGTGTACCTGGCCGTGTTGGGC 
ATGGTGTCCATGGCAATCAACGGCCTGGGCGGATACCTGCGCCCAGGTACCGACAATGCA 
GATCTGGACTACGCCCGCCGAAGTGGCCCACTGCCAGCAACGCCAACGGTTGAACCCGAA 
CCAGAAGGCGATGAAGACTGGCCCGAACCCATCAACCCCGCAGGCGATAACAAAGAGGAG 
GCAAACCGA 

>RXA00 60 6-downstream 
TGATTCTCGCACTGACAGTCGCG 

>RXAOO 60 8 -upstream 

CGACGACACCCGGTCCATCGAACCAGATGACGATCAATCGCCTTTGACTACTAGCGCTCG 
TTCAGTCACCAACCCAACAGATCAGGAGGATA7UVGCTTAA 

>RXA00608 

ATGGCCATGGATGTTCTCCTTCCTATTTTCGTTGCAGTTCCCCTTGCTGCCTCTGCCATT 
GCGGTGCTTCTGCCGTGGCGTCTCATCCGCGATATTTTGCACATCATCGTGCCTTTCGCG 
GGTATTTTTGCTGGCATCTGGTTGTTTGCACACACCGCTGAACACGGCCCGATTGCTCAC 
AACGTGGGCCTTTATGTCGGTGGCGTGGCAATCCCCTTTGCTGCCGATACGTTCAGCGCC 
ATCATGTTGATCACCACCTCGATCGTTGCGGTGGCTGCCAACTGGTTTGCCACCATCGTC 
GGTGAAACCCGCGCGCGTTTCTATCCAGCGCTCACATTGATGCTGATCACGGGCGTCAAC 
GGTGCTCTGCTGACTGCCGATCTGTTCAACTTCTTTGTGTTCATCGAAGTGATGCTGCTG 
CCTTCCTATGGTTTGATCGCCATGACCGGAACGTGGGCGCGCCTAGCCTCTGGACGAATC 
TTCGTACTAGTCAATCTCTCTGCCTCCACATTGCTGGTTGCAGGTGTGGGAATCGTCTAC 
GGTGTCATAGGCTCAGTCAACATCGCAGCTCTGCAAGATGTCGTAGAGGGCAACCCCCTG 
GTTGCCAGCGCAATGGGCATCGTGGTTATTGCCATCGCGGTTAAAGCCGGTGTATTCCCA 
GTGCACACATGGCTGCCACGCACCTATCCTGGTACATCAGCAGCTGTGATGGGGTTGTTC 
TCCGGTTTGCACACCAAAGTCGCGGTATACATGCTCTATCGCATT 

>RXA00 635 

GGTACGGATTTCCCTTATTCTGATTTCCTTCCTAAAGACAACGTTGCCCAGGTGGATATC 
AACGGTGCGCACATTGGTCGACGTACCACGGTGAAGTATCCGGTGACCGGTGATGTTGCT 
GCAACAATCGAAAATATTTTGCCTCATGTGAAGGAAAAAACAGATCGTTCCTTCCTTGAT 
CGGATGCTCAAGGCACACGAGCGTAAGTTGAGCTCGGTGGTAGAGACGTACACACATAAC 
GTCGAGAAGCATGTGCCTATTCACCCTGAATACGTTGCCTCTATTTTGAACGAGCTGGCG 
GATAAGGATGCGGTGTTTACTGTGGATACCGGCATGTGCAATGTGTGGCATGCGAGGTAC 
ATCGAGAATCCGGAGGGAACGCGCGACTTTGTGGGTTCATTCCGCCACGGCACGATGGCT 
AATGCGTTGCCTCATGCGATTGGTGCGCA7VAGTGTTGATCGAAACCGCCAGGTGATCGCG 
ATGTGTGGCGATGGTGGTTTGGGCATGCTGCTGGGTGAGCTTCTGACCGTTAAGCTGCAC 
CAACTTCCGCTGAAGGCTGTGGTGTTTAACAACAGTTCTTTGGGCATGGTGAAGTTGGAG 
ATGCTCGTGGAGGGACAGCCAGAATTTGGTACTGACCATGAGGAAGTGAATTTCGCAGAG 
ATTGCGGCGGCTGCGGGTATCAAATCGGTACGCATCACCGATCCGAAGAAAGTTCGCGAG 
CAGCTAGCTGAGGCATTGGCATATCCTGGACCTGTACTGATCGATATCGTCACGGATCCT 
AATGCGCTGTCGATCCCACCAACCATCACGTGGGAACAGGTCATGGGATTCAGCAAGGCG 
GCCACCCGAACCGTCTTTGGTGGAGGAGTAGGAGCGATGATCGATCT.GGCCCGTTCGAAC 
ATAAGGAATATTCCTACTCCA 

>RXA00 635-downstream 
TGATGATTGATACACCTGCTGTT 

>RXA00 67 9-upstream 

GGACCGTGAGGATTGCTCCCGTTTGTCTTGCCAAATCAAGGTCACCGAAGGCATGGATCT 
TTCGTTGACCACGCCAGAAACGCAAGTGTGAGGTTGAATC 

>RXA0067 9 

ATGAATACTTCAGCTGAAACTGGAATCTTGATCATCGGTGCAAACCAATCGGGTGTGCAG 
CTGGCGATTTCCCTGCGGGCCACGGGTTTCACCGAATCGATCACGCTTCTAGGCGAGGAG 
GATCACCGCCCCTACCAGCGTCCCGCCTTGTCCAAGGAGTTCCTCCAGGACAAGATCGAC 
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AAAGAGCGTCTGATTTTCCGTTCCAATGAGTATTGGGAAGAAAATAATATTCGCCTGGTC 
AAGGGCGTGCGCATCGAACGCATTGAAAAGAACGACGACGGATCAGGGGTCGCCTACGGC 
GCCGGACAAGAATTCGCTTTTCGACGTCTCGCTCTAGCGGTTGGTGCCCGCCCTCGCCAC 
CTCGACCTCCCGGGCGCCACCTTGGAGGGTGTCACCTACCTGCGCAACGCGGACGACGCC 
TTGGCGCTCAAAGCGATGATTGGTTCTGTCACCGATGCCGTTGTAGTCGGTGGTGGGTTC 
ATCGGATTGGAAGCTGCGTGTTCGCTTCATGACCTCGGCAAAAATGTCACCGTCCTGGAA 
TATGGTCCGCGTCTGATTGGCCGAGCGGTGGGTGAAGAAACCGCAGCATTCTTCCTCGAA 
CAACACCGTTCCCGTGGCGTAAATATCGTGCTTGATGCCCGCATGAAACAGTTTGTGGGC 
T^GGATGGAAAGCTCAGCGGCATTGAGCTAGAAGATGGCACAGTAATTCCTGCCCAACTA 
GTCATTGTGGGCATCGGTGTCATTCCGAACACAGAACTTGCCGCTGTTCTGGGCTTAGAC 
ATCAACAACGGCATCGTGGTGGATAAACATGCCGTCGCGTCAGATGGCACCACCATTGCG 
ATTGGCGATGTCGCCAACATTCCCAATCCAATCCCTGGTTCCCCCGCTGATGAACGCATC 
CGACTAGAAAGCGTCAATAACGCCATCGAGCACGCAAAGATCGCTGCATACTCACTCGTC 
GGCCAGCCCGAAGCCTACGCCGGAATCCCCTGGTTCTGGTCCAACCAAGGCGATCTCAAA 
CTACAAATTGCAGGACTTACCCTTGGTTATGACAGCACAGTAATCCGACAGGATCCCGAG 
AAAAAGAAGTTCTCTGTCCTTTATTACCGTGGCGACAACATCATCGCCGCCGATTGTGTC 
AACGCTCCACTGGATTTCATGGCTGTGCGCAGTGCACTTTCCAGGAACCAAAATATCCCC 
GCCGACCTTGCTGCAGATATTTCGCAGCCGCTGAAAAAACTAGCCGTTGACCTGGAGGTT 
ACCCGA 

>RXA0067 9-downstream 
TGACTCGCAGTAATTTACCCGCT 

>RXA00 68 0-upstream 

TTCTTGCATCCCCAGAAGCCGAATACATCACTGGGCAAACACTCATCGTTGATGGTGGCC 
GAG AG T T C AT C T AAG T AC T AAAAG T T C T AAG G AG AAG AT C 

>RXA00 68 0 

ATGTCTACTATTCATTTCATTGATCATGCTGGCAAAACCCGCACCATCGAGGCGACTGTT 
GGTGATTCAGTAATGGAGACCGCAGTCCGAAACGGAGTGCCTGGAATTGTTGCTGAATGC 
GGCGGTTCCTTATCGTGTGCAACCTGCCATGTGTTTGTTGACCCTGCACAGTATGATGCG 
CTTCCCCCAATGGAGGAGATGGAAGATGAAATGCTGTGGGGTGCTGCCGTGGACCGTGAG 
GATTGCTCCCGTTTGTCTTGCCAAATCAAGGTCACCGAAGGCATGGATCTTTCGTTGACC 
ACGCCAGAAACGCAAGTG 

>RXAOO 68 0 -downstream 

T G AGG T T G AAT CAT G AAT AC T T C 

>RXAO 0 68 2 -upstream 

ATAGGCACCTTCGATTTCAGCTCAATCACCGTCGCAATGACCGGCACGAAGTAAAACCAC 
CGCATCTTTTCGTCGAAAAGCATCTAAAAGGAGTTTGACC 

>RXA00 68 2 

ATGGCTAATAAATCTTTCCCCAAGCCCTCCGATCTTCCAGTGCCCAAGGGCGCTGAAGGT 
TGGGAAGATCTGTACCCGTACTACCTCGTTTTCCAAGACAAGCTCATGGATCAAGAGAAT 
GAGAAATTCTGGTTCTGCGATTCACAGCACTGGCCAACTGTGTTCAAGCCTTTTGAAACT 
ATCGGTGGTGAATTCGCTGTAAAGTGCCTCGGCCAATACAACGCTCGGCATTTGATGATC 
CCGAATGCCAATGGCATCGAGTTCCGCGTGCATCTGGGATACCTCTATATGTCCCCTATT 
CCAGTGCCTGAAGATCAGATTGCGGAACGCGTCCCCATGTTCCAGGAACGCATCACGCAC 
TACTTCCAAAACTGGGAGCCAATGCTGGCAAATTGGAAGGAGCGAGTATTAGGAACCATC 
AATGAGCTGGAATCTCTAGAATTCAAGCCACTGCCTGACTACGTGCCTATCGATGATATT 
GTCTCCGGAAAAGCCA7yi.GACGGCACCGAAGTACTCATGGAAAACTTCGATCGGCTCATT 
CAGCTCGCCTACCAAAACTGGCAATACCACTTTGAGTTCCTCAACTTGGGTTACATCGCT 
TACCTAGATTTCTTCAATTTCTGCAAGGAAGTCTTCCCAGATATCCCTGATCAATCAATT 
TCGATGATGGTTCAGGGCGTGGATATGGAGCTGTTCCGCCCCGATGATGAACTAAAGATT 
CTGGCACAGCTAGCGGTCGACCTTGGCCTGCAAACTCACTTTGCCAACCCGGATGATCCG 
CAAGCTACCTTGGCTGCTATCGCAAAGGCAGAAGGCGGCGCGACATGGATAGCGCGCTGG 
GAAGAAGCACAAGATCCGTGGTTCAACTTCACCGTCGGTAATGGCTTCTACGGTCACGAT 
AAATACTGGATCGAGCACCTGGAACTTCCACTGGGGTACATCGCGGATTACATCCGCCGC 
CTAGATGAAGGCCAAACCATCTCCCGCCCGAAAGATGAACTCATCGCAGAAAAGGAACGC 
GTGGTGGAAGAATACCGCGACCTTTTGGATGGAGAACAACTCGCGCAGTTTGATGCTAAA 
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TGCGGCCTCGCTGCTACTGCATACCCCTATGTGGAAAACCATAACTTCTACATCGAGCAC 
TGGACCATGTCAGTATTTTGGCGCAAAGTACGCGAACTTTCCCGCACTCTCCAGGGCTAC 
GGTTTCTGGGAGAACGAGGATGACATGTTGTACCTCAACCGCACTGAAGTCCGCGATGTC 
CTCTTCGACCTGGCTACTGCGTGGGGTGTCGGCGCACCCGGTGGTCCAATTGGCACGATC 
ATTTGGCCGGAAGAAATTGAGCGAAGAAAAGCAATTGTCACCGCTTTGAAAACTGCCCGA 
CCAGCGCCAGCTCTTAACACTCCTCCAGAGTCCATCACCGAACCTTTCACCCGCATGCTC 
TGGGGAATCACCACCGAACAGGTGCAATCATGGTTGGGCAATGACGAGGATGCCGAAGAA 
GGAACCCTTAAAGGCATGGCTGCATCCCCTGGTGTGGTGGAAGGCTACGCTCGAGTAATT 
CTCAGCGCAGATGACCTTTCAGAAATCCAGCAGGATGAAATCCTCGTTGCCCCTGTAACA 
GCACCTTCTTGGGGCCCAATCTTTGGCAAAATCAAGGCAACAGTCACTGATATTGGTGGC 
ATGATGAGCCATGCTGCGATCGTGTGCCGCGAATACGGCTTGCCGGCTGTTACTGGAACT 
GGCGCTGCATCCACCACCATCAAAACCGGCGATTACCTCAAGGTCGATGGAACCAAGGGC 
AAGGTTGTCATTGTTGATCCAGATGCGCCACGCATCGAAGGACCCGGCGCGCACAGCCAT 
GCGCACTCAGTAGCAGCACATGGGGTGGATACACATGCC 

>RXA00 682-downstream 
TAGTCCACGCACTGTTCTTATCA 

>RXA00 68 3-upstream 

GGACAAAGCTATCGGGTTCCGGGAGAACCTCTCCTTCCGCGTCCCCACTTCTGTTCCCGT 
GACTTGGAACGCTTAACGCTTTATTAAATAAGGAGACACC 

>RXA00 68 3 

ATGACCAACAGTTTGAACATCCCGTTTGTCCAGCGCTTCGATGAAGGCCTGGATCCTGTT 
CTAGAAGTACTCGGTGGCAAGGGCGCTTCACTAGTCACCATGACAGATGCTGGAATGCCC 
GTTCCACCTGGATTTGTGGTCACTACTGCCAGCTTTGATGAATTCATCCGTGAAGCAGGG 
GTTGCTGAACACATCGATAAATTCCTAAACGATCTCGATGCAGAAGATGTTAAGGAAGTG 
GATCGAGTTTCTGCGATCATCCGCGATGAGCTGTGCAGTCTTGACGTTCCAGAGAATGCT 
CGTTTCGCAGTGCACCAGGCTTATCGCGATCTCATGGAACGATGCGGTGGCGACGTCCCG 
GTTGCTGTCCGGTCATCGGCCACTGCCGAAGATCTGCCCGATGCTTCCTTCGCAGGGCAA 
CAGGACACCTATCTGTGGCAAGTCGGTTTGAGCGCTGTCACTGAACACATCCGTAAATGC 
TGGGCTTCGCTGTTCACTTCCCGTGCCATTATCTACCGTCTGAAAAACAACATCCCCAAT 
GAGGGCCTCTCCATGGCGGTAGTTGTTCAAAAAATGGTCAACTCTCGTGTCGCAGGCGTG 
GCAATCACTATGAATCCTTCCAACGGCGACCGCTCG7\AGATCACCATCGATTCCTCATGG 
GGTGTTGGTGAAATGGTGGTCTCAGGTGAAGTGACACCAGACAATATCTTGCTGGACAAG 
ATCACGCTGCAGGTTGTCTCCGAACACATTGGAAGCAAACACGCTGAACTCATCCCCGAT 
GCCACCAGTGGAAGCCTCGTGGAAAAGCCCGTTGATGAAGAACGCGCAAACCGCCGCAGT 
CTGACTGATGAGGAAATGCTCGCTGTGGCACAAATGGCTAAGCGTGCAGAAAAACACTAC 
AAGTGCCCACAAGATATCGAATGGGCGCTGGACGCTGATCTGCCAGATGGAGAAAACCTT 
CTGTTATTGCAATCCCGCCCGGAAACTATCCACTCCAACGGTGTGAAGAAGGAAACCCCA 
ACTCCGCAGGCTGCCAAAACCATAGGCACCTTCGATTTCAGCTCAATCACCGTCGCAATG 
ACCGGCACGAAG 

>RXA00 68 3-downstreani 
TAAAACCACCGCATCTTTTCGTC 

>RXA0068 6-upstream 

ATAGGCTTGAACAATACGTCGTTACACTGGCCGATTTGATACCTTTCAAAACTTTTACCC 
TTCATCGGAGTGCCAGGGGAACTTAGAGGAGCATTAAATA 

>RXA0068 6 

ATGGCGGGAGGAAATCGCGAACCTGGACGTACAGTCACCTCCAAGGTGATCGCCGTACTG 
GGAGCTTTTGAACACACCATGCGTCCACTTGGTGTCACTGAAATCGCTGAGCTGGCAGAC 
CTCCCACCAAGTACCACCCACCGTCTCGTTTCTGAATTAACCGAAGGCGGACTACTCAGC 
AAGAAATCTGATGGGCGCTACCAATTGGGCTTACGTATCTGGGAACTCGCCCAAAATACA 
GGACGGCAGTTACGCGACACTGCACGCCCGTTCATCCAAGAGCTCTACTCACTTACTTCC 
GAGACTGCGCAGCTAGTGGTCCGCGATAAAGATGAAGCACTTTTGATTGAGCGAGCCTAC 
GGCACGAAGAAAATTCCACGCTCGGCTCGAGTCGGTGGTCGACTACCTCTGAACTCCACT 
GCGGTTGGCAAGATTCTCCTTGCGTTTGATGAGCCATGGGTAAAACAGTCCTATCTCAAG 
CTGCCACTCAACGCCTCCACCCCAAAGACAATTGTGAATCCCGACGTCTTGGCTGCGCAG 
CTGAAACAAATTCACTCGCAAGGCTTTGCCATCACACATGACGAGCAACGAATCGGCGGC 



Appendix A, Page 21 



Att^Py Docket No.: BGI-126CP 



GCATCGATCGCCGTACCGGTCTGGCATACAGGAAAACTGGGAGCAGCACTGGGGTTGGTG 
GTTCCCACCGCACAGGCTGCAAATCTTGAGCGCTATCTCCCGATCCTTCAGGCGACAAGT 
CAGAGAATTACAAAAGCAACCGCGCTCATTCCTTTGGACACACTTTTGGCTTCACACAAA 
AATGCAGAACGAAAAGGCGATACC 

>RXA0068 6-downstreain 
TAAACCCGCCCTCCATCTGCATA 

>RXA007 00-upstream 

ACGCCCCACAAGTCGCAAAAATCACCGCCGGCATCCAAGAGGAATCACACTGGCTCACAG 
TCTCGGCCGTGAAAGCTGCGCTAGGGCATGGTGAAATCTC 

>RXA00700 

ATGATCAACGCCATCACACTCAAGCCCAAAACCTTCCTCACCTTAAGCTTCCTTGCGGTT 
TTGAGCATCGTGATTTTCTTCTGGCCGCTGATCGTCAACCCGGAATCCTTCCTGTCCGAC 
AAAGCCCAAGCGCCCCTCTACATCGCGATCGTCATTCCCCTCGTGCTGGCCGCTGTCATC 
GCCGAAATCAGTGAAAACGGATTCGACGTTAAAGCCGTAGCCATGCTCGGCGTCCTCACC 
GCCATGGTTGCCGTAGTCCGACCATTCGGTGCCGGCGCAGCAGGCTTTGAAGCAGTCTTC 
TTTGTCCTCATCCTCGGCGGACGAGCCTTCGGACCCGGCTTCGGATTCATCCTCGGCAAC 
ACCGGACTGTTCGCATCCGCGCTGCTCACCGCAGGAATCGGACCGTGGCTCCCCTACCAA 
ATGCTCGCAGCCGCCTGGGTCAGCTTCGGCGCCGGCCTACTCCCCCAAGTACGCGGCAAA 
AAGGAAATGCTCATCATCGTCCTATACGCCATCGTCTCTTCACTCGGCTACGGAACCATG 
ATGAACATGAGCTTCTGGCCCTACGCCATCGGTGTCACCAGCGGGCTTTCCTTCACACCC 
GGCGCGCCCGTCCTGGAAAACCTCCACACCTTCATGCTGTTCTGCCTCACCACATCCATG 
GGTTGGGATCTCGGCCGCGCCTTCTTCACCTCAGTGCTATTACTGCTCACAGCCAAACCC 
GTTTTAGGTGCTTTACGACGCGCCAGCCGCCGCGCCGCTTTCGGCGTCGAGCGTGACTTC 
GGGGAGGCCGGGGTGCCTCGGGTC 

>RXA007 00-downstream 
TAAAGATTTTGTTGGCTTGCTTC 

>RXA007 03-upstream 

CTGGGAGTCCTCTTGATTTTAGGTTTTCCACATACCCCCATATAGATTGAAGAATTCATT 
TTTCGGCATGGGTTCAATTGCCGGGTCTAGACTGTGACCT 

>RXA007 0 3 

ATGACAACCCCTCCAACTGAGATTTCGAACGTGAATCCCACCGCGAATGAATTTGATGAT 
CCGGATGTGGGACGGCGCATTACTTCTGCTGCTGGTGTGCCAGGCGTTTTGCATGCGCTC 
CAGCATGCTGTTCCGAATCGTGCCCTGCTGCCGTTGCTCACCATGAATAAACCAGGCGGC 
ATCGACTGTCCTGGTTGTGCTTGGCCTGAGCCTTCCACTGCCAACCTTGGTGTGGTTGAG 
TTCTGCGAGAACGGTGCCAAGGCGGTCGCCGAGGAAACAACACCTGATCGTGCCGGCAAA 
GAGTTCTGGGCAGAGCATTCTATTTATGATCTGCGGGAAAAGACCGATCACTGGCTGGGA 
AAGCGTGGCCGAATCACCGAGCCCATGTTTTATGATCGTTCTTCTGGCGATGATCACTAC 
CGCCCTATTTCTTGGGATCGTGCATTTGCGATCATTGCGTCGAAGCTCCGCGAGATCGAG 
CCAGATGAAGCGGTGTTTTACACCTCTGGTCGAGCACCCAATGAGCCGGCTTATATGCTG 
CAGCTTCTAGCCCGCCGACTTGGCACAAATAATCTTCCAGACTGTGGAAACATGTGCCAC 
GAGTCCACCGGTACTGCCTTGGGTGAGACCTTGGGTTTGGGCAAGGGATCCGTGGTGATG 
GAGGATTTCTACAACACTGATTTGTTGATTTCCGTGGGACAAAACCCGGGCACCAACCAC 
CCACGTGCGTTGACGGCTTTCAAAGAATTGAAGGAAAACGGTGGCAAGATTCTGGCGCTG 
AACCCCATGCCAGAGACCGGTCTGATGAAATTCCGTGAGCCCCAATCAGTCAAGGGCGCG 
TTGAGCATTTCAGACAAACTTGCTGATGAATACTTGCAGATCCGTCTTGATGGAGACCGC 
GCATTCTTCCAGGCGCTCAACAAGGAACTCATCCGTAGAGATGCCCTAGATCATGCATTC 
TTGGATAAATTCTGTTCAGGTGTGGATGAAACCATCGAGCACCTCAAATCACTCGATGAT 
GAGGTTCTGCTCAAGGGATGCGGTCTGACGGCAGCGGAGATCAACAAGGCCGCTGACATG 
GTGGAAAAGTCTGACACCGTGGTGGTGTCATGGACTCTCGGGGTCACCCAGCATAAGAAC 
GCTGTGTACACCATCCGTGAAATGGTGAACTTCCTGCTGCTTACTGGAAATATTGGTAAG 
CCTGGCGCAGGCACTGCCCCGCTTCGTGGGCACTCAAACGTCCAGGGTGATCGAACCATG 
GGTATTTGGGAGAAAATGCCGGAGGCATTCCTTGCTGCTCTTGAAAACGAGTTTGGTTTC 
GATGTGCCCCGCAAGCACGGCTTCGACACGGTAAATTCCCTGCGAGCCATGCGCGAAGGC 
AAGACCAAGTTCTTTCTCTCCCTCGGTGGCAACCTTGTTCGAGTGTCCTCAGATACGTCT 
GTTGTCGAAAAGGGCATGGAATCCAATGAGCTGACGGTGCATCTGTCGACCAAGCCCAAT 
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GGTTCACAAGCATGGCCTGGTGAGCAGTCACTTATCCTTCCGGTGATTGCTCGAACAGAT 
AAGGATGTCCAAAAGTCAGGCGTCCAGCGTGTGACAGTTGAGGATTCTGCCGGCGCTGTT 
CACGCATCCACTGGTAAACGAACCGCCAACAAGGATCTGAATTTGAAGTCCGAATGCGAC 
ATCATTGGAACCATCGGTAAGCAGACCTTCGGTGATGCCTTCTGGCAGCCGATGATTGAT 
AACTACGATGTGGTCCGCGATCACATCGAGGCCACCATTCCTGGGTTCCACGATTTCAAC 
CGTCGCATCGACAACCCCGGTGGATTCCTCCTCCCCTy^CGGACCTCGTGAGCGCATCTTC 
AACACATCCAATGGCAAGGCCCAATTGACGGTTAATGAAACCAATGTGATTGAGCTACCC 
AAGGACTATTTGCTTATGAACACGGTACGTTCACATGATCAATACAACTCCACGATTTAC 
GGTCTGGATGACCGCTACCGCGGTGTTCGCAATGGTCGCCGCGTAGTGTTCGTCAATCCT 
CAAGATTGTAAGCAACGTGGTCTCAAGGATGGAGACATCGTCGATATCGTCTCTGTCTTT 
GATGATGGCGAACGCCGAGCACCGAATTTCCGAGTGGTGGAATATGACACCGCGAGGGAC 
TGCGTCACCACGTATTTCCCTGAGGCCAACGTATTGGTTCCATTGGATTCAGTAGCTGAA 
AAATCCAACACTCCAGTGTCCAAGTCAGTTGTGGTTCGCCTTGAAGCAACAGGACGTACT 
GCTTCT 

>RXA007 03-downstream 

T AG AAAAAC AC GAG G G AAT T T T C 

>RXA00705 

CCACGCGTTGTGTCCACTGACGAGCAAGTTTTTGTTAACACTCGTCCGGATACTGTTGCG 
GTGGAGGAGCCTCTAGAAATTCGGGTTAATGGCACTGCGCTTACCACCACTATGCGCACG 
CCCGGCCATGATATTGAGTTGGTGCATGGCCTCCTCTTGTCAGAAGGTCTGATCACGGAT 
GCTTCTGAGGTTTTTACCGCCCGCTATTGTGCAGGAGCTGTTGGCCCAGATAATCAAAAT 
ACGTACAACGTCTTAGAACTTGATGTCATCCCCAAAGACAATCCGGCCCGGGATCCCGTC 
CAGAATCCCTCCCATAATCCCGAAGGCAGCCAACACGAAGCACTCCACATCCCAACTTTC 
CAACCGGTACGCGAACTAAACCTCGTGGCAGCCCAACGCAATGTGCTGACTACGTCTGCT 
TGTGGTGTTTGTGGCACGACGTCTATTGAGCAGTTGATGAACAAGAAGGGCTGGCCCATT 
ACGCCGATTACACCGGATCCTCGGATGATTGTGTCGTTGCCAGATAAGTTGAAGTCGAAG 
CAGAAGATTTTCGACAAAACTGGTGGGGTTCATGCTGCTGGTTTGGCCACGCTTGATGGT 
GAGATGTTGATTATTCGAGAGGATGTCGGTCGGCATAACGCAGCTGACAAAGTTATAGGA 
AACATGCTGATGGCGGGAAAGCTCCCCTTGGAAAACACTATTTTGGTGATGAGTTCTAGG 
GCGTCTTTTGAGCTTGTCCAAAAGGCTGCCATGGCTGGAATTTCGGGTGTAATCGCTGTT 
GGTGCTGCAACATCGCTGGCAATCGAGGCGGCGCAGGATTCAGGTATTTTCCTTGCTGGT 
TTTGTTCGGGGCAACAAGTTTAACCACTATGCGGGCGAGCTCGGA 

>RXA00705-downstream 

T AAT G C C AG AAC AGG T AG AAC AG 

>RXA007 82-upstreain 

GGGTATGGATGCAGCGGCTGATCACGCTGCCCATTTGGCCAATCTTGCCCAGCACGGCCA 
GTTCGCAACCGCTAATTAGTTAAGGAGCACCTGTTTAATC 

>RXA007 82 

ATGTCTATTTTTCTCAATTCAGATTCCCGCATCATCATTCAGGGCATTACCGGTTCGGAA 
GGTTCAGAGCATGCGCGTCGAATTTTAGCCTCTGGTGCGAAGCTCGTGGGTGGCACCAAC 
CCCCGCAAAGCTGGGCAAACCATTTTGATCAATGACACTGAGTTGCCTGTATTTGGCACT 
GTTAAGGAAGCAATGGAGGAAACGGGTGCGGATGTCACCGTAATTTTCGTTCCTCCAGCC 
TTTGCCAAAGCTGCGATCATTGAAGCTATCGACGCTCACATCCCACTGTGCGTGATTATT 
ACTGAGGGCATCCCAGTGCGTGACGCTTCTGAGGCGTGGGCTTATGCCAAGAAGGTGGGA 
CACACCCGCATCATTGGCCCTAACTGCCCAGGCATTATTACTCCCGGCGAATCTCTTGCG 
GGAATTACGCCGGCAAACATTGCAGGTTCCGGCCCGATCGGGTTGATCTCAAAGTCGGGA 
ACACTGACTTATCAGATGATGTACGAACTTTCAGATATTGGCATTTCTACGGCGATTGGT 
ATTGGCGGTGACCCAATCATCGGTACAACCCATATCGACGCTCTGGAGGCCTTTGAAGCT 
GATCCTGAGACCAAGGCAATCGTCATGATCGGTGAGATCGGTGGAGATGCAGAGGAACGC 
GCTGCTGACTTCATTTCTAAGCACGTGACAAAACCAGTTGTGGGTTACGTGGCAGGCTTT 
ACCGCCCCTGAAGGAAAGACCATGGGGCATGCTGGCGCCATCGTGACAGGTTCAGAAGGC 
ACTGCGCGAGCAAAGAAGCATGCATTGGAGGCCGTGGGTGTTCGCGTGGGAACAACTCCG 
AGTGAAACCGCGAAGCTTATGCGTGAGGTAGTTGCAGCTTTG 

>RXA007 82-downstream 

T AAC T AAC AG G C C AC AG AT C T T A 
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>RXA007 83-upstream 

AAAGTTCCCAAGGGGTGGGGGCTGAGCACCACGGATCCAATTTTGTTGCAATTTGCAAAG 
TTTACAGTGTTAGACTTCACAATACGATCATATTGGTGAG 

>RXA007 8 3 

TTGAAACACTTACTTTTACGGGAAGACTTTGTTAAAGACGCAGAAGGCTCTAAGCATGGG 
CCGGAAATGGAATTGGCAGTGGATCTTTTTGAATACCAAGCACGGGACCTCTTTGAAACC 
CATGGTGTGCCAGTGTTGAAGGGAATTGTGGCATCAACACCAGAGGCGGCGAGGAAAGCG 
GCTGAGGAAATCGGCGGACTGACCGTCGTCAAGGCTCAGGTCAAGGTGGGCGGACGTGGC 
AAGGCGGGTGGCGTCCGTGTGGCACCGACGTCGGCTCAGGCTTTTGATGCTGCGGATGCG 
ATTCTCGGCATGGATATCAAAGGACACACTGTTAATCAGGTGATGGTGGCGCAGGGCGCT 
GACATTGCTGAGGAATACTATTTCTCCATTTTGTTGGATCGCGCGAATCGTTCGTATCTG 
GCTATGTGCTCTGTTGAAGGTGGCATGGAGATCGAGATCCTGGCGAAGGAAAAGCCTGAA 
GCTTTGGCAAAGGTGGAAGTGGATCCCCTCACTGGTATTGATGAGGACAAAGCGCGGGAG 
ATTGTCACTGCTGCTGGCTTTGAAACTGAGGTGGCAGAGAAAGTCATTCCGGTGCTGATC 
AAGATCTGGCAGGTGTATTACGAAGAGGAAGCAACACTCGTTGAGGTGAACCCGTTGGTG 
CTCACGGATGACGGCGATGTGATTGCGCTTGATGGCAAGATCACGCTGGATGATAACGCT 
GATTTCCGCCATGATAACCGTGGTGCGTTGGCTGAATCTGCCGGTGGCTTGGACATTTTG 
GAACTGAAGGCCAAGAAGAATGATCTGAACTACGTGAAACTTGATGGCTCTGTGGGCATC 
ATTGGCAATGGTGCAGGTTTGGTGATGTCCACGTTGGATATCGTGGCTGCAGCTGGTGAA 
CGCCATGGTGGGCAGCGCCCCGCGAACTTCCTAGACATTGGTGGCGGAGCATCAGCTGAA 
TCGATGGCTGCTGGTCTCGATGTGATCCTTGGGGATAGCCAGGTACGCAGTGTGTTTGTG 
AATGTGTTTGGTGGCATCACCGCGTGTGATGTGGTGGCAAAGGGAATCGTTGGAGCTTTG 
GATGTGCTCGGCGATCAAGCAACGAAGCCTCTTGTGGTGCGCCTTGATGGCAACAACGTG 
GTGGAAGGCAGACGAATCCTCGCGGAATATAACCACCCTTTGGTCACCGTTGTGGAGGGT 
ATGGATGCAGCGGCTGATCACGCTGCCCATTTGGCCAATCTTGCCCAGCACGGCCAGTTC 
GCAACCGCTAAT 

>RXA007 8 3-downstream 
TAGTTAAGGAGCACCTGTTTAAT 

>RXA007 94 -upstream 

GCGGGTTGATACAGCCCAAGCGCCGATACATTTATAATGCGCCTAGATACGTGCAACCCA 
CGTAACCAGGTCAGATCAAGTGCCCCAGGAGGCCCTTCAG 

>RXA007 94 

ATGAACCTAAAGAACCCCGAAACGCCAGACCGTAACCTTGCTATGGAGCTGGTGCGAGTT 
ACGGAAGCAGCTGCACTGGCTTCTGGACGTTGGGTTGGACGTGGCATGAAGAATGAAGGC 
GACGGTGCCGCTGTTGACGCCATGCGCCAGCTCATCAACTCAGTGACCATGAAGGGCGTC 
GTTGTTATCGGCGAGGGCGAAAAAGACGAAGCTCCAATGCTGTACAACGGCGAAGAGGTC 
GGAACCGGCTTTGGACCTGAGGTTGATATCGCAGTTGACCCAGTTGACGGCACCACCCTG 
ATGGCTGAGGGTCGCCCCAACGCAATTTCCATTCTCGCAGCTGCAGAGCGTGGCACCATG 
TACGATCCATCCTCCGTCTTCTACATGAAGAAGATCGCCGTGGGACCTGAGGCCGCAGGC 
AAGATCGACATCGAAGCTCCAGTTGCCCACAACATCMCGCGGTGGCAAAGTCCAAGGGA 
ATCAACCCTTCCGACGTCACCGTTGTCGTGCTTGACCGTCCTCGCCACATCGAACTGATC 
GCAGACATTCGTCGTGCAGGCGCAAAGGTTCGTCTCATCTCCGACGGCGACGTTGCAGGT 
GCAGTTGCAGCAGCTCAGGATTCCAACTCCGTGGACATCATGATGGGCACCGGCGGAACC 
CCAGAAGGCATCATCACTGCGTGCGCCATGAAGTGCATGGGTGGCGAAATCCAGGGCATC 
CTGGCCCCAATGAACGATTTCGAGCGCCAGAAGGCACACGACGCTGGTCTGGTTCTTGAT 
CAGGTTCTGCACACCAACGATCTGGTGAGCTCCGACAACTGCTACTTCGTGGCAACCGGT 
GTGACCAACGGTGACATGCTCCGTGGCGTTTCCTACCGCGCA7VACGGCGCAACCACCCGT 
TCCCTGGTTATGCGCGCAAAGTCAGGCACCATCCGCCACATCGAGTCTGTCCACCAGCTG 
TCCAAGCTGCAGGAATACTCCGTGGTTGACTACACCACCGCGACC 

>RXA007 9 4 -downstream 
TAAGAGCTCTTAGTTCGAAAAAC 

>RXA0 07 9 9 

CTACAATTCCGCGATCTCGACGGCGACGGCGTACTTGCACCTTATGAAGATTGGCGTCTA 
ACCCCAGCAGAGCGTGCCGCTGACCTGGTGAAACGTATGAATGTGGAAGAAAAAGCGGGC 
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CTGATGATCATCGGTTCGCACTACCCCGGATACTCGCCTTTGGCGCCGGAGAGTGAAGGC 
AAAGACGCGGAAAAGTGCGAGCCTTTGCTGAACCCTGTCGATATGTGGCGTGAGGATAAC 
CCGATCACGGGTGTTCCTTTCACCGAGCCTGTGCTGGCAACTTCTTCCACTGAAAATGCC 
ATTAACCTGCGCAATCAGCGTTACTTAATTGTTCGTGACAACCTGCCAGCTCGTGGGCTT 
GCTACTTGGACCAATGCTGTTCAGGAAGTCGCGGAGCGATCCCGTTTGGGTATTCCTGTT 
GCGTTTGCGTCGAATCCTCGTAACCACGTCGCGCTCGTTGCGCAGTTCGGTGTGAACGAG 
TCCGCGGGTGTGTTCTCTGAGTGGCCTGGCGAGCTGGGTCTTGCTGCGCTTCGCGATGCT 
GAACTGATGGAGACTTTCGGTACCGAGGCTGCT7VAAGAATGGCGTGCCGGTGGTGTGCAC 
AAGCTGTACGGTTACATGGCTGACCTCGCTTCTGAGCCTCGTTGGTCCCGCTTCAACGGT 
ACTTTTGGTGAGGATCCGGAGTTGATCTCTGATTACATCGCTGCTGTTGTGCGTGGTTTG 
CAGGGCCCTGAGCTGTCCAAGAATTCCGTGTCGACCACCATTAAGCACTTCCGAGGTGGC 
GGCGTGCGCCTCGACGGCCACGATCCTCACTTCCACTGGGGTCAGACCAATGAGTACCCA 
ACCGAAGATGCGCTGGGC/^AGTACCATCTGCCTCCTTTCCAGGCAGCTATCGACGCTGGC 
TGCGCCTCGAtCATGCGTTACTACGCACGGCCAATGAACAACTCCGCCAACCAGCTCGAT 
CAGCAGCTGTGGCAAAACCCGACCACGCAGTTCGAAGAGGTTGCGTTTGCCTACAACCGC 
ACCTTCATTCAGGATTTGCTTCGCGACGCCATGGGCCACCGTGGGTACGTCAACTCCGAC 
TCCGGCGTCATCGACGCCATGATGTGGGGCGTGGAGGAACTCAGCGAGCCAGAACGCTTC 
GCCGCAGCAGTGCGTGCAGGCACCGACATTTTCTCCGACATGGCTAACCCACGTCGACTG 
CTCGAAGCAGTTGCTGAGGGACACCTTGATGAGTCAGAGCTGAATCAGCCAGTCCAGCGA 
CTCCTGGAGGAAATCTTCCAGCTTGGTCTGTTTGAGAACCCATATGTCTCTGAAGATGAA 
GCAGAAAAGATCATTGGTGCGCCAGAGGTTTCTGCATTGGGCAACAAAGCACAGCTTGAT 
TCCGTCACCTTGCTGCGTAACAACCCCATCCGTGCTGCCACTGGATCCTGCAGCAAGCCT 
GAAGATCTACCCATTGGTTACTGGCCGTACCAAGATCGACGAGGTTCAACTACAGCTGGA 
AGCAGCCATTCGCGCAGAACTCCCAGGGGTAACCTTGGTGTCTTCCGAGTCAGAAGCAGA 
TCTTGCAATCGTGTGGGCTCGCCC 

>RXA007 99-downstream 

T G AAA T TGCACTGTTT G AAG A T G 

>RXA008 00-upstream 

GACTCCGCAGGGATGGCCTACAAGTACGGTCACGGACTTAATTTCTAGATTGTAGGTAGT 
CTCGTGGGCACAACTGAAATCTTATTGAAAAGGAGTGTCC 

>RXA00 8 00 

ATGAGCACTGTAGTGCCTGGAATTGTCGCACTGTCCAAGGGTGCACCGGTAGAAAAAGTA 
AACGTTGTTGTCCCTGATCCAGGTGCTAACGATGTCATCGTCAAGATTCAGGCCTGCGGT 
GTGTGCCACACCGACTTGGCCTACCGCGATGGCGATATTTCAGATGAGTTCCCTTACCTC 
CTCGGCCACGAGGCAGCAGGCATTGTTGAGGAGGTAGGCGAGTCCGTCACCCACGTTGAG 
GTCGGCGATTTCGTCATCTTGAACTGGCGTGCAGTGTGCGGCGAGTGCCGTGCATGTAAG 
AAGGGCGAGCCAAAGTACTGCTTTAACACCCACAACGCCTCTAAGAAGATGACCCTGGAA 
GACGGCACCGAGCTGTCCCCAGCACTGGGTATTGGCGCGTTCTTGGAAAAGACCCTGGTC 
CACGAAGGCCAGTGCACCAAGGTTAACCCTGAGGAAGATCCAGCAGCAGCTGGCCTTCTG 
GGTTGTGGCATCATGGCAGGCCTTGGCGCTGCGGTG/iACACCGGTGATATTAAGCGTGGC 
GAGTCCGTAGCAGTCTTCGGCCTTGGTGGCGTGGGCATGGCAGCTATTGCTGGCGCCAAG 
ATTGCTGGCGCTTCCAAGATCATTGCTGTTGATATCGATGAGAAGAAGCTGGAGTGGGCG 
AAGGAATTCGGCGCAACCCACACCATTAATTCCTCTGGTCTTGGTGGCGAAGGTGATGCC 
TCTGAGGTCGTGGCAAAGGTTCGTGAGCTCACCGATGGTTTCGGCACCGATGTCTCCATC 
GATGCGGTAGGCATCATGCCGACCTGGCAGCAGGCGTTTTACTCCCGTGACCATGCAGGC 
CGCATGGTGATGGTGGGCGTTCCAAACCTGACGTCTCGCGTAGATGTTCCTGCGATTGAT 
TTTTACGGTCGCGGTGGATCCGTGCGCCCTGCATGGTACGGCGACTGCCTGCCTGAGCGT 
GATTTCCCAACTTATGTGGATCTGCACCTGCAGGGTCGTTTCCCACTGGATAAGTTTGTT 
TCTGAGCGTATTGGTCTTGATGATGTTGAAGAGGCTTTCAACACCATGAAGGCTGGCGAC 
GTGCTGCGTTCTGTGGTGGAGATC 

>RXA008 00-downstream 
TAAATGGCTCACGACGGATTGCG 

>RXA008 2 5 -upstream 

CCCGTTCATGCTGGGCTTTGGTGCGGTGATGGCAACTATTTGTCTGATCATTGTGAGTTT 
TAGTGCACGCCGATTCTGAGAAACAACTAAAGTGAGCCAC 
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>RXA00825 

ATGCGCACAGTAGTTACCGGCGGTGCCGGCTTCATCGGATCCCATCTCGTTGACCTTTTG 

ATCAAGGAAGGCCACGAGGTCGTTGTGATCGATAACCTCTCCCGCGGACGCCTGGAGAAT 

CTCTCCGATGCGGAAGCCACCGGAAAACTCACCTTTGTGGAAGCCGATCTTCTCGACGTT 

GATTTCAACGAGTTTCTAGGAACCCACAAGCCTGAGGTTATTTTCCACCTGGCAGCGCAA 

ATCGATGTGCGCCACTCTGTTGTAGATCCTCTTCACGACGCCGAAACCAACATTTTGTCC 

ACCATCCGCATCGCTGACGCTGCCCGCCAGCACGGTGTTCGCAAGGTTGTCTTTACCTCC 

TCAGGCGGTTCCATTTACGGTGAGCCTTCGGAATTCCCAGTTGATGAAACCGTGCCAGTG 

GATCCACATTCCCCTTATGCGGCATCCAAGGTGTCCGGTGAAATTTACCTGAACACCTTC 

CGCCACCTGTACGGCTTAGACTGTTCTCACATCGCACCGGCAAATGTTTACGGCCCACGC 

CAAGATCCACACGGTGAAGCAGGAGTTGTGGCCATTTTCGCGCTGCGACTTCTGGGAGGC 

CTGGACACCAAGGTATTCGGCGACGGCGGAAACACCCGCGACTACGTCTACGTCGGTGAC 

GTAGTTGGTGCTTTCTACCTGGCTTCTGGGGAAATCGGTGGGGGAGAGCGCTTCAACATT- 

GGCACCTCTGTGGAAACCTCTGACCGCCAGCTGCACACCCTCGTGGCCACTGCGGCAGGT 

TCCAAAGATGATCCTGAATATGCACCTGCACGTCTCGGCGATGTGCCACGCAGTGCACTC 

AGCTTCGGCAAGGCCAAAGAGGTGCTTGGTTGGGAGCCTGAGGTGAACATCGAACAAGGT 

GTGGCCAAGACTGTGGAGTACTTCCGCACTCAC 

>RXA008 25-downstreain 
TAGGGGAAAATCCACCACAAATC 

>RXAO 08 71 -upstream 

GGGAAAAGGCGATCACCAGCCGTTGGCTCGACCCAGCAACCCACGGTGGCATTAACCTCG 
GTTTCCCACAGAACGATTAATTGAAGGAGAGCACAGGACT 

>RXA00871 

ATGCGTTGGTTCCATAAGAAGGGCGAACTGGCCCGAGATGGTTGGCAAAGCGTTGTCGAT 
GCCACCACCCCAGGTTGGGAATATACCGGCATCCGCATTGCCGAACTGGGCAGTGGTGAA 
TCGCTTGAACTGAATGACACTGGTGTGGAACGCATCTTCATTCCACTTCAGGGCAGCTTC 
GATGTTGCCCACCATGGTCAGGTGACCCATCTTCACGGAAGAAAGTCAGTCTTTGATGGA 
CCAACCGATGTGCTCTACCTCCCCACTGGACAAACAGCAACGCTCAGTGGTCAGGGACGA 
GTCGCCGTGGCGGAAGCTCCCACTCAGGAACCCAAGGAGTGGAAGTACATCGCTCCAGCA 
GAAACTCCTGTGGAGTTGCGTGGAGCTGGCCGCTCGAGCCGACAAGTCCACAACTTTGGC 
ACCCCGGAAGCTCTCGATGCTGCTCGACTAATCGTGTGTGAAGTAATCACCCCAGGTGAA 
AACTGGAGCTCTTACCCTCCACACAAGCATGATGAGCACATCCCAGGACACGAGTCCAAG 
CTGGAGGAAATCTACTACTTCGAAAGCGCCCCATCGCGAGTTGGTGGCAGGGCCGAAGCA 
GCAGAAGGAGCTTTCGGAATGTTTTCCACCTACTCCTCACCAGCGGGGGAGATCGATATC 
AACGCCATGGTGTACAGCGGCGATATCGCGCTAGTTCCTTTCGGATACCACGGCCCTGCC 
GTGGCAGCACCTGGCTATGACTTGTACTACCTCAACGTCATGGCAGGACCTGATCCGGAG 
AGAATCTGGCTGATTAACGATGACCCAGCGCACGCCTGGGTTCGAGATACATGGACCGGG 
CAAGCATTTGATGATCGCTTGCCA 

>RXA008 72 -upstream 

GAAATGTATTGCTTTGTCAGGACAATGTGTTATTGTCATGACATGCGATCGTGAGGGTCG 
CC AC AT T C C AT C AAAAAT GAG T G AAG GG TTGCATCGC C AC 

>RXA00872 

ATGACTAACTTGACGAGCACTCACGAAGTCCTAGCTATCGGCCGCTTGGGCGTAGATATT 
TACCCACTTCAAAGTGGAGTAGGACTGGCCGATGTTCAATCTTTCGGCAAGTACCTCGGC 
GGAAGCGCAGCAAACGTTTCTGTTGCAGCCGCCCGCCATGGACACAATTCCGCACTGCTG 
TCCCGTGTGGGAAATGATCCTTTCGGCGAGTACCTGCTTGCTGAGCTGGAGCGTTTGGGC 
GTGGACAACCAGTACGTTGCCACCGATCAGACTTTTAAGACCCCAGTGACCTTCTGTGAA 
ATTTTCCCACCGGATGATTTCCCACTGTACTTCTACCGCGAACCAAAGGCTCCGGATCTC 
AATATTGAATCCGCAGACGTCAGCCTGGACGATGTGCGCGAAGCCGATATTTTGTGGTTC 
ACACTCACTGGTTTCAGTGAAGAGCCAAGCCGCGGCACACACCGCGAGATCTTGACTACT 
CGTGCGAACCGTCGCCACACCATCTTTGATCTGGACTACCGA 

>RXA0087 9-upstream 

AAAAGATGTATTTTCTAACAAACTTACCCTCACGCTACAAATATGCTGTGCCCACACGCT 
ATTAGTGGCATAATGTTGTGTTGTGACTGCTCGCAGATTT 
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>RXA008 7 9 

TTGAATGAACTCGCCGATCTCTACGGCGTAGCAACTTCCTACACTGATTACAAAGGTGCC 
CATATTGAGGTCAGCGATGACACATTAGTGAAAATCCTGCGTGCTCTGGGTGTGAATTTA 
GATACAAGCAACCTCCCCAACGATGACGCTATCCAACGCCAAATTGCCCTCTTCCATGAT 
CGAGAGTTCACTCGCCCACTGCCTCCATCGGTGGTTGCAGTTGAAGGTGATGAACTAGTT 
TTCCCGGTGCATGTGCACGACGGTTCCCCTGCAGATGTCCACATCGAATTGGAAGACGGC 
ACGCAGCGGGATGTTTCTCAGGTGGAA7VACTGGACAGCGCCACGGGA7VATTGATGGGATT 
AGGTGGGGCGAGGCATCGTTTAAGATTCCTGGTGATCTCCCCTTGGGTTGGCACAAGCTT 
CACCTTAAATCCAATGAACGCTCAGCTGAGTGCGGTTTGATCATCACCCCGGCTCGTCTG 
TCTACTGCTGATAAGTATCTTGATTCCCCTCGCAGTGGTGTCATGGCGCAGATCTACTCT 
GTGCGTTCCACGTTGTCGTGGGGCATGGGTGATTTCAATGATTTAGGAAACTTGGCAAGT 
GTGGTTGCCCAGGATGGAGCAGACTTCCTGCTCATCAACCCCATGCACGCTGCAGAGCCG 
CTGCCTCCTACTGAGGACTCTCCTTATCTGCCCACAACCAGGCGCTTTATCAACCCGATC 
TACATTCGGGTAGAAGATATTCCGGAGTTTAATCAGCTTGAGATTGATCTACGCGATGAT 
ATCGCAGAGATGGCTGCGGAATTCCGCGAACGCAATCTGACCTCAGACATCATTGAGCGC 
AATGACGTCTACGCTGC7y\AGCTTCAAGTGCTGCGCGCCATTTTTGAAATGCCTCGTTCC 
AGCGAACGTGAAGCCAACTTTGTCTCCTTCGTGCAACGGGAAGGCCAAGGTCTTATTGAT 
TTCGCCACCTGGTGCGCGGACCGCGAAACTGCACAGTCTGAATCTGTCCACGGAACTGAG 
CCAGACCGCGATGAGCTGACCATGTTCTACATGTGGTTGCAGTGGCTATGTGATGAGCAG 
CTGGCGGCAGCTCAAAAGCGCGCTGTCGATGCCGGAATGTCGATCGGCATCATGGCAGAC 
CTGGCAGTTGGTGTGCATCCAGGTGGTGCTGATGCCCAGAACCTCAGCCACGTACTTGCT 
CCGGATGCGTCAGTGGGCGCCCCACCAGATGGATACAACCAGCAGGGCCAAGACTGGTCC 
CAGCCACCATGGCATCCAGTGCGTCTTGCAGAGGAAGGCTACATTCCGTGGCGTAATCTG 
CTGCGCACTGTGCTGCGTCACTCCGGCGGAATCCGCGTGGACCACGTTCTTGGTTTGTTC 
AGGCTCTTTGTCATGCCACGCATGCAATCCCCTGCTACGGGCACCTATATCCGCTTCGAC 
CATAATGCGTTGGTAGGCATTCTAGCCCTAGAAGCAGAACTCGCAGGCGCCGTTGTCATT 
GGTGAAGATCTGGGAACGTTTGAGCCTTGGGTACAAGATGCATTGGCTCAGCGTGGCATC 
ATGGGCACCTCGATCCTATGGTTCGAGCATTCCCCAAGCCAGCCGGGTCCTCGCCGCCAG 
GAAGAGTATCGTCCGCTGGCCTTGACCACTGTGACCACTCATGATCTCCCTCCGACTGCT 
GGTTATTTGGAGGGCGAGCACATTGCTCTTCGTGAGCGATTGGGGGTGCTCAACACTGAT 
CCTGCTGCAGAACTCGCTGAGGATCTGCAGTGGCAAGCGGAGATCCTTGATGTCGCAGCA 
TCTGCCAACGCATTGCCAGCCCGGGAATACGTGGGACTCGAACGCGATCAGCGCGGTGAG 
TTGGCTGAGCTGTTGGAAGGCCTGCACACTTTCGTTGCGAAAACCCCTTCAGCACTGACC 
TGTGTCTGCTTGGTAGACATGGTCGGTGAAAAGCGGGCACAGAATCAGCCGGGCACAACG 
AGGGATATGTATCCCAACTGGTGTATCCCACTGTGTGACAGCGAAGGCAACTCCGTGCTC 
ATTGAATCGCTGCGTGAAAATGAGCTGTATCACCGTGTGGCAAAGGCAAGCAAGCGAGAT 

>RXA0087 9-downstream 
TAGGTCCGCTTCAGTTGTGGTGG 

>RXA00 909-upstream 

TCGATGTGTGTTGCTAACTGGGGGTGGCACGCACGTTGGCGTTGTTGTTTGGTGTGGCTC 
CAGAGTAATCCACAACGCGCAAAGGGGAACTGGAGAACAC 

>RXA00 90 9 

GTGCTCATTCTTTTTCTCGCGCTCACTGCAGCCGCAGTAGTCGCCCCCATCCTGATCCGA 

ACTCTCGGTCGACCAGCTTTTGGTCTGCTGGCGCTTGTACCTGGCATTGGTTTTTTCTGG 

GTGCTTTCGGAGTTCATCAAAGGCACTTTCAAGGATGGAGGTGAACTCCTCCTCCACTAT 

GCCTGGATGCCTTCGGCTCACCTCAATATCGATTTCCGTATGGATTCCCTCGCGGCGCTG 

TTCTCACTCATCGTCTTAGGCGTGGGCGCCCTAGTGCTGCTGTACTGCTGGGGATATTTT 

GATTCCAACGCGGGTCGCCTCAGTGCCTTTGGTGCTGAACTGGTGGCCTTCGCCATGGCG 

ATGTTTGGTCTTGTCATTTCAGACAACATCCTGCTGATGTACGTCTTCTGGGAAATCACC 

TCCGTTTTATCCTTCCTCCTGGTTGGTTATTACGGCGAACGCGCATCTTCACGTCGCTCT 

GCAGGTCAAGCCTTGATGGTGACCACCCTGGGTGGATTGGCCATGCTGGTGGGCATCATT^ 

TTGATGGGTACCCA/U^CTGGCGTGTGGCGATTCTCTGAGATCCCTGCCTACTCAAGCTCC 

TGGGCAGATGTGCCGTATATTTCCGCTGCTGCTGCCCTTATCTTGGCTGGCGCACTATCC 

AAATCGGCTATCGCACCAACCCACTTCTGGCTTCCCGGCGCGATGGCCGCACCAACGCCG 

GTGTCTGCTTACCTGCACTCCGCAGCGATGGTGAAGGCGGGTATTTACCTTGTGGCTCGC 

CTCTCTCCAGACCTCAACGTAGTTGGTTCGTGGTACCTGATCATCATCCCGTTGGGCATG 

TTGACCATGCTCATG 
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>RXA00910 

TACGTTGGTTTCGAAGTGCTGCTGGTGGCGTCATACGTGCTGCTCACCTTGGGTGCATCG 
CCGGCACGTGTACGTTCCGGCGTGGGTTACGTGATGGTGTCCATGGCGTCATCGATGGTG 
TTCCTGTTTGGACTCGCAATGGTTTACGCCTCAGTGGGCACGTTGAACATGGCTCACGTT 
GGCCTACGCATGGAAGATGTTCCGTCTGGAACTCGCTCCGCGATCTTCGCAGTGTTGCTC 
GTGGCATTCGGTATTAAAGCTGCCGTGTTCCCCCTAGATTCCTGGCTGCCGGACTCCTAC 
CCCACCGCGCCATCGCTGGTCACCGCGGTGTTCGCAGGTCTGTTGACCAAGGTGGGTGTG 
TATTCCATCATTCGAGCACGCTCGATTATTTTCACCGATGGATCCCTTGACACCATGCTG 
ATGTGGGTGGCACTCGCCACCATGCTCATTGGTATTTTGGGCGCGATGGCGCAAAACGAT 
ATCAAACGTTTGTTGTCATTTACTCTGGTCAGCCACATCGGCTACATGATCTTCGGCGTA 
GCCCTTGGATCTGCACAGGGTTTGTCTGGTGCGATCTTCTACGC7VATCCACCACATTCTG 
GTTCAGACTTCCCTGTTCCTGGTGGTCGGTCTGGTGGAACGCCAAGCCGGATCCTCCTCG 
CTGGGACGCCXTGGATCCCTGGCATATATCTCCCCACTTCTTGCGATTTTGTACTTCATC 
CCCGCCATCAACCTGGGTGGTATCCCACCGTTCTCCGGCTTCCTGGGCAAGATCATGCTC 
ATCGAAGCCGGCGCCGAAGATGGCAGTTGGCTGGCATGGGTCCTTATCGCAGGCGCCGTT 
GTCACCTCACTGCTCACCTTGTACACCATGGTTCTGGTCTGGTCCAAGGCCTTCTGGCGC 
GACCGTAAAGACGCCCCCGATGGAGCAACCGCACTTGCGCGACCCGCACCTTTGGTAGAT 
GTCCAAGACGAAGTCGCCGTTAAAGACCGCAACGATGTCGGACGGATGCCTTGGGGCATG 
GTCTTCTCCACTGCTCTCCTGGTTTCAGCATCTCTTGCTGTATCCGTGCTCGCAGGACCA 
CTGTCATCTATTACTGGACGCGCCGCCGAATCCGCACAAGATGTCAACATCTACCGCGCC 
GCAGTACTCGGCCCCAACTACCTCGACCCATCACGCACACTCGAGATGGAGCGTTACGAC 
GCCAACCGCGATGACATCAACCACCGCGTCGACACCAACGGAACGGAGGACCAACCA 

>RXA00 910-ciownstream 
TGATCAGTGGATTCAAACGACGA 

>RXA00 913 

ATTATTTCCGTGGTGGGCATTGGTACCCGCGAAGCTTTGCTGGCAGGTCTTGCACTGACC 
GTTGCGCACTCCTTGTTTAAGGCAACATTGTTCATGACAGTTGGTGCCATTGACCACACC 
ACCGGAACTCGTGATATTCGTAAACTCTCCGGTCTGTGGCGTAAACAACCGATCCTGTTC 
GCCGTTGCTGCTGTTTCGGCGGCGTCCATGGCTGGTATTCCGGCACTGTTTGGTTTTATC 
GCCAAGGAAACAGCGCTGGATACCGTGTTGAATGAGCAGATGTTGCATGGCATGCCAGGT 
CGATTGATGCTGGCTGGCATCGTTTTGGGTTCCATCTTCACCATGGCATATTCCTGCTAC 
TTCCTGTACGAAGCCTTTGCCACGAAGCACTCCAAATTCCCAGAGGCCAACGGTGTCTCA 
CCTGCAGTGGAGGCAATGCATCCGGTGAAGTTTAAGCTGTGGATCGCACCTGTCATCCTG 
GCTATTTTGACCGTAGTGTTTGGTGTTTTCCCCAAGCCAGTGTCGGAAGCAATTGTCACG 
CATCTTGATAACGTCACGCCATCGCTTGATGATGTCCACACCAAACTGGCCTTGTGGCAT 
GGTCTGAATCTACCGCTGCTGCTGTCTGTGGTGATCATCATTTCCGGATTCATCATCTTC 
TGGGAGCGAGACACCGTCGAACGTTTGCGCCCTAACACCGCAGCGTTTGGCAGTGCCGAT 
ACCGCCTACGACGCCATTCTTGATGCACTGCGTGTGCTCTCCCACCGCCTGACTGCATCC 
ACCCAGCGTGGTTCTTTGACCCTGAACGTCGGTGTGATCTTCTTCGTCCTCACGATTGTT 
CCGCTGATCGCTTTGATCACTGGCGAACAAAGCGATGTCCGCATGGAGCTGTGGGATAGC 
CCTATTCAGGGCTTCATCGCGGCCATCATTATCGTCGTTGCGATTGTGGCAACCACCATG 
GATAACCGTTTGTCTGCGCTGATTTTGGTGGGTGTGACAGGTTATGGCATTGCCGTTATC 
TTCGCGCTACATGGCGCACCGGACTTGGCGCTAACCCAGGTGCTGGTGGAGACCATCGTC 
ATGGTGGTATTCATGCTGGTGCTGCGTAAAATGCCGACAGAAGTTGCGTGGAAGGCAGAA 
CCTAAACAGTCTCGCGTGCGAGCGTGGCTTGCTGGCGCCACCGGATTGTCCGTTGTTATT 
GTCACCATTTTTGCCATGAATGCTCGCACCACTGAACCGATCTCTGTATACATGCAGGAT 
CTGGCCTATGAGATCGGACATGGCGCAAACACCGTCAACGTACTGCTCGTAGACCTGCGT 
GGTTTTGATACCTTCGGTGAAATTTCCGTCCTTGTGATCGCGGCAACCGGTATCGCCTCC 
CTGGTCTACCGAAACCGCAGCTTCCGCAAGGATTCTCGCAGACCAACCCTGGCTACCACT 
GGTCGCCGTTGGTTGGCTGCTGCTGTTGATACCGAAAGGGCGCAGAACCGCTCGCTGATG 
GTTGATGTGGCAACGCGCATCCTCTTCCCTGCCATGATCATGTTGTCTGTGTACTTCTTC 
TTCGCCGGACACAACGCGCCGGGCGGCGGATTCGCCGGCGGCCTTGTTGCCTCCTTGGCG 
TTCGCCTTGCGCTACCTTGCCGGTGGACGTGAAGAACTTGAAGAAGCGTTGCCTATCGAC 
GCCGGCCGTATCTTGGGAACTGGACTATTTGTTTCTGCAACTGCAGTGCTGTGGCCCATG 
GTTCTTCTTGGTGAACCACCGCTGACCTCCCATATTTGGGATCTCACACTGCCACTTATC 
GGTGAGATTCACATTGCATCCGCGCTGCTCTTTGACCTTGGTGTCTACCTGATCGTCATC 
GGTTTGACCATGCACATTCTCAACAGTTTGGGCGGCCAGCTCGACCGCGATGAGGAAATG 
CGTAAGCAGCGTGCGCGCGACCGAGCTCGACGCTTGGCGCGCAACCAGCGTCGAGAAGCA 
GCAACCGTCGGCGCACGCAGGTCGAACGAGAAATCGACACGCCAAATGCCGACGATTCGG 



Appendix A, Page 28 



AttcMI' Docket No.: BGM26CP 



CCTCCAGGGGCAGACACAGAATCGGTGGAGCAGAACGGTGAGAACCAGACGTCGATAAGC 
ACAAAGCGTTTAAAGCAG 

>RXA0094 5-upstream 

TCACAGTACCACCCACAAGCCACAAGGAGGGTATGGAGGTGGGCGTCTAAAGCCAAATTT 
TTCCCGGTGTTTGAGGCGATTGCACCGTACACTAATGTGC 

>RXA0094 5 

ATGCTTGAACGCCTCAAACGCCTAGATCCGCTCATTGTCCTCATTGTGCTGGCTGTCATT 
GTGGCGATCATCATTCCAGTTCGCGGGGTTGCTGCGGATTGGTTTGATGTCGCCGTCAAG 
ATTGCCATTGCGCTGCTGTTTTTTCTTTATGGTGCCCGCCTATCCACCCAAGAGGCGCTG 
AATGGTCTGAAGCACTGGAGGCTTCACCTGACTATTTTGGCGATCACTTTCGGAATATTC 
CCACTTATCGGCATTGGGCTCGAGCCGATGACTGCATTTGTGTCGGAAGATATTTATCGG 
GGAATTTTGTTCCTCACGCTCGTTCCGTCCACCGTGCAGTCATCGGTGGCGTTTACCTCG 
ATCGCTAAAGGCAACGTAGCTGGTGCGATTGTGTCGGCATCGCTCTCCAACCTTGCGGGT 
GTTTTCCTCACTCCGCTGCTGGTCATGCTCATCATGTCTGCGGGCGGGGGAGTTCACGTG 
GATTCCCAGGTCTTCCTCGACATTGCGATTCAGCTTCTGCTGCCGTTCATCCTCGGCCAG 
GTATGTAGGCGTTGGGTGAAGAATTTTGCGGCCAACAAAGCAACAAAAATCGTGGACCGC 
GGCTCGATCGCGATGGTCGTGTACTCCGCGTTTTCTGCCGGCATGGTGGCTGGCATTTGG 
TCCACTGTGAGCGTTCTAGAGATTATCTACCTCATTGTTTTCGCTATTCTGCTGGTGATG 
GCCATGCTGTGGTTCACGCTGTTCATGGCTACACGCCTTGGATTTAACCGGGCAGATTCC 
ATCGCTATTCAGTTCTGCGGAACCAAGAAATCCCTGGCCACAGGCCTCCCAATGGCGGCA 
GTCATCTTCGGTGGCGCCAATATCGGCCTGCTCATCTTGCCGTTGATGATCTTCCACCAA 
GTCCAGCTGATGATTTGTGCATGGCTTGCAGCTCGTTATGGTCGTGATGCGCAGGAACAG 
AAAGCCAACGCC 

>RXA0094 5-downstreain 
TAAAAGTCCTCAGTAGCTAGCCA 

>RXA00 965-upstream 

AGATTGCGGGCCTCGGCTTCATTGAAAACAAGACGGTGTTTGAATAA 
>RXA00 965 

atgacaactttccacgatcttccgctggaggagcggctgacactggccaggttgggcaca 
tcccactactcccgtcagctctccctcgtggacaacgctgagttcggcgagcattccctg 
ctagaagggtggactcgttcccacctcattgcccacgtggcatacaacgccatcgcactg 
tgcaacctcatgcactgggcaaatactggtgaggaaaccccaatgtacgtgtcgccagaa 
gcgcgcaacgaggaaattgcctacggttccacgctcaatcccgatgcgttgcgtaacctg 
catgaacactccgtcgcacgcctggacgtggcttggcgtgaaacgtctgaagatgcttgg 
tcacacgaggttctgacagctcagggacgcactgtcccagctagtgaaacattgtggat'g 
cgttcccgcgaagtctggatccacgcagttgacctcggtgcagtggcaacctttggcgac 
atcccagaggtcatcctgcgcaccttagctgcagaaatcacacaaaagtggacaagccaa 
ggagccggcgagggacttgtgcttctcgacgagccctccagcactcgctaccccgccgcc 
ccagggcaggacgaggtagtagtgtccggtagccttgcaggcattgttcgctacgccgct 
ggccgcggttccgatggagtcacttcttccactggagaggttccagagccaccgcgctgg 

CTG 

>RXA00 965-downstream 
TAG T T T C CACAO AT T C T T AAAT G 

>RXA009 99-upstream 

CCTCCTGTGACCTGGTAAAATCGCCACTACCCCCAAATGGTCACACCTTTTAGGCCGATT 
TTGCTGACACCGGGCTATGCCGTCAAGTACGATCAATAAC 

>RXA00999 

ATGACTAATGGAGATAATCTCGCACAGATCGGCGTTGTAGGCCTAGCAGTAATGGGCTCA 
AACCTCGCCCGCAACTTCGCCCGCAACGGCAACACTGTCGCTGTCTACAACCGCAGCACT 
GACAAAACCGACAAGCTCATCGCCGATCACGGCTCCGAAGGCAACTTCATCCCTTCTGCA 
ACCGTCGAAGAGTTCGTAGCATCCCTGGAAAAGCCACGCCGCGCCATCATCATGGTTCAG 
GCTGGTAACGCCACCGACGCAGTCATCAACCAGCTGGCAGATGCCATGGACGAAGGCGAC 
ATCATCATCGACGGCGGCAACGCCCTCTACACCGACACCATTCGTCGCGAGAAGGAAATC 
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TCCGCACGCGGTCTCCACTTCGTCGGTGCTGGTATCTCCGGCGGCGAAGAAGGCGCACTC 
AACGGCCCATCCATCATGCCTGGTGGCCCAGCAAAGTCCTACGAGTCCCTCGGACCACTG 
CTTGAGTCCATCGCTGCC/iACGTTGACGGCACCCCATGTGTCACCCACATCGGCCCAGAC 
GGCGCCGGCCACTTCGTCAAGATGGTCCACAACGGCATCGAGTACGCCGACATGCAGGTC 
ATCGGCGAGGCATACCACCTTCTCCGCTACGCAGCAGGCATGCAGCCAGCTGAAATCGCT 
GAGGTTTTCAAGGAATGGAACGCAGGCGACCTGGATTCCTACCTCATCGAAATCACCGCA 
GAGGTTCTCTCCCAGGTGGATGCTGAAACCGGCAAGCCACTAATCGACGTCATCGTTGAC 
GCTGCAGGTCAGAAGGGCACCGGACGTTGGACCGTCAAGGCTGCTCTTGATCTGGGTATT 
GCTACCACCGGCATCGGCGAAGCTGTTTTCGCACGTGCACTCTCCGGCGCAACCAGCCAG 
CGCGCTGCAGCACAGGGCAACCTACCTGCAGGTGTCCTCACCGATCTGGAAGCACTTGGC 
GTGGACAAGGCACAGTTCGTCGAAGACGTTCGCCGTGCACTGTACGCATCCAAGCTTGTT 
GCTTACGCACAGGGCTTCGACGAGATCAAGGCTGGCTCCGACGAGAACAACTGGGACGTT 
GACCCTCGCGACCTCGCTACCATCTGGCGCGGCGGCTGCATCATTCGCGCTAAGTTCCTC 
AACCGCATCGTCGAAGCATACGATGCAAACGCTGAACTTGAGTCCCTGCTGCTCGATCCT 
TACTTCAAGAGCGAGCTCGGCGACCTCATCGATTCATGGCGTCGCGTGATTGTCACCGCC 
ACCCAGCTTGGCCTGCCAATCCCAGTGTTCGCTTCCTCCCTGTCCTACTACGACAGCCTG 
CGTGCAGAGCGTCTGCCAGCAGCCCTGATCCAAGGACAGCGCGACTTCTTCGGTGCGCAC 
ACCTACAAGCGCATCGACAAGGATGGCTCCTTCCACACCGAGTGGTCCGGCGACCGC 

>RXA01015-upstream 

CCAAGATTGAGTCGAGCTATTTTGCGATTTGTGAACCCCCAAATAGGGGAAAAGTCCGGG 
TATCCGCCGTTGTGAAAA.TGCCTGCAGTAAACTGACTTCC 

>RXA01015 

ATGCGCGTATACCTTGGAGCAGACCACGCTGGTTTCGAAACTAAAAATGCAATCGCAGAA 
CACCTTAAGGCCCACGGCCACGAAGTGATCGACTGCGGAGCCCACACCTATGATGCAGAA 
GATGACTACCCAGCCTTCTGCATCGAAGCAGCTAGCCGCACAGTAAACGACCCAGGCTCA 
CTCGGCATCGTCCTGGGTGGATCCGGAAACGGCGAGCAGATCGCCGCCAACAAGGTCAAG 
GGTGCACGTTGTGCACTTGCTTGGTCTGTTGAAACTGCACGCCTCGCCCGCGAGCACAAC 
AATGCGAACCTCATCGGCATCGGCGGCCGCATGCACTCAGAG 

>RXAO 102 5 -upstream 

GGGCAGCAGCGGCAGGTTTCCAGRAGGTTTCCATGCGGGTGGCTTGGRACWTGGGCTAAC 
CTGARACGGTTAAATATCGTTTTCGAAAGGTGGGTTTCGC 

>RXA01025 

GTGGTTTCTGTAAGCGTGATGGGTGCAGGTTCCTGGGGAACCACGTTGGCCAAGGTCTTC 
TCTGATGCTGGCAACGCTGTGACGTTGTGGGCGAGGCGGGAAGAGTTGGCAAGCACCATC 
CGTGACAGCCATGAAAACCGTGATTACCTTCCGGGGATTACGTTGCCGGAGTCGCTGCAG 
GTCACATCATCGGCAACGGAGGCTTTAGAGGGCGCAGCCATTGTGGTGTTGGCGATTCCT 
TCGCAGGCGTTGCGTGGCAATTTGGCGGAGTGGAAAGAGACGATCCCGCAGGATGCGACC 
TTGGTGTCCTTGGCTAAAGGTATTGAAAAGGGCACGCACCTGCGGATGAGTGAAGTGATC 
GCGGAGGTGACGGAAGCGGATCCTTCACGCATCGCGGTGTTGTCGGGGCCAAACCTTGCT 
CGTGAGATCGCGGAGGGGCAGCCTGCAGCTACGGTGATTGCTTGCCCTGATGAAAACCGA 
GCGAAACTTGTGCAGGCTGCAGTGGCTGCGCCGTATTTCCGCCCGTACACCAACACTGAT 
GTGGTGGGCACTGAAATCGGTGGTGCGTGTAAGAACGTCATCGCGCTGGCCTGTGGTATT 
TCCCATGGTTACGGCCTGGGTGAGAACACCAATGCATCGTTGATTACTCGTGGCCTTGCA 
GAGATCGCACGCCTCGGTGCCACATTGGGTGCGGATGCGAAGACTTTTTCTGGCCTTGCG 
GGAATGGGCGACTTGGTGGCTACGTGTTCATCACCGCTGTCGCGTAACCGCAGCTTCGGT 
GAGCGTTTGGGTCAGGGTGAATCCCTAGAGAAGGCTCGCGAGGCAACCAATGGTCAGGTT 
GCGGAGGGTGTTATTTCCTCGCAGTCGATTTTTGATCTTGCCACCAAGCTTGGTGTGGAG 
ATGCCGATCACCCAG 

>RXA01048 

CGCTCTGACTTGCCTAACCAGATCAACAACGTGCTGGCGTTCCCAGGAATTTTCGCCGGC 
GCTCTCGCAGCCT^GGCTAAGAAGATCACCCCCGAGATGAAGCTCGCCGCTCAGAGGCAA 
TCGCAGACATCGCAGCTGAGGACCTCGAGGTCGGCCGCATCGTGCCTACCGCCCTGGATC 
CCCGCGTTGCCCCAACAGTCAAGGCAGCTGTCCAGGCCGTCGCCAAAGCGCAAAACGCTT 
AAAAATTTGCTTATCGACGCCTCCCTCCCCGTCGAGGCGCCAATATTT 

>RXAO 104 8 -downstream 



Appendix A, Page 30 



Att(Ht Docket No.: BGI-126CP 



TAAGAGCAAACTTGAGGCCCACA 
>RXA0104 9-upstream 

CACAGTATGTGGAGCAGCTGCGCGCGGAAATCGATGAGAAGGCCTACCACGGCCGCACCG 
GCGTCTGCTTGCACACCTCCTACCACCCATCGCGCTTGCT 

>RXA0104 9 

GTGGTGAAAACTGAGTTCGAGAAAGAGTTCAACAAAGCCAAGTATGTGATGACCATCGGT 
GAGTACGTCTACTTCAAACTTGCAGGCATCACCGGAATGGCTACTTCGATTGCCGCGTGG 
AGTGGCATTTTGGACGCCCATACCGGCGAACTTGATCTGACTATCTTGGAGCACATCGGT 
GTTGATCCGGCTCTGTTCGGTGAGATCAGAAACCCTGATGAACCAGCCACCGATGCCAAA 
GTTGTCGACAAAAAGTGGAAGCACCTGGAAGAAATCCCTTGGTTCCATGCCATTCCAGAC 
GGCTGGCCTTCCAACATTGGCCCAGGCGCCGTGGATTCTAAAACCGTCGCAGTCGCCGCC 
GCTACATCCGGCGCCATGCGCGTGATCCTTCCGAGCGTTCCCGAACAGATCCCCTCTGGC 
CTGTGGTGTTACCGCGTTTCCCGCGACCAGTGCATCGTTGGTGGCGCACTCAACGACGTC 
GGACGCGCCGTCACCTGGCTGGAACGCACCATTATCAAGCCTGAAAACCTCGACGAAGTG 
CTGATCCGCGAACCCCTCGAAGGCACCCCAGCTGTCCTGCCGTTCTTCTCCGGGGAACGC 
TCCATCGGCTGGGCAGCCTCAGCGCAGGCCACGATCACCAACATTCAGGAACAAACCGGC 
CCTGAACACTTGTGGCGCGGCGTTTTCGAAGCCCTCGCACTCTCCTACCAGCGCGTTTGG 
GAACACATGGGGAAAGCCGGCGCAGCCCCTGAACGGGTCATCGCATCAGGACGAGTCTCC 
ACCGACCACCCAGAATTCCTCGCGATGCTTTCCGACGCCCTCGACACCCCAGTCATCCCT 
CTGGAAATGAAGCGCGCCACCCTCCGCGGCACCGCACTTATCGTCCTTGAGCAGCTCGAA 
CCAGGCGGCACGCGCGCGACGCCACCATTCGGCACGACGCATCAGCCGCGCTTTGCGCAC 
CATTACTCCAAGGCAAGAGAGCTTTTCGACGCCCTCTACCTC/yVGTTGGTC 

>RXA0104 9-downstream 
TAGCTTTTCGCAGTGGAACGCGC 



>RXA0105 0-upstream 

AAGCACAGCAATTGAGCAATACTCCCATGCATGTTTTCGCGTGATCACGCTATATCCTTA 
AAGAATATTCTTTATTAGTCAGACCTTTAAAGGAAACCTT 

>RXA0105 0 

ATGGGATCAATTCCAACAATGTCCATCCCTTTTGATGACTCACGTGGACCTTATGTCCTT 
GCTATGGATATTGGTTCCACTGCATCACGAGGTGGACTTTATGATGCTTCCGGCTGCCCA 
ATCAAAGGCACCAAGCAGCGCGAATCCCATGAATTCACCACCGGTGAGGGCGTTTCCACC 
ATTGATGCTGACCAGGTGGTTTCGGAGATCACCTCAGTTATTAATGGCATTTTGAACGCG 
GCTGATCATCACAACATCAAAGATCAGATCGCCGCTGTCGCGCTAGATTCTTTTGCATCC 
TCATTAATCTTGGTCGATGGTGAAGGCAATGCGCTCACCCCGTGCATTACCTACGCGGAT 
TCTCGTTCTGCACAGTATGTGGAGCAGCTGCGCGCGGAAATCGATGAGAAGGCCTACCAC 
GGCCGCACCGGCGTCTGCTTGCACACCTCCTACCACCCATCGCGCTTGCTGTGG 

>RXAO 105 0-downst ream 

T G AAAAC T GAG T T C G AG AAAG AG 

>RXAO 107 7-upst ream 

TCTATGACTTGATCCACAATGTGATGCAAATCATTGACCCTCACCCCGGACCAAGCGCTT 
AATGAAGGCAAGCCAAACTTAACTAGTAGATAGGATTGCA 

>RXA0107 7 

ATGACCGAATCGCAAGATCTCGCCGCATTCGTGGAAGCTGCC7\AACTCAATGATGCAAGC 
CCCGAAGCCGTAGAGCAATTGAAAATCAGAGTGCTAGACACCGTAGGCGTTGCCATTGGC 
GCACTGGATGCCGAACCGATTGTCGCCATTCGAGGACTCCTGG/VAGACCTCGGGGGAACC 
GAACAGTCAACACTTATTGGTGGTGGCAAAACCAGTCCGGAACGTGCAGCATTTTTCAAC 
AGCGCATTAAGCCGCTACCTCGACTTCATGGACGCCTACCTAGCAAAGGGCGAAACCAAC 
CACCCCTCGGATAACTTCGGAGCAGTGCTCGCTGCAGCCGAAAGCGTTGGCGCCTCTGGA 
AAAGACCTGCTCACCGCATTCGCCGTGGCCTACCAGGTACACACCAGACTTTCAGATGTC 
GCACCAGTTCGCGCCAAAGGTTTCGATCACACCACCCAAGGAGCATTCGCAGCGGGCGCA 
TCTGCTGCCAAGGCACTGGGTTTGCCAGCTGATCAAATCGCCAACGCACTGGCCATCGCA 
GGAACAGCCAATGTTGCACTTCGTGTCACTCGCACTGGAAACTTGAGCCACTGGAAAGGC 
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CTTGCCTACCCACACGTGTCCAAAGAAGGAACCTGGGCAGCACTGCTCGCAAGCCGAGGT 
ATTACCGGTCCGGAAGAAGTCTTCGAAGGCAACAAGGGATTCAAAGAGTCCGTCTCCGGA 
CCGTTCGAGATCGATTGGTCC7U\GGAAGACTTGGAAAGCGTTAAGCGCACCATCATCAAG 
AAACACAACGCGGAAATTCACTCGCAGTCAGCGCTTGATGCAGCCCAAGAAATACGCGCA 
CAAGAAGGCTTCAATGTGGACAACATTGAAAAGATTCACCTGACTACTTTCGACGTTGCC 
TACTCCATCATTGGCGGCGGCGAAGAAGGCGACAAACAGCTTATTCGCACCAAAGAAGAA 
GCCGATCACTCACTGCCGTGGATGCTCGCTGTAGTTCTGCTGGATGGTCAGCTCAATCCC 
GAACAGTACGAACCATCACGCATCGTTGCTGATGATGTACAAACCTTGATGAAGAAAATC 
GAAATCACACCGTCAGATGAATTCTCTGATCGCTTCCCTGACCACATGCCAGCTGATCTA 
GAAGTCACACTAT^CGATGGCTCGGTGTTCAAAGCTTCACAAGATAGCTACTTAGGCTTC 
CACGACAATCCCCTAGATTGGGAC/iLACGCGCGCAAGAAATTCGATGCCCTTGTCACACCA 
TTCACCGGTGAAGAACTACGTGAAGAAATCGCCACGATCATTCACGAGCTCGATAGCCGA 
CAGGTTTCTGAACTCACAGAAGCCCTGGCCAAAGTCTCCACCACCCGCAGC 

>RXAO 107 7 -downstream 
T7\AAAC T T T T T G AAAG G AG C T C A 

>RXAO 1 08 9-upst ream 

AAAAATTCGGTTCACAAAAGGTTTATCAGTCCAGCTTAAACCCATCGCACGGGCGGGAGA 
ATTAGACTCAAGGCACATCACATTGAAGGAGCTTCTTATC 

>RXA0108 9 

TTGTCTCGATTTGCTGCCAACCTGTCATTGACTTTTACTGAGCTAGATTTCCTGGATCGT 
TTTGATGCCGCTTCGAAGCATGCTTTCAGTGCCGTGGAGTTTCAGTACCCTTACGATTTC 
GATGTTCAAGAGATTAAACAGCGTGCTGATTCCGCAGGTCTGCCCATTGAACTGTTCAAT 
GCCCCACCTGGGGATACTTTTGGTCTTGCGGCACTGGCTTCCCCTGAAGACTTTCAACAA 
TCCATCGAGCAGGCCATCACGTACGCCACAGTGTTGAAGCCAAAGAAGATGCATGTCATG 
GCTGGCATCGCGGACGTAACCTCAGAAACCACGGCGCGCTATGTGGAGAATATTCGCTGG 
GCTGCGCAGCAACTAGACAAGCTCGACGTTGTCGTTGTTATTGAACCAATTAATCACTAT 
TCGGTTCCCGGTTATTTCCTGCACACTTTAGAGCAGGCGTATTGGCTTATCGACAGCATT 
GCCCACCCCAATGTGAAGATCTTATTCGATACTTTCCACCTTCAGCAGATTCATGGCAAT 
CTCACCCGCCGCCTGCGCGAGGTTCATGGCGCAGGTCTTTTGGGACACGTGCAAGTGGCC 
TCAGTTCCTGATCGACACGAACCTGGCACTGGCGAAGTCAATGCGGCGTATATCTTCCAA 
CTCCTAAGCGAACTGGGATATGACGGTGTCATCGCTGGCGAATACCACCCTGCTGGTGAA 
ACTACAGCCGGTTTGGGCTGGTTGGAGCTC 

>RXA0108 9-downstream 
TAGATCGTAAGTGGTGTCGTACC 

>RXA01093-upstream 

CAGAGGCGTAGAACATTGTCTGTTCACACTCTGGGTCGCAAGATTCATCGAGAATTAATG 
GTAGTACCTGTGGCTTGAGGGGGAATGACGTACTAGGCTT 

>RXA01093 

ATGGGCGTGGATAGACGAACTAAGATTGTATGTACCCTAGGCCCAGCGGTGGCTAGTGCA 
GATGGAATTCTGCGTTTGGTAGAAGACGGCATGGATGTTGCTCGCCTCAACTTCTCCCAT 
GGTGACCACCCAGATCATGAGCAAAACTACAAGTGGGTCCGCGAGGCGGCGGAGAAGACT 
GGCCGTGCAGTCGGTATTCTCGCAGACCTCCAAGGACCGAAGATCCGTCTTGGCCGTTTC 
ACTGACGGCGCAACCGTGTGGGAAAACGGCGAGACCATTCGGATCACCGTTGACGATGTA 
GAGGGAACGCACGATCGTGTGTCCACCACCTACAAGAATCTGGCAAAAGACGCGAAGCCA 
GGCGACCGCCTGCTCGTTGATGACGGCAAGGTTGGCCTCGTCTGCGTTTCCGTCGAAGGT 
AACGACGTCATCTGTGAGGTTGTTGAGGGCGGACCAGTCTCCAACAACAAGGGTGTTTCC 
CTGCCAGGTATGGATATTTCCGTACCTGCACTGTCCGAAAAGGATATCCGTGACCTGCGC 
TTCGCCCTGAAGCTCGGCGTGGACTTTATTGCACTGTCCTTCGTACGTTCCCCAGCAGAT 
GCTGAACTCGTTCACAAGATCATGGACGAAGAAGGTCGTCGTGTTCCTGTGATCGCCAAG 
CTGGAAAAGCCAGAGGCTGTCACCTCCCTCGAGCCAATCGTGTTGGCATTCGACGCCGTC 
ATGGTTGCTCGTGGTGACCTCGGCGTTGAGGTTCCTCTGGAGGAGGTTCCACTGGTTCAG 
AAGCGCGCAATCCAGATTGCCCGTGAGAACGCAAAGCCAGTTATCGTGGCAACCCAGATG 
CTGGATTCCATGATTGAGAACTCCCGCCCAACCCGTGCGGAAGCTTCTGACGTGGCAAAC 
GCTGTGCTCGATGGCGCAGATGCTGTCATGCTTTCTGGTGAAACTTCAGTGGGCAAAGAT 
CCGCACAACGTTGTGCGCACCATGTCTCGCATTGTTCGCTTCGCTGAAACCGACGGTCGC 
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GTCCCAGACCTGACCCACATCCCTCGCACTAAGCGTGGCGTTATTTCCTACTCTGCACGT 
GATATCGCCGAGCGCCTCAACGCTCGTGCATTGGTTGCGTTCACCACCTCTGGTGATACC 
GCAAAGCGTGTGGCTCGTCTGCACAGCCACCTGCCACTGCTCGTGTTCACTCCAAATGAG 
GCAGTTCGCTCTGAGCTGGCGCTGACCTGGGGTGCAACCACCTTCCTGTGTCCACCTGTC 
AGCGATACCGATGACATGATGCGCGAAGTCGACCGTGCTCTTTTAGCAATGCCTGAGTAC 
AACAAGGGTGACATGATGGTTGTTGTTGCAGGTTCCCCTCCTGGTGTTACCGGTAACACC 
AACATGATTCACGTCCACCTTCTTGGTGACGACACAAGGATTGCAAAGCTC 

>RXA010 93-downstream 
T7U\TCGC T T AAAT CT T T CAAAAA 

>RXA01099-upstream 

GGATGAGGGCATTGATTCCGTCATCATTGGCAAGGCACTTTATGAGCACAAGTTCACCCT 
CGAAGAGGCTTTGGCTGCAGTAGAAAAGCTCGGTTAATAC 

>RXA010 99 

ATGGATGCTCGTGGGATGTTGGCCATTGCGGAGGCCGTTGTAGATGATGCCGAAGCCCTC 
TTCATGCAGGGCTTCGGAGCTGCACCTGCCCATATGAAATCCCCGGGGGATTTTGCCACG 
GAAGTGGATATGGCCATCGAATCCCATATGCGTTCGATGCTGAACATGATGACAGGCATT 
GCTGTCATCGGTGAAGAAGGTGGCGGTGCGACCTCCGGCACGCGCTGGGTGATTGATCCC 
ATCGACGGCACCGCCAACTTCGCGGCGTCCAACCCGATGAGCGCGATCCTGGTGTCTTTG 
CTTGTCGACGACCAGCCCGTCCTGGGTATTACCTCCATGCCCATGCTGGGTAAACGCCTC 
ACCGCTTTTGAAGGTTCACCGCTGATGATCAACGGTGAACCTCAGGAACCATTGCAAGAA 
CAATCCAGTTTGGTATCCCACATTGGTTTTAGTTCCATGGCCTCCCCGCGCAATACAGCG 
TTTCCTGTGGAGTTGCGTCGGGATCTTCTGACCGAGCTCACGGAATCGTATCTTCGTCCC 
CGCATTACAGGTTCGGTGGGTGTTGATCTCGCGTTCACTGCGCAGGGCATTTTTGGAGCA 
TGCGTATCGTTTAGTCCTCATGTTTGGGACAATTCCGCAGGCGTGATGTTGATGCGCGCT 
GCTGGTGCACAAGTTACTGACACCGAAGGCCATCCGTGGGCACCAGGTAGGGGAGTCGTG 
GCCGGAACAAAAAGGGCTCACGATGTGCTGTTAAGTAAGATTGAAAAAGTTCGGTTGATG 
CATGCAGATGCAGGTAATGACCAGTCGTTAAATGAGGAGTACAAG 

>RXA010 99-downstream 
TAAAATGGGCGTGGCAATTCGAG 

>RXAO 1 1 1 1-ups t ream 

AGAAAACCCTGCCGATGCAAACTTTGAGGAGAGATTCAATCAAGGAATAGAAATCATTCT 
GGTGGGTCTAGACGCGCTTGGGCATATAAGATGACGTTCC 

>RXA01111 

ATGACATCAACGATTGAGCACTCGTACCAAGTTTGGCCTGGACATGCTTATCCTCTGGGT 
TCAACCTATGACGGTGCTGGAACGAACTTCGCACTCTTCTCCGACGTTGCAGAGCGTGTT 
GAGCTGTGTCTATTAGATGCAGATAACAACGAGACTCGAATTCCACTCGAAGAGCGCGAT 
GCCCACATTTGGCATTGCTACCTTCCTGGCGTTCAACCTGGACAGCGCTACGGATTCCGA 
GTTCATGGCCCGTGGAACCCAGATGAGGGTAAGCGGTGCGACGCGAACAAACTTCTAGTT 
GATCCCTATGCTCGTGCTTTCGATGGAGATTTTGATGGACATCCGTCACTATTTTCTTAC 
GACATCACCAATCCAAATGACCCCAACGGTCGCAATACCGAAGACAGCATTGATCACACA 
ATGAAGTCTGTCGTGGTGAACCCATTC 

>RXA01130 

GTTGGTGCCCTGACTGGTCTTGAGCGCGTTGAGAAGATCACCCGCATCAATGGCCGTGGC 
CTGGATCTGCGCGCAGAGGGTCTGAACCTCTTCCTGCAGTACACTGACGCTCCTGGTGCA 
CTGGGTACCGTTGGTACCAAGCTGGGTGCTGCTGGCATCAACATCGAGGCTGCTGCGTTG 
ACTCAGGCTGAGAAGGGTGACGGCGCTGTCCTGATCCTGCGTGTTGAGTCCGCTGTCTCT 
GAAGAGCTGGAAGCTGAAATCAACGCTGAGTTGGGTGCTACTTCCTTCCAGGTTGATCTT 
GAG 

>RXA01130-downstream 
TAATTAGAGATCCATTTGCTTGA 

>RXA01133-upstream 

TGTTTCTAGTCGCACGCCAAAACCCGGCGTGGACACGTCTGCAGCCGACGCGGTCGTGCC 
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TGTTGTAGACGGACATTCCTAGTTTTTCCAGGAGTAACTT 
>RXA01133 

GTGAGCCAGAATGGCCGTCCGGTAGTCCTCATCGCCGATAAGCTTGCGCAGTCCACTGTT 
GACGCGCTTGGAGATGCAGTAGAAGTCCGTTGGGTTGACGGACCTAACCGCCCAGAACTG 
CTTGATGCAGTTAAGGAAGCGGACGCACTGCTCGTGCGTTCTGCTACCACTGTCGATGCT 
GAAGTCATCGCCGCTGCCCCTAACTTGAAGATCGTCGGTCGTGCCGGCGTGGGCTTGGAC 
AACGTTGACATCCCTGCTGCCACTGAAGCTGGCGTCATGGTTGCTAACGCACCGACCTCT 
AATATTCACTCCGCTTGTGAGCACGCAATTTCTTTGCTGCTGTCTACTGCTCGCCAGATC 
CTGCTGCTGATGCGACGCTGCGTGAGGGCGAGTGGT^GCGGTCTTCTTTCAACGGTGTGG 
AAATTTTCGGAAAAACTGTCGGTATCGTCGGTTTTGGCCACATTGGTCAGTTGTTTGCTC 
AGCGTCTTGCTGCGTTTGAGACCACCATTGTTGCTTACGATCCTTACGCTAACCCTGCTT 
CGTGCGGGT 

>RXA01193-upstream 
CACCAGGAGTCGGT 

>RXA01193 

ATGCGCGTGGCTCTGTCCGGCCTGACCATGGCGGAGTACTTCCGCGATGTTCAGAACCAG 
GACGTGCTGCTGTTCATCGACAACATCTTCCGTTTCACCCAGGCAGGTTCTGAGGTTTCC 
ACCCTTCTGGGTCGTATGCCTTCCGCCGTGGGTTACCAGCCAACCCTGGCTGACGAGATG 
GGTGTTCTCCAGGAGCGCATTACCTCCACCAAGGGCCGTTCGATTACCTCTCTGCAGGCC 
GTTTACGTTCCTGCCGATGACTACACCGACCCGGCTCCAGCGACCACCTTCGCTCACTTG 
GATGCAACCACCGAGCTTGACCGCTCCATTGCTTCCAAGGGTATTTACCCAGCAGTGAAC 
CCACTGACCTCCACCTCTCGTATTCTCGAGCCAGCAATCGTTGGTGAGCGTCACTACGAG 
GTTTCTCAGCGTGTCATCGGCATTCTGCAGAAGAACAAGGAACTTCAGGACATCATCGCC 
ATCCTTGGTATGGACGAGCTTTCTGAAGAGGACAAGATCACCGTTGCACGTGCGCGTCGC 
ATCGAGCGCTTCCTGGGTCAGAACTTCTTCGTTGCAGAGAAGTTCACCGGTCTTCCTGGC 
TCCTACGTGCCACTGACCGACACCGTCGACGCTTTCGAGCGTATTTGCAACGGCGACTTC 
GACCACTACCCAGAGCAGGCTTTCAACGGCCTCGGTGGTTTGGACGATGTCGAAGCTGCA 
TACAAGAAGCTGACCGGAAAG 

>RXA01193-downstream 

T AAG G TAG AG AC AC AT G G C T G AA 

>RXA01 194 -upstream 

ACTTCGACCACTACCCAGAGCAGGCTTTCAACGGCCTCGGTGGTTTGGACGATGTCGAAG 
CTGCATACAAGAAGCTGACCGGAAAGTAAGGTAGAGACAC 

>RXA01194 

ATGGCTGAAATCACCGTTGAACTGGTGTCTGTAGAGCGCATGCTGTGGGCCGGCCAGGCC 
TCCATCGTGACTGCACAGACCACCGAGGGTGAGATCGGCGTGCTGCCCGATCACGAGCCT 
CTTCTCGGCCAATTGGTTGAGAACGGTGTCGTGACCATCCAGCCGATCGACGGCGAAAAG 
CTTATCGCCGGCGTTTCGGATGGATTCCTCTCCGTATCTAAGGAAAAGGTGACGATCCTC 
GCGGACTTCGCCGTCTGGGCGAATGAGGTTGATACCGCATCCGCCGAGGCTGACCTTAAT 
TCGGACGACGAGCTGGCCAAGGCACACGCCGAGGCTGGGCTGCGCGCGGTCCGCCGCAGC 
AGCGAAGGTCTC 

>RXA01 194 -downstream 
TAAACCTCCGTTTAGCTGAAGTA 

>RXA01200 

GGCTGTCTTCGGTGGAAAAGTGAGCCATCTGTTCTCGAAGTCCTCAAGGACGCCGCAGAG 
CAGACCTGGTCCACTCCACGCGAGTTCCGCGCTGGACTAGTCCAACTTGGCCGTCGCGCC 
CTTCTTCGCTCTGCGGAGAAACAGGGTCAGCTTGGTCAGGTGGAAGATGAACTGTTCCGA 
CTCAGCCGAATCCTGGATCGCGT^AAGCAAGCTGACTCAGCTTCTTTCAGATCGCACTCAG 
GAAATTGGCGGTCGACGTGACCTCCTGGCTAAGGTGCTCTACGGCAAGGTAACTGCTGTT 
ACCGAAGCCCTCGCACTGCAGGCTATTGGTCGCCCTGAGCACAACCCAATTGACGATATC 
GCAGCTTTGGCTGGCGCTGTAGCAGAGCTACAGGGTCGTTCCGTTGCACATGTCGTTACC 
GCAGTTGAACTCAACGAGGGACAGCAACAAGCGCTAGCTGAAAAGCTGGGACGTATTTAT 
GGTCGTGCGATGAGCATCCACTCCGAGGTTGATACCAGCCTCCTCGGTGGAATGATCATC 
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TAAAGACACGACGAATTAGACAA 



>RXA01201-upstream 



>RXA01201 

ATGGCGGAGCTGACGATCTCCTCCGATGAGATCCGTAGCGCC 



ccagtcggcgaggcattccttggccgcgttatcaaccccct^gSc 

==== 



CG 
TC 
TG 
GC 

:5A 

STTCCTACCAiCGTGflTTTCCATCAC^-------"^^''''™^ 



rGCACCCGCTTCC 

:gcccagcactgg 
jcaggctgaggca 

^TACCCAGGTGAC 

GCAGGTTCTATTACAGCACTGCCAAT^7— 



STGTACCAGGGCAACCACGTCCTGG??S?JIcS?STC5Srr^Ir^^^^ 



CGCGACCTGGAAGCATTCGCTACCTTCGCATCT( 
CTTGAGCGTGGCCAGCGCCTCGTTCAGCTGTTGi 

gttgagtaccagatcatttctctctggcttgcac 

3TTGAAGATGTTCGTCGCTTCGAGTCCGAACTGC 



:tgagaacgcacctcaggct 



>RXA0 12 01 -downstream 

taaggcagcgagcctacactaaa 



>RXA01202-upstreain 

agaaagaccagctcaccgi 

taaatgactgtccaagcaactgaagggaggcgtg;^^^ 

>RXA012 02 

r^^illilTiiiiii 



^n^^e^S^SS!?^S??^^?^^C^C^GGTCAGCAAGAAGTAAGGCAGCGAGCCTACAC 
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CCGGATGCAGACACTCTGCTTGAGGCACTGCTTCCGCAGTACGTCTCTCGTAGGCTGTTC 
TCCATCTTCTTGGAGGCTGCAGCTGCAGAGTCCGCTTCACGTCGAAACGCGATGAAGTCT 
GCGACTGACAACGCTACGGAACTGGTCAAGGACCTGTCCCGTGTGGCCAACCAGGCACGT 
CAGGCACAGATCACCCAGGAAATCACAGAGATTGTTGGTGGCGCAGGCGCGCTCGCCGAC 
AGCGGAGAAAGTGAC 

>RXA01202-ciownstream 

T AAT TAT GAG TAG AG C T C T T G AA 



>RXA01203-upstream 

GTGTGGCCAACCAGGCACGTCAGGCACAGATCACCCAGGAAATCACAGAGATTGTTGGTG 
GCGCAGGCGCGCTCGCCGACAGCGGAGAAAGTGACTAATT 

>RXA01203 

ATGACTACAGCTCTTGAAGAGCAGAACGCACAGCAGGCAGCCACTGCCGGCCGTGTCGTG 
CGTGTCATTGGTGCGGTCGTCGACGTGGAGTTTCCCCGCGGCGAGCTGCCAGCACTGTAC 
AACGCACTTACTGTAGAGGTAACCCTCGAATCAGTTAAGAAGACCGTTGTTCTCGAGGTT 
GCTCAGCACCTCGGCGACAACCTCATCCGCACCATCGCTATGGCACCAACCGACGGACTT 
GTCCGCGGTGCTGCTGTAACCGATACTGCACGCCCAATTTCCGTACCAGTGGGCGATGTT 
GTTAAGGGCCACGTATTCAACGCTTTGGGCGACTGCCTAGACGACGTTTCCCTGAACAAC 
AACCCAGAGATCGAGCGTTGGGGCATCCACCGCGAGCCACCATCATTCGATCAGCTTGAG 
GGTAAGACCGAGATCCTGGAAACAGGCATCAAGGTTATCGACCTTCTCACCCCTTACGTT 
AAGGGTGGAAAGATCGGCCTCTTCGGTGGTGCAGGTGTGGGTAAGACCGTTCTTATCCAG 
GAAATGATCACCCGTATTGCACGTGAGTTCTCCGGTACTTCCGTGTTCGCAGGTGTTGGT 
AAGCGTACCCGTGAGGGCACCGACCTCTTCCTCGAAATG . 



>RXAO 120 4 -upstream 

TTACAGCGAGTTTTTCAGACGTCCATCGCACCGTGCACAACAACATTTCAGGTGCACGGC 
CCGAACACGGGAGAGAACGCTGAGCGTTACAACACTGTCC 

>RXA01204 

ATGAAGGGCGAATTCCACGCCCCCGATTTGGACAAAGAATTTTTCCCGGGGCACGTAACC 
GATAGTGGTGAAGTCGTGAACATGCTGTTCACCGATTTCGCTAATGGTTGGTTCGCAATG 
GACCGCATCGTATTGATCCGTCTTCTTATGACGGCAGTCGTTGTGGTCTTCTTCCTTTGG 
GCTATGCGCAAGCCAAAGCTTGTTCCGCATGGCGTCCAGAATTTTGCAGAGTACGCACTC 
GATTTCGTTGGTATTCACATCGCTGAAGACATCCTCGGAAAGAAGAAAGGTCGTCGGTTC 
CTGCCGATCCTGGCCACCATCTTCTTCGCGGCTCTGTTGATGAACCTTGCAACGATCATC 
CCGGGACTAAACATCTCCTCCAACTCACGTATTGCATTCCCAATCGTGATGGCGGTAGCT 
GGTTACATCGCGTTTATCTACGCAGGCTCTAAGCGTTACGGATTCTTCAAATATGTGAAG 
TCTTCTGTTGTGATTCCGAACATTCCACCAGCACTTCACGTCTTGGTGGTTCCAATTGAG 
TTCTTCTCTACATTCATCTTGAGGCCAGTCACCCTGGCACTGCGTTTGATGGCCAACTTC 
CTTGCTGGCCACATCATCCTGGTTCTGCTTTTCTTCGCAACGAACTTCTTCTTCTTCCAG 
TTCAACGGATGGACAGCAATGTCCGGCGTAACCATCTTGATGGCAGTACTCTTCACGGTT 
TACGAGATCATTGTTATCTTCCTGCAGGCATACATCTTCGCT 

>RXA01216 

ACCGACCACACTCTGTCTGCACTGCTGGATGCACACGTGGAAGTTCCAACCGCTGTCACC 
GTGTTGACCATGCGTCTGGATGACCCCACCGGCTACGGCCGCATCGTGCGCAACGAAGAA 
GGCGAAGTCACCGCCATCGTTGAGCAAAAAGATGCTTCAGCAGAAGTCCAAGCCATCGAT 
GAGGTCAACTCCGGTGTCTTTGCTTTCGACGCCGCCATCTTGCGTTCCGCACTGGCTGAA 
CTGAAGTCCGACAACGCTCAGGGCGAGCTGTACCTGACCGACGTTTTGGGCATTGCTCGT 
GGCGAGGGCCACCCAGTGCGCGCCCACACCGCCGCCGATGCTCGTGAACTCGCCGGCGTC 
AACGATCGTGTGCAGCTCGCAGAAGCCGGCGCCGAACTAAACCGTCGCACCGTCATCGCC 
GCTATGCGTGGTGGCGCAACCATCGTTGATCCAGCAACCACCTGGATCGATGTGGAGGTT 
TCTATCGGACGCGACGTGATCATCCACCCTGGCACCCAGCTCAAGGGCGAAACTGTCATC 
GGAGACCGCGTTGAAGTTGGTCCAGACACCACCTTGACCAACATGACCATCGGCGACGGC 
GCATCCGTAATCCGCACCCACGGTTTCGACTCCACCATCGGTGAAAACGCCACCGTTGGC 
CCCTTCACCTACATCCGCCCAGGAACCACACTGGGACCAGAAGGCAAGCTCGGTGGCTTC 
GTAGAAACCAAGAAGGCCACAATCGGCCGTGGCTCCAAGGTTCCACACCTCACCTATGTC 
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GGCGACGCCACCATCGGCGAGGAATCCAACATCGGAGCCTCCTCTGTCTTCGTGAACTAC 

GACGGTGAAAACAAGCACCACACCACCATCGGCAGCCACGTTCGCACTGGTTCTGACACC 

ATGTTTATCGCTCCAGTGACCGTGGGTGACGGAGCGTATTCCGGAGCCGGTACAGTAATT 

AAAGACGATGTTCCGCCAGGAGCCCTTGCCGTGTCCGGCGGACGCCAACGAAACATCGAA 

GGCTGGGTGCAAAAGAAGCGCCCTGGAACCGCTGCAGCACAAGCCGCAGAAGCCGCCCAA 
AACGTCCACAACCAGGAAGGC 

>RXA01216-downstreain 
TAAGCAGGATCCTCATGACTGCT 

>RXA01225-upstream 

TTTGGGCTAATGTTGGGGGGAGTGCTTTCAACTATCCACGAGAGCTGCCCAGTGATAAAC 
CCCGGGTTAACCCCACGCCTAAGTCAGTGAAGGACTTTTT 

>RXA01225 

ATGACGCACAACCACAAGGACTGGAACGATCGCATTGCAGTTGCGGAGGAAATGGTGCCG 

TTGATCGGGCGCCTGCACCGCAACAACAACGTGGTGGTTTCCGTATTCGGTCGTCTCCTT 

GTGAATGTCTCAGACATCGATATCATCAAGTCTCACCGCTACGCCCGCCACATCATATCC 

AAGGAACTTCCACTGGAAAGCTCCTTGGATATTTTGCGCGAACTGGTAGATATGAACCTT 

GGTACCGCATCGATCGACCTGGGACAGCTGGCCTACAGCTTCGAAGAATCCGAAAGCACC 

GACCTGCGTGCCTTCCTGGAGGACGCTCTCGCGCCGGTCATTGGTGCGGAAACCGACATC 

AACCCAACTGATATCGTGCTGTACGGTTTCGGCCGCATCGGTCGCCTGCTGGCCCGCATC 

CTGGTTTCCCGCGAGGCACTGTATGACGGTGCTCGTCTGCGCGCCATCGTGGTCCGCAAA 

AATGGTGAAGAAGACCTGGTCAAGCGCGCATCCTTGCTGCGTCGTGATTCTGTCCACGGT 

GGATTCGATGGCACCATCACCACCGATTATGACAACAACATCATCTGGGCCAACGGCACC 

CCAATCAAGGTCATCTACTCCAATGACCCAGCCACCATTGATTACACCGAATACGGCATC 

AATGACGCCGTCGTGGTAGACAACACCGGCCGCTGGCGTGACCGCGAAGGCCTGTCCCAG 

CACCTCAAGTCCAAGGGCGTTGCCAAGGTTGTACTCACCGCGCCGGGCAAGGGCGATCTG 

AAGAACATCGTGTACGGCATCAACCACACCGACATCACCGCAGATGATCAGATCGTTTCC 

GCAGCATCATGCACCACCAATGCCATTACCCCAGTGCTCAAGGTGATCAATGATCGCTAC 

GGCGTGGAATTCGGCCACGTAGAAACCGTTCACTCCTTCACCAATGACCAGAACCTGATC ' 

GACAACTTCCACAAGGGTTCTCGCCGTGGTCGCGCAGCAGGTCTGAATATGGTTCTCACC 

GAAACCGGCGCTGCAAAGGCTGTATCCAAGGCGCTTCCAGAGCTGGAAGGCAAGCTCACC 

GGCAATGCCATCCGCGTTCCTACCCCTGACGTGTCCATGGCTGTGCTCAACTTGACCCTG 

AACACGGAGGTGGACCGCGATGAGGTCAACGAGTTCCTCCGCCGTGTGTCCCTGCACTCT 

GACTTGCGCCAGCAAATCGACTGGATCCGTTCCCCAGAGGTTGTTTCCACTGACTTCGTG 

GGCACCACCCACGCGGGCATCGTTGATGGTCTAGCCACCATCGCAACCGGTCGCCACCTG 

GTGCTTTACGTGTGGTACGACAACGAGTTCGGCTACTCCAACCAGGTCATTCGCATCGTC 

GAGGAGATCGCCGGCGTGCGTCCTCGCGTGTACCCGGAGCGCAGGCAGCCAGCCGTACTA 

>RXA01225-downstream 
TAGGTTATCCAAGCCTAATACAC 

>RXA01227-upstream 

GGATAATCGAAAATATGTGCCCCTTGGTGAAGGGTCGGGGAGCTAATAGGATGACAGTGA 
ACCTATTTTCCACGTCTTTATCCGTAGTATTGGAGATCCG 

>RXA01227 

ATGACCTACACAATCGCCCAGCCCTGCGTTGATGTCCTGGATCGAGCCTGCGTCGAGGAA 

TGTCCCGTGGACTGCATCTACGAGGGCAAACGGATGCTCTACATCCACCCCGATGAGTGC 

GTCGACTGCGGTGCCTGCGAGCCCGTCTGCCCGGTTGAAGCCATCTTCTACGAAGATGAT 

GTTCCCCACGAATGGTGGGACTACACCGGCGCTAACGCCGCCTTTTTCGACGACCTCGGT 

TCGCCAGGCGGTGCCGCCAGCCTGGGTCCGCAGGACTTCGACGCCCAGCTCGTCGCGGTG 
CTGCCGCCACAGAACCAGAAC 

>RXA01227-downstream 
TAGGACCTGATATCGGCCCTAAA 

>RXA0124 2-upstream 

CGCCGGCAACCAAATGAGGCTTTTGGGCGTTGGACAGTGAGACAATGGGTAAGAAATTCG 
GACATATTTAGTAAATTGGCTTTTTGCTTTAAGGAGTGAC 
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>RXA01242 

ATGTACGCAGAGGAGCGCCGTCGACAGATTGCCTCATTAACGGCAGTTGAGGGACGTGTA 
AATGTCACAGAATTAGCGGGCCGATTCGATGTCACTGCAGAGACGATTCGACGAGACCTT 
GCGGTGCTAGACCGCGAGGGAATTGTTCACCGCGTTCACGGTGGCGCAGTAGCCACCCAA 
TCTTTCCTUy^CCACAGAGTTGAGCTTGGATACTCGTTTCAGGTCTGCATCGTCAGCAAAG 
TACTCCATTGCCAAGGCAGCGATGCAGTTCCTGCCCGCTGAGCATGGCGGACTGTTCCTC 
GATGCGGGAACTACTGTTACTGCTTTGGCCGATCTCATTTCTGAGCATCCTAGCTCCAAG 
CAGTGGTCGATCGTGACCAACTGCCTCCCCATCGCACTTAATCTGGCCAACGCCGGGCTT 
GATGATGTCCAGCTGCTTGGAGGAAGCGTTCGCGCGATCACCCAGGCTGTTGTGGGTGAC 
ACTGCGCTTCGTACTCTCGCGCTGATGCGTGCGGATGTAGTGTTCATCGGCACCAACGCG 
TTGACGTTGGATCACGGATTGTCTACGGCCGATTCCCAAGAGGCTGCCATGAAATCTGCG 
ATGATCACCAACGCCCACAAGGTGGTGGTGTTGTGTGACTCCACCAAGATGGGCACCGAC 
TACCTCGTGAGCTTTGGCGCAATCAGCGATATCGATGTGGTGGTCACCGATGCGGGTGCA 
CCAGCAAGTTTCGTTGAGCAGTTGCGAGAACGCGATGTAGAAGTTGTGATTGCAGAA 

>RXAO 12 4 2 -downstream 
TGATTCTTACAGTCACTGCAAGT 

>RXA012 4 3-upstream 

GCGCAATCAGCGATATCGATGTGGTGGTCACCGATGCGGGTGCACCAGCAAGTTTCGTTG 
AGCAGTTGCGAGAACGCGATGTAGAAGTTGTGATTGCAGA 

>RXA012 4 3 

ATGATTCTTACAGTCACTGCAAGTCCGTATCTGTTGAGCACCAATGAGCTTGACGGCACC 
ATCGAAATTGGCGAAGCAAACAAAATCCGGCAGGTTTCCACTGTTGCCGGTGGTTTTGGC 
ACCGGTGTGGCTGCCACCTTGTTTTATGGCGGCT^TGAAACTTTTGCAGTTTTTCCCGCT 
CCAGAAATCTCTCATTACATGCGCCTGGTGACGTTTGCTGGGTTGCCTCATGAAATTATT 
CCGGTGGCAGGTCCCATCCCCATGCATTTGACCATGCGTGATGCAGAGGGCAATGAGACT 
AAGTTCAAAGACTCCCCCATGCCTTTGGATGTGTCCCAGTTGGCAATTCTTCGTGATCTA 
GTGGTGCGTCGAGCCGAAGATGCCGCGTGGGTGTTGTTGGGTGGCAATTTGCCGTCTATC 
GCGCCTGCTGCGTGGTTTGTGGATGTGGTGAGATCACTTCGCTTGTACCACCCTCATGTG 
AAGGTAGCTATCGCAGCAACTGGTGCTGCGTTGCGTGCGGTTATTCGACAGCTTGCAGCT 
ACGTCCCCGGATGCGCTGATTGTGGCTGCGGAAGAAATCGAAATTGCCACTGGATTAGAA 
CCCAAAACCTTGAGAGGTCCATGGGTAGAGGGAGATCTCTCCCCGACTGTGGCGGCAGCG 
CGCGCTTTAATTGATAGCGGTGTCACCGAGGTGTTGGTTACCAAC7\AGCGGACGGAATCT 
TTGTATGTTTCCGAGTCTGAATCACTGTTAGCCAGCTACGACAGCACCCCTGGTAAGCAG 
GGCGTGAATTGGCGGGAATCTTTTACTGCAGGATTCTTGGCAGCATCCAATGATGGAAAA 
TCCACTGAGGACAGCGTGATCAACGCGGTTGCTTACGCCAACGCTGAAGGCAGTGAGTGG 
GACAACTACATTCCCACACCCGATAAGCTTCGGGCGGAGCACGTGGTCATCAAATCGCTT 

>RXA012 4 3-downstream 
TAG AC C AC G C AAAAAG C C T C AAA 

>RXAO 125 9-upst ream 

AAGAGAATTATTTCTAAAATTCGGTATCGTCTAAGAAATGAGTTTGCCAATAGCTCAGCA 
TCAAAATGCTGTAAAAACTGTCGTGGTACCAGCTGCAGGA 

>RXA0125 9 

ATGGGAACACGGTTCCTTCCTGCAACGAAGACAATTCCAAAGGAGCTTCTTCCTGTAGTT 
GATACCCCGGGTATTGAACTTGTTGCCAAAGAGGCTGCTGATCTTGGTGCAACTCGGTTA 
GCAATTATCACTGCTCCGAACAAAGACGGAATTCTTAAACACTTCGAGGAGTTCCCTGAG 
CTTGAGGCAACTCTTGAGGCTCGCGGTAAGACTGATCAACTGAATAAAGTTCGAGCAGCT 
CGAGAATTGATTGCAACAGTTCCAGTGGTTCAAGAAAAGCCATTGGGGCTTGGTCACGCT 
GTTGGCCTTGCTGAGTCTGTGCTCGATGATGATGAAGATGTTGTGGCTGTCATGCTGCCA 
GACGATTTGGTGCTGCCATTTGGTGTGACCGAGAGAATGGCAGAAGTTCGCGCTAAGTTT 
GGCGGATCTGTTCTTGCAGCAATTGAGGTGGCTGAAGATGAAGTCTCAAATTACGGAGTA 
TTTAAGCTCGGTGAACTCGATGCAGAGTCCGAAAGTGAAGGCATTAGGCGTGTTGTAGGA 
ATGGTTGAAAAGCCTGCGCCTGAAGATGCACCATC/^GGTTTGCCGCAACGGGCCGTTAT 
CTACTTGATCGAGCTATTTTTGATGCACTGCGTCGAATTGAGCCTGGTGCTGGTGGAGAA 
CTGCAATTAACAGATGCCATCGCATTATTGATCGAAGAAGGCCATCCGGTACACATTGTG 
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GTTCATGAAGGAAAGCGCCATGACCTTGGTAATCCAGCTGGGTACATTCCTGCTGTTGTG 
TACTTCGGACTTCGTCATGCAGAGTACGGTTCCAAGATTCACCGTGCGGTGAAGGAAATA 
CTCGCTGAGTTTGAATCT 

>RXA0125 9-downstream 
TAAAAAGGAAACCGCCTTCCACA 

>RXA012 62-upstream 

TATACTCGTCAAGGGCCTTCGATAAAACAAAGACAATTTTCCCCCGACGGGACAATCTGA 
AAAC T T G C T G T A T C AA T AAAAC AC G AAAAG G AAT AC T T T T 

>RXA012 62 

ATGAAAATTGCCGTCGCAGGGCTCGGATATGTTGGGCTTTCAAATGCAGCTCTCCTCTCT 
AAAAATCATAAAGTTGTTGCAGTTGACATTGATGAAGAACGAGTGAAACTAGTTCAAGAA 
TTTCGTTCGCCAATTGTCGATAGCGATCTCGAAGAATATCTGTCCACTAAGCCTCAAAAC 
TTAACTGCCACAACGGACGCCGAAGCCGCTTACAAAGGCGCAGATTTTATTGTTATTGCA 
ACGCCAACTAATTACGACCCAGAGTCAAACTTTTTTGATACTTCCAGCGTTGAGTCCGTA 
ATTGAGATAGTCCTTAAGGTTTCTCCTGGATCCACAATCGTAATTAAATCGACTATCCCT 
GTTGGTTTTACATCGGAACTACGCATT/iAGCATCCAGAAGCTTCGATTATTTTTTCACCT 
GAGTTCCTGCGTGAAGGCCGAGCATTCTACGACAATCTCTACCCATCCAGAGTTGTCGTT 
GGTGATCGCAGTCCTCTGGGGGAAGAATTTGCGACTCTGTTAGCTGAGGGGGCAAAAGAA 
AAGCCTCCGATTCTACTTACGGACTCAACTGAGGCAGAGGCGATTAAATTATTTTCTAAT 
ACATATCTTGCACTGCGAGTTGCTTTTTTCAACGAACTGGATACTTATGCGTCTGTTCGA 
AGCTTGGATACTAAGCAGATTATTGAAGGGGTAGGGCTCGATCCACGTATTGGATCTCAT 
TACAATAATCCTTCATTTGGATATGGCGGATATTGTCTTCCGAAAGATACGAAACAGCTT 
CTCGCCAACTATAAGGATGTCCCGCAGAATCTAATCTCTGCAGTAGTCCAAGCAAATAAG 
ACTCGTAAGGACTTTATTGCAGAGGATATCCTCAGTAAATCACCTACTGTAGTTGGAATT 
TACCGCCTTGTAATGAAGTCTGGATCAGATAACTTTCGTTCTTCTTCTATTCAAGGAGTC 
ATGAAACGAATTAAGGCCAAGGGAATCGAAATTGTAGTATTTGAACCGAATCTCGGAGAA 
GAAACTTTCTACAATTCGAAGATCCTTAATGACATCGAAGAGTTTAAGGATTACTGCGAC 
ATCATTATTGCAAATCGTCCAACCGATGAGCTTTCTGATGTACCAGAAAAAGTTTATACA 
CGTGATATTTTCCAGCGTGAC 

>RXAO 12 62 -downstream 
TAAGTGGAAAGAATCTTTTGTTG 

>RXA01311-upstream 

TCGTCTCCGCATGGGAACCAGGCGAGAATGGAACCTTCGTCTGCCACGCAGAACCACTGT 
TCTTCGAATCTGTCCCACTGCAGACAAGGAACTACAAGTA 

>RXA01311 

ATGAAACTTACACTTGAGATCTGGCGTCAAGCAGGCCCAACTGCGGAAGGCAAGTTCGAA 
ACCGTCCAGGTTGACGACGCCGTCGCGCAGATGTCCATCCTGGAGCTGCTTGACCACGTA 
AACAACAAGTTCATCGAAGAAGGCAAAGAACCATTCGCGTTCGCCTCTGACTGCCGCGAA 
GGCATTTGTGGTACCTGTGGTCTCCTCGTGAACGGTCGCCCTCACGGCGCCGACCAGAAC 
AAGCCTGCCTGTGCGCAGCGCCTGGTCAGCTACAAGGAAGGCGACACCCTCAAGATCGT^ 
CCACTGCGTTCCGCCGCATACCCAGTGATCAAGGACATGGTCGTCGACCGCTCCGCACTG 
GACCGTGTCATGGAACAGGGTGGCTACGTGACCATCAACGCAGGTACCGCACCTGACGCT 
GATACCCTCCACGTCAACCACGAAACCGCAGAACTCGCACTTGACCACGCAGCCTGCATC 
GGCTGTGGCGCATGTGTTGCTGCCTGCCCTAACGGCGCAGCACACCTGTTCACCGGCGCA 
AAGCTTGTTCACCTCTCCCTCCTCCCACTGGGTAAGGAAGAGCGCGGACTGCGTGCACGT 
AAGATGGTTGATGAAATGGAAACCAACTTCGGACACTGCTCCCTCTACGGCGAGTGCGCA 
GATGTCTGCCCCGCAGGCATCCCACTGACCGCTGTGGCAGCTGTCACCAAGGAACGTGCG 
CGTGCAGCTTTCCGAGGCAAAGACGAC 

> RXAO 1311- down stream 
TAGTCTTTAATCCAAGTAAGTAC 



>RXA01312 

GAGTCGCTGCGTAACGACGGCCGCATCTGGTCCCCTAAGGAACCGAACGATAACCGCGAT 



Appendix A, Page 39 



Atto^P Docket No.: BGI-126CP 



CCAAACACCATCCCTGAGGATGAGCGCGACTACTTCCTGGAGCGCCGCTACCCAGCATTC 
GGTAACCTCGTCCCACGTGACGTTGCTTCCCGTGCGATCTCCCAGCAGATCAATGCTGGT 
CTCGGTGTTGGACCTCTGAACAACGCTGCATACCTGGACTTCCGCGACGCCACCGAGCGC 
CTCGGACAGGACACCATCCGCGAGCGTTACTCCAACCTCTTCACCATGTACGAAGAGGCA 
ATTGGCGAGGACCCATACTCCAGCCCAATGCGTATTGCACCGACCTGCCACTTCACCATG 
GGTGGCCTCTGGACTGACTTCAACGAAATGACGTCACTCCCAGGTCTGTTCTGCGCAGGC 
GAAGCATCCTGGACCTACCACGGTGCAAACCGTCTGGGCGCAAACTCCCTGCTCTCCGCT 
TCCGTCGATGGCTGGTTCACCCTGCCATTCACCATCCCTAACTACCTCGGCCCATTGCTT 
GGCTCCGAGCGTCTGTCAGAGGATGCACCAGAAGCACAGGCAGCGATTGCGCGTGCACAG 
GCTCGCATTGACCGCCTCATGGGCAACCGCCCAGAGTGGGTCGGTGACAACGTTCACGGA 
CCTGAGTACTACCACCGCCAGCTTGGCGATATCCTGTACTTCTCCTGTGGCGTTTCCCGA 
AACGTAGAAGACCTCCAGGATGGCATCAACAAGATCCGTGCCCTCCGCGATGACTTCTGG 
AAGAACATGCGCATCACCGGCAGCACCGATGAGATGAACCAGGTTCTCGAATACGCAGCA 
CGCGTAGCCGACTACATCGACCTCGGCGAACTCATGTGTGTCGACGCCCTCGACCGCGAC 
GAGTCCTGTGGCGCTCACTTCCGCGACGACCACCTCTCCGAAGATGGCGAAGCACAACGT 
GACGACCAAAACTGGTGCTTCGTCTCCGCATGGGAACCAGGCGAGAATGGAACCTTCGTC 
TGCCACGCAGAACCACTGTTCTTCGAATCTGTCCCACTGCAGACAAGGAACTACAAG 

>RXAO 13 12 -downstream 

T AAT G AAAC T TAG AC T T GAG AT C 

>RXAO 132 5 -upstream 

GCGCAGCGCTCGGACGATTACGAACTTCAGGAGAACTCGGGGTCATTCGTTGCATTCTAC 
CCTGGAAATTTTCCCACACTAAGTCAGGTCTAAGTAGGGT 

>RXA0132 5 

ATGGATATGACGATTTCCCGCTCCACCATGGCCCAAATCCTTGACTACACCCTCCTCGGA V 

CCAGAAGTAACCAACTCCGAACTGGCCGCATTTATAGATTCCGCAATTGAGCTGGGAGTC 

GGCACGATCTGTGTCCCCAACAGCATGGTCAACCTAACTGCAAAAGCCCAAGAAGCTGGA ^ 

ATTCGAGTGGCCACCGTCGCAGGATTCCCGCACGGCAAAACCCCCGCGTTGGTGAAAGCC 

GCCGAAGCGCGCCTTGCCGTACAGTCCGGAGCTTCCGAAGTAGATGTTGTTTTGGATATT 

GCGGTAGTGAAAGAGGGAGATGCCAATAGGTTGCTGCAGGAAATTGTGGCAATCAGGGAG 

GCTGTTCCATCTCCTGTGGTGCTGAAATTCATCCTCGAAACAGCTGTTGTGAGTGATGAA 

GCAATTGTGACTGCAGTGAATGCGTTGATTGCTGCTGGTGCTGACTTCGCTAAAACTTCC 

ACGGGATTCCACCCAGCGGGAGGGGCAACTGTTGAGGCTGTTCGGGTGATGGCTTCGGCT 

TCTCGGGGAAGGGTTGGAATTAAGGCTGCCGGTGGGGTGAAAACTTGGGAAGATGCGGTG 

GCGTTTGTTGAAGCAGGGGCTACTCGCATTGGAACTTCTAATGCGGGAGCCATTTTGGAG 

GGTGCGCCGGAG 

>RXA0132 5-downstream 
TAGTTTGGCGTTCTAATCGGGAC 

>RXA01332 

GCAGCACGTGCCGCTGCAGCTGCAGAAGACGCGCCGGGTGCACAGGCCTTCACTCGCATT 
GAAGATGCTATCGCAGCCGATGCTGTCGACGCAGTGCTGATCGCCGTACCAGGTCAGTTC 
CATGAGCCAGTACTTGTCCCAGCACTAGAAGCAGGCCTTCCCATCCTGTGTGAAAAGCCA 
CTGACCCCAGATTCTGAATCCTCACTGCGCATCGTCGAGCTGGAGCAGAAGCTGGACAAG 
CCACACATCCAGGTTGGTTTCATGCGCCGCTTCGACCCTGAGTACAACAACTTGCGCAAA 
TTGGTGGAATCCGGCGAAGCTGGCGAACTGCTCATGCTCCGCGGCCTGCACCGCAACCCA 
AGTGTTGGTGAGAGCTACACCCAGTCCATGCTGATCACCGACTCCGTCGTCCACGAATTC 
GATGTCATCCCATGGCTCGCAGGCTCCCGAGTTGTCTCCGTTGAAGTGAAGTACCCAAAG 
ACCTCCTCACTGGCGCACTCCGGCCTCAAGGAACCAATCCTGGTGATCATGGAGCTCGAA 
AACGGCGTG 

>RXA01350-upstream 

TGCAGTATCGTCAAGATCACCCAAAACTGGTGGCTGTTCTCTTTTAAGCGGGATAGCATG 
GGTTCTTAGAGGACCCCCTACAAGGATTGAGGATTGTTTA 

>RXA01350 

ATGAATTCCCCGCAGAACGTCTCCACCAAGAAGGTCACCGTCACCGGCGCAGCTGGTCAA 
ATCTCTTATTCACTGTTGTGGCGCATCGCCAACGGTGAAGTATTCGGCACCGACACCCCT 
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GTAGAACTGAAACTTCTGGAGATCCCTCAGGCTCTTGGCGGGGCAGAGGGTGTGGCTATG 
GAACTTCTGGATTCTGCCTTCCCCCTCCTGCGAAACATCACCATCACCGCGGATGCCAAT 
GAGGCATTCGACGGCGCTAATGCGGCGTTTTTGGTCGGTGCGAAGCCTCGCGGAAAAGGC 
GAAGAGCGCGCAGATTTGCTGGCTAACAACGGCAAGATTTTCGGACCTCAAGGTAAAGCT 
ATCAATGACAACGCCGCAGATGACATTCGTGTCCTAGTTGTTGGAAACCCAGCGAACACC 
AACGCGTTGATTGCTTCAGCTGCGGCCCCAGATGTTCCAGCATCCCGCTTCAACGCAATG 
ATGCGCCTTGATCACAACCGTGCGATCTCCCAGCTGGCCACCAAGCTTGGCCGTGGATCT 
GCGGAATTTAACAACATTGTGGTCTGGGGAAATCACTCCGCAACCCAGTTCCCAGACATC 
ACCTACGCAACCGTTGGTGGAGAAAAGGTCACTGACCTGGTTGATCACGATTGGTATGTG 
GAGGAGTTCATTCCTCGCGTGGCTAACCGTGGCGCTGAAATCATTGAGGTCCGTGGAAAG 
TCTTCTGCAGCTTCTGCAGCATCCTCTGCGATTGATCACATGCGCGATTGGGTACAGGGC 
ACCGAGGCGTGGTCCTCTGCGGCAATTCCTTCCACCGGTGCATACGGCATTCCTGAGGGC 
ATTTTTGTCGGTCTGCCAACCGTATCCCGCAACGGTGAGTGGGAAATCGTTGAAGGCCTG 
GAGATTTCCGATTTCCAGCGCGCCCGCATCGACGCGAATGCTCAGGAATTGCAGGCCGAG 
CGCGAGGCAGTGCGCGACTTGCTC 

>RXA01350-downstream 
TAATCTTTAACGCATGACTTCGC 

>RXA013 65-upstream 

CCTGATCAGGACGAATCATAAGGTTTGCTATTCGGATTGGATCCTTTGGCAGGGGTAGGA 
TTGCAAGCGTTATTTTGTTCCCTAACCCCTTCGAGGATTT 

>RXA013 65 

ATGCGTACCCGTGAATCTGTCACAGCTGTAATTAAGGCGTATGACGTCCGTGGTGTTGTT 
GGTGTCGATATTGATGCTGATTTCATTTCTGAGACTGGCGCTGCCTTTGGTCGGCTCATG 
CGTAGTGAGGGTGAAACCACCGTTGCTATTGGCCATGACATGCGTGATTCCTCCCCTGAA 
TTGGCCAAGGCGTTTGCCGATGGCGTGACTGCACAGGGTTTGGATGTTGTTCATTTGGGA 
CTGACTTCTACTGATGAGCTGTACTTTGCGTCCGGAACCTTGAAGTGTGCTGGTGCGATG 
TTTACTGCGTCGCATAACCCCGCTGAGTACAACGGCATCAAGTTGTGTCGTGCGGGTGCT 
CGTCCGGTCGGTCAGGATTCTGGTTTGGCCAACATCATTGATGATCTGGTTGAGGGTGTT 
CCAGCGTTTGATGGTGAGTCAGGTTCGGTTTCTGAGCAGGATTTGCTGAGCGCATATGCC 
GAGTACCTCAATGAGCTTGTTGATCTGAAGAACATCCGCCCGATGAAGGTTGCTGTGGAT 
GCGGCAAACGGCATGGGTGGGTTCACTGTCCCTGAGGTATTCAAGGGTCTGCCACTTGAT 
GTTGCGCCACTGTATTTTGAGCTTGACGGCAATTTCCCCAACCATGAGGCCAATCCTCTG 
GAGCCTGCCAACCTGGTTGATTTGCAGAAGTTTACCGTAGAGACCGGATCTGATATCGGT 
TTGGCGTTCGACGGCGATGCGGATCGTTGCTTCGTGGTCGATGAGAAGGGCCAGCCAGTC 
AGCCCTTCGGCGATCTGTGCGATCGTAGCGGAGCGTTACTTGGAGAAGCTTCCGGGTTCC 
ACCATCATCCACAACCTGATTACCTCTAAGGCTGTGCCTGAGGTGATTGCTGAA 

>RXA01369 

AACGAACAGTGCCTCGGCGATGTCGGCGTTCTGGGTGCTCTGCTGTTGAACTTCTACAAA 
CTTGCCCCAGGCGAAGCCCTCTACCTCGACGCCGCAAACCTTCACGCATACATCAGCGGC 
CTCGGCGTAGAGATCATGGCGAACTCCGACAACGTGCTCCGCGGTGGACTGACATCCAAA 
TACGTCGACGTCCCGGAGCTTGTGCGCGTGTTGGATTTCAACTCTTTGGAAAACGCTCGC 
GTGGACGTTGAAGAAGACGGTGCAACGACCCACTACCCAGTTCCAATCAACGAATTCCAA 
CTCGATCGCGTTGCAGTTCAGGGCGAAGCAGAAGCCAACCACGATGGTCCCATGATTGTT 
CTGTGCACCTCCGGAACTGTTTCCTTGGAAGCAGGGGAGAAGACCCTCGAAGTAGCAGCA 
GGTCACGCCGCATGGGTTCCAGCAAACGACCCAACCATTGCGATGCGTTCTGAGGACGCA 
GAAGTATTCCTCGCTAGGGTT 

>RXAO 136 9-ciownst ream 
TAG AT C T T T T TAG AT T AAAAT C A 



>RXA0137 3-upstream 

CTGCGACGGACCTAGCAAAGGGGCGCTGACACAAGCACTGCGTTTGCTGGTGCGCGGACA 
GTCAGCCACGACCTATTCCATTGAAGAAAAGGACTTGTAA 

>RXA0137 3 

ATGGAGCTATTGGAAGGCTCACTGCGCACCTACCCATGGGGTTCAAGAACACTGATCGCT 
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GATCTCAAAGGCGAAGAATCACCATCGTCTCGCCCAGAGGCCGAAGTCTGGTTCGGTGCC 
CACCCAGGATCACCATCAACCATCGGTGGAAACGCACTCAACGAAGTCATCGCAGCGAAC 
CCCGAAGAAGCATTGGGCACGCGTGTTGCCGAAGCGTTTGAAAATGAGCTTCCATTCCTC 
CTCAAAATGCTCGCAGCGGGAGCACCCCTATCACTGCAGGCCCACCCATCGCTGGAACAG 
GCCCGTGAAGGATTCGCCCGCGAAAACTCAGCAGGAATTGACCTCGGCGCACCGAACCGC 
AACTACCGCGACCCAAACCACAAGCCAGAGCTGATCGTTGCTCTCACGGAATTCATCGCG 
ATGGCAGGCTTCCGCCCACTGCGGAACACCCTCACCATTTTCGACGCCCTCGCCTGCGAA 
CCCCTCGACCGCTACCGCAGCATGCTCACCGTCGACAACGAGGAAGAATCCCTCCGCGCA 
CTGTTTACCACCTGGATCACCATCCCCATCGGTAAACGACACGAACTCATCGATGCCCTC 
ATCAGCAACGCCCACACCTACCTTGAGGCAAGCGATCGTGACGAGGACATCGCATTCGTG 
CTCTCACACATCATCGAGCTCAACGAACAGTACCCCGGCGATGTCGGC 

>RXA0a37 7-upstream 

TGAAATGGATTTGCTGCGGCCCCGGAATTACGCTTTTCGCGGCCGTCATCAAATTTGTAC 
CCCCTTAAAGACACCCTAAACACGAGTGAAATAGGAACAC 

>RXA01377 

ATGACTTTAACTGACAACAGCAAAAACGTTGATGCTGTCATCTTGGTCGGTGGCAAAGGT 
ACCCGACTGCGCCCCCTGACCGTCAATACTCCAAAGCCAATGCTGCCAACTGCTGGCCAC 
CCATTCTTGACCCACCTTTTGGCCCGCATCAAGGCCGCAGGCATCACACACGTCGTGCTG 
GC^AACGTCATTCAAAGCTGAAGTCTTCGAGGAATACTTCGGAGATGGCTCCGAAATGGGC 
TTGGAAATTGAATATGTCGTCGAGGATCAGCCTTTGGGCACTGGTGGTGGCATCCGAAAC 
GTCTACGACAAGCTGCGTCACGATACTGCGATTGTGTTCAACGGCGATGTGCTCTCCGGT 
GCGGATCTCAACAGCATTCTGGACACCCACCGCGAAAAGGACGCAGATCTGACCATGCAT 
CTCGTGCGCGTAGCTAACCCTCGTGCGTTTGGTTGCGTCCCCACCGATGAGGATGGTCGC 
GTCAGCGAATTCCTTGAAAAGACCGAAGATCCACCAACCGATCAGATCAACGCCGGCTGC 
TACGTGTTCAAGAAGGAACTCATCGAGCAGATCCCGGCAGGCCGAGCAGTTTCCGTCGAG 
CGCGAAACCTTCCCTCAGCTGTTGGAAGAAGGCAAGCGAGTCTTCGGCCACGTCGACGCT 
TCCTACTGGCGCGACATGGGCACCCCAAGCGACTTCGTCCGCGGCTCGGCTGACCTGGTC 
CGCGGCATTGCGTACTCCCCATTGCTCGAAGGCAAAACAGGAGAGTCGCTTGTCGACGCC 
TCCGCCGGCGTTCGCGACGGCGTCCTGCTGCTCGGCGGAACCGTAGTCGGCCGCGGCACT 
GAGATCGGTGCCGGCTGCCGCGTTGACAACACTGTTATTTTCGACGGCGTCACCATTGAA 
CCAGGTGCGGTCATTGAAAATTCCATCATTTCCTCGGGAGCACGCATCGGTGCTAATGCG 
CACATCTCCGGTTGCATCATTGGCGAGGGCGCACAGGTTGGTGCTCGGTGTGAACTCAAC 
GCAGGGATGCGCGTCTTCCCAGGCGTTGTGATCCCAGACAGCGGAATTCGTTTTTCGTCT 
GAT C AG 

>RXA013 7 7-downstreain 
TAGGCATTTTTAGCCCTTTTGGA 

>RXAO 13 92 -upstream 

GTCTGCAATCACCCCGAACATTTGTTCAATCGTTGATTTTCATTCCACTTCGTAATATTG 
T TG AC AT AT CAT C T AAAT T TCC AAG AG AGGAC AC C AC AC A 

>RXA013 92 

GTGGCTAACACGTCATCCGATTGGGCAGGCGCCCCACAAAATGCATCAGCAGACGGCGAG 
TTCGTTCGCGATACCAACTACATCGATGACCGCATCGTCGCAGACGTTCCAGCGGGATCC 
GAACCAATTGCTCAGGAAGATGGCACTTTCCATTGGCCTGTCGAGGCTGGTCGCTACCGT 
TTAGTCGCTGCCCGCGCATGTCCATGGGCACACCGCACTGTTATCACCCGTCGTCTTCTC 
GGCCTGGAGAACGTGATCTCGCTTGGTCTGACCGGCCCGACTCACGACGTTCGTTCCTGG 
ACTTTCGATTTAGATCCAAACCATCTTGATCCCGTGCTGCAGATTCCTCGTCTACAGGAC 
GCGTATTTCAACCGCTTCCCCGATTACCCGCGCGGCATTACTGTCCCAGCGCTCGTGGAG 
GAATCGTCTAAGAAGGTCGTCACCAACGATTACCCTTCCATCACCATCGATTTCAATCTT 
GAGTGGAAGCAGTTCCACCGTGAGGGTGCGCCTAACCTCTACCCCGCGGAGCTGCGCGAG 
GAGATGGCGCCGGTGATGAAGCGCATCTTCACTGAGGTCAACAACGGCGTATACAGGACC 
GGCTTTGCCGGTAGCCAGGAAGCGCACAACGAGGCGTACAAGCGGCTTTGGGTTGCGTTG 
GACTGGCTAGAAGATCGCTTATCGACGCGACGTTACCTCATGGGGGATCACATCACCGAG 
GCGGATATCCGCCTCTACCCAACCCTCGTGCGTTTCGATGCCGTCTACCACGGACACTTC 
AAGTGTGGCCGCAACAAGATCACCGAAATGCCGAATCTATGGGGCTACCTGCGGGATCTT 
TTCCAGACCCCAGGCTTTGGCGACACCACCGATTTCACCGAAATCAAGCAGCACTACTAC 
ATCACCCACGCGGAGATTAACCCCACCCGGATCGTTCCAGTCGGACCAGATCTGTCTGGT 
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TTCGCGACACCACACGGCCGTGAA7\AGCTCGGCGGATCCCCATTTGCTGAAGGTGTTACT 

CTGCCTGGCCCAATTCCTGCGGGCGAAGAAGTGAAAAACCCTGAACCTTTTCAGAAG . 

>RXAO 13 92 -downstream 
TAACTAAGGCCGCAATCCCTCGA 

>RXA014 3 6-upstream 

GCCTA/^CAAACCAGTCAACGACCTTTCCCGTGGCGCAACAGTCCCTGACATCGTCAACA 

CAGTAGCCATCACAGCAATTCAGGCAGGAGGACGCAGCTA '| 

>RXA014 36 I 

ATGGCATTGGCACTTGTTTTGAACTCCGGTTCATCTTCCATCAAATTCCAGCTGGTCAAC V 

CCCGAAAACTCTGCCATCGACGAGCCATATGTTTCTGGTCTTGTGGAGCAGATTGGTGAG 

CCAAACGGCCGCATCGTACTCAAAATAGAGGGTGAAAAATATACCCTAGAGACACCCATC 

GCAGATCACTCCGAAGGCCTAAACCTGGCGTTCGATCTCATGGACCAGCACAACTGTGGT 

CCTTCCCAACTGGAAATCACCGCAGTTGGACACCGCGTGGTCCACGGCGGAATCTTGTTC 

TCCGCACCGGAACTTATCACTGATGAAATCGTGGAAATGATCCGCGATCTCATTCCACTC 

GCACCACTGCACAACCCTGCAAACGTTGACGGCATTGATGTTGCTCGAAAAATTCTCCCC 

GATGTCCCACACGTAGCTGTCTTTGACACCGGTTTCTTCCACTCACTTCCACCAGCAGCT 

GCGCTGTATGCCATCAACAAGGATGTCGCAGCTGAACACGGAATCAGGCGCTATGGTTTC 

CACGGCACCTCCCATGAATTTGTGTCCAAGCGCGTGGTGGAAATTCTGGAAAAGCCCACC 

GAAGACATCAACACCATCACCTTCCACCTGGGCAACGGCGCATCCATGGCTGCTGTTCAA 

GGTGGCCGTGCGGTAGATACTTCCATGGGTATGACACCTCTCGCGGGCCTTGTCATGGGT 

ACCCGAAGCGGTGACATTGATCCAGGTATCGTCTTCCACCTTTCCCGCACCGCTGGCATG 

AGCATCGATGAGATCGATAATCTGCTGAACAAAAAGTCGGGTGTAAAGGGACTTTCCGGT 

GTTAATGATTTCCGTGAACTGCGGGAAATGATCGACAACAATGATCAAGATGCCTGGTCC 

GCGTACAACATTTACATACACCAACTCCGCCGCTACCTCGGTTCCTACATGGTGGCACTG . ' 

GGACGGGTAGACACCATCGTGTTCACCGCCGGTGTCGGTGAAAATGCCCAGTTTGTCCGT - 
GAGGATGCCTTGGCAGGTTTGGAAATGTACGGAATTGAGATCGATCCAGAGCGTAACGCA 
TTGCCAAACGATGGTCCTCGATTGATTTCCACCGATGCCTCCAAGGTGAAGGTGTTTGTT 
ATTCCAACTAATGAAGAGTTAGCTATCGCTAGGTACGCGGTGAAGTTCGCT 

>RXAO 1 4 3 6-downs t ream 
TAGCTCTCCTGGTTAGGATCCAC 

>RXAO 14 68 -upstream 

TGCCAAGGATTTGACCACCGTGCAGGATTTGATTGACTTTATTAACACCAATAAGGCTGA 
TTAGCGGGAAAATTTCGCCCAAAACAGGGACAATGGTGTT 

>RXA014 68 

ATGACAGTGAACATTTCATATCTGACCGACATGGACGGCGTCCTCATCAAAGAGGGCGAG 
ATAATTCCGGGTGCAGATCGTTTTCTTCAGTCTCTCACCGATAACAATGTGGAGTTTATG 
GTTTTGACCAACAACTCCATTTTCACCCCGAGGGATCTTTCTGCACGTCTTAAGACTTCC 
GGTTTGGATATCCCGCCGGAGCGTATTTGGACTTCTGCAACCGCCACTGCTCACTTCCTG 
7y\ATCCCAGGTCAAGGAGGGCACAGCCTATGTTGTTGGCGAGTCCGGTCTGACCACTGCG 
TTGCATACCGCGGGTTGGATTTTGACGGATGCAAATCCTGAGTTTGTTGTCCTGGGCGAA 
ACCCGCACATATTCCTTCGAGGCAATCACTACTGCGATAAATCTGATTTTGGGTGGCGCT 
CGCTTTATTTGCACCAACCCGGATGTCACTGGACCTTCACCAAGTGGCATTTTGCCTGCT 
ACTGGCTCTGTCGCCGCACTTATTACCGCAGCTACTGGCGCTGAGCCTTATTACATCGGC 
AAGCCAAACCCTGTGATGATGCGCAGTGCGCTGAACACCATCGGGGCGCATTCCGAGCAC 
ACTGTCATGATCGGCGACCGCATGGACACCGACGTGAAATCTGGTTTGGAAGCCGGCCTG 
AGCACCGTGCTGGTTCGAAGCGGAATTTCCGACGACGCCGAGATCCGCCGCTACCCCTTC 
CGCCCAACTCACGTGATCAATTCCATCGCCGATCTTGCCGATTGCTGGGACGATCCTTTC 
GGTGACGGTGCATTTCACGTACCAGATGAGCAGCAGTTCACTGAC 

>RXA014 68-downstream 
TAGTATTCTGTAGGTCATGGCAT 

>RXA014 7 8 -upstream 

GCGGGTTTTGTTGTGGAGGGGCGCGTCGAAAAGCAATTTTTTTTCCAAGATAGCTCACTT 
TATTGGAGTCACCTGGCCTGAAATCCTCTACTCTGGGCGC 
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>RXA014 78 

ATGACCATTCCAGGAGCTTCCACACAGACTGATATCCCTCTGGACACACTTCTTGAGGAT 

TACGCGCTACTGTCAGACACTCACACCGGCGCTCTGCTGTCCAACATGGGCAGTTTGGAC 

TGGTTGTGCCTGCCTCGTTTTGATTCCCAAGCCATGTTCACCAGGCTGCTTGGTGATCGC 

GAGCACGGACACTGGAGTTTGCGTGTCCCAGGTGGTGAGGTGATCAGCCAAAACTACCTC 

GGCGATTCCTTCGTGGTGCAGACCGTGTGGCGTTCAGAGACCGGTACTGCCCGGGTTGTT 

GATTTCATGCCAATTCACGGTCAAGAACAACCCGATATCACCGACCTGGTGCGCTCTGTG 

CACTGCGTGGAAGGCGAAGTGGATGTGGAATCGATCCTGCGCCTGCGTTTTGATTATGGC 

GAGTCCACTCCGTATTTCCGCACCAGCACTGTCGACGGCATCAGCATCGTGCAGGCTGTC 

GCCGGCCCCAATGCGGTATATGTTCGTGGACCTGAGATGCCACACCGCCCTGCAAAGGAT 

TGTCACAGTGGCACCTTCCACCTGACGGCCGGCGAATCCGTGGAATGGGTTCTCACCTGG 

GCACCGTCGTTCGAACCGCATCCCCCCATGCCGGATTACACCCGCTCTTTGGAGAGCACC 

TTGAGCTTCTGGGCATCATGGGTTGAAGAGCTCCCCCACCAGCGCCTCTAC.GACGCTGAA 

GTCCGCCGCTCCATGCTCGTACTGCGCGCCTTGACCGATCTACAAACCGGTGGCATCGTG 

GCCGCACCGACCACCTCACTACCAGAGGATTTCGGAGGCATCCGTAACTGGGACTACCGC 

TACGTGTGGCTGCGCGACTCCGCACTCACCATTGAAGCCCTCGTGGAATACGGATTCTCC 

CAAGCAGCCCTCCAATGGCGCACCTGGCTGCTGCGCGCCATCGCAGGCGACCCGGAAAAC 

CTCCGCATCATGTATGGCCTCGGCGGCGAACGACACCTCCCTGAACGCGAACTCCAACAr 

CTGCGCGGATACGAAAACTCCGTGCCTGTTCGCGTTGGCAATGGAGCCGCCGAACAATAC 

CAAGCAGATGTCGTCGGCGAAGTAATGGTCGCGCTTGAAACCATCCGCCGCGCCGGGTGC 

CTCGAGGACGAATTCTCCTGGGGCATGCAAAAAGCCATCCTCGATTTCCAAGAAGCCAAC 

TTCGACCGCAAGGATCAAGGCATCTGGGAAATGCGCTCCGAACCGCAATATTTCACCCAC 

GGCCGCGCCATGATGTGGGCCGGCTTCGACCGCGGCATCAAAGCCATCGAAGAATTCAAC 

CTCGACGGCCCCATCGAGCGCTGGCGTGAACTCCGCGCCAAACTCCGCGAAGAAATCATG 

ACCAACGGCTTCAACGTy^GAGATCCAATCCTTCACCCAGTGCTACGACAACACCCAAGTC 

GACGCCTCGCTGCTTCAGCTCGCCCAAATAGGCTTCATCGGCTTCGACGATCCAAAAATG 

CTCAGCACCGTAGCGCGCATTGAGCAAGAGCTTCTCGACGCCCACGGCTTTCTTCACAGG 

TACCACACCGACGGGTCTGACGGCCTTGCCGGCGACGAATACCCCTTCCTCATCTGTTCA 

TTCTGGCTGGTAGAACAATACGCAAGCTCCAACCGCCTCGACGAGGCCAAAGAAAAGATG 

AACCGCATCCTTGCCGTCCAAAGCCCACTTGGCCTACTGGCTGAGGAATACTCCACCCAC 

CATGGCAGGCTCGCTGGAAACTACCCTCAGGCCTTTTCCCACATTGGTCTGATCAGCGCT 

GCCCGTGCCATAAATTTCGAAGAAGCGCGAAACAGG 

>RXA014 78-downstream 
TAGAGTCTAAGGTGTCATTCTTG 

>RXA014 82-upstream 

TTGCGTGCTGCAACTTAATTATGGTCCTCCCAGCTCAGTGTGCTGTGTGGATTGTTTATT 
CTCGTCCATTAAGTGATCGAGAAAAAGTTGTTGTAAAGTC 

>RXA014 82 

ATGCGCATGTGTGGAATTGTTGGATATATTGGCCAAGCGGGCGACTCCCGTGATTACTTT 

GCTCTAGATGTAGTTGTTGAAGGACTACGTCGCCTGGAATACCGCGGATATGACTCCGCA 

GGTATTGCTATTCACGCCAATGGTGAGATTAGCTACCGAAAGAAGGCCGGAAAGGTTGCT 

GCACTAGATGCAGAAATCGCTAAAGCACCTCTTCCAGATTCTATTTTGGGAATTGGACAC 

ACCCGTTGGGCAACTCATGGTGGCCCAACCGATGTCAACGCTCACCCCCACGTTGTTTCC 

AATGGCAAGCTTGCCGTAGTACACAACGGCATCATCGAAAACTTTGCGGAACTGCGCTCT 

GAGCTTTCCGCTAAGGGCTACAACTTTGTATCCGATACCGATACCGAAGTTGCTGCTTCT 

TTGCTTGCTGAAATTTACAATACTCAGGCAAACGGTGACCTCACCCTTGCTATGCAGCTG 

ACCGGTCAGCGCCTTGAGGGTGCTTTCACCCTGCTAGCTATTCATGCTGATCACGATGAC 

CGCATCGTTGCAGCTCGTCGTAACTCTCCTTTGGTTATCGGCGTCGGCGAGGGCGAGAAC 

TTCCTCGGATCTGACGTTTCTGGCTTTATTGATTACACCCGCAAGGCTGTAGAGCTGGCT 

AATGACCAGGTTGTTACCATCACCGCTGATGATTACGCCATCACCAACTTTGATGGATCA 

GAAGCAGTTGGCAAGCCTTTCGACGTGGAGTGGGACGCTGCAGCTGCTGAAAAGGGTGGC 

TTCGGTTCCTTCATGGAGAAGGAAATCCACGATCAGCCAGCAGCTGTTCGCGATACCCTG 

ATGGGCCGTCTTGATGAAGATGGCAAGCTCGTTCTTGATGAGCTGCGCATCGATGAAGCT 

ATTCTGCGTAGTGTCGACAAGATCGTCATTGTTGCTTGTGGTACTGCAGCTTATGCAGGC 

CAGGTTGCTCGTTACGCCATTGAGCACTGGTGCCGCATCCCAACCGAGGTGGAGCTGGCT 

CACGAGTTCCGTTACCGCGACCCAATCCTCAACGAGAAGACCCTTGTTGTGGCATTGTCC 

CAGTCCGGCGAGACCATGGATACCCTCATGGCTGTTCGCCACGCACGTGAGCAGGGTGCC 
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AAGGTTGTTGCTATTTGTAACACTGTTGGATCCACTCTTCCACGTGAAGCAGATGCGTCC 
CTGTACACCTACGCTGGCCCTGAGATCGCTGTGGCGTCCACCAAGGCGTTCTTGGCTCAG 
ATCACTGCTTCTTACTTGCTTGGCCTGTACTTGGCTCAGCTGCGCGGCAACAAGTTCGCT 
GATGAGGTTTCTTCCATTCTGGACAGCCTGCGTGAGATGCCTGAGAAGATTCAGCAGGTC 
ATCGATGCAGAAGAGCAGATCAAGAAGCTTGGCCAAGATATGGCAGATGCTAAGTCTGTG 
CTGTTCCTGGGCCGCCACGTTGGTTTCCCAGTTGCGCTTGAGGGTGCGTTGAAGCTCAAG 
GAGATCGCATACCTGCACGCTGAAGGTTTCGCTGCAGGCGAGCTCAAGCACGGCCCAATT 
GCTTTGGTTGAGGAAGGCCAGCCGATCTTCGTTATCGTGCCTTCACCTCGTGGTCGCGAT 
TCCCTGCACTCCAAGGTTGTCTCCAACATTCAGGAGATCCGTGCACGTGGCGCTGTCACC 
ATCGTGATTGCAGAGGAAGGCGATGAGGCTGTCAACGATTACGCCAACTTCATCATCCGC 
ATTCCTCAGGCCCCAACCCTGATGCAGCCTCTGCTGTCCACCGTGCCTCTGCAGATCTTT 
GCGTGCGCTGTGGCAACCGCAAAGGGCTACAACGTGGATCAGCCTCGTAACCTGGCAAAG 
TCTGTCACCGTCGAA 

>RXA014 82-downstream 
TAAAAAGATTTCGCTTCTCGACG 

>RXAO 15 34 -upstream 

ATTGCTCTCATCGGTTCGATATAGACTGAATTGTCTAGGTTAATATCCAATATGGAAGAA 
AAACTAGACAGTTAAGTAGACTGAATGGCCTACTAGGTGC 

>RXA01534 

ATGACTTCAGCAATCACCACCGCAACTGATCTTCGCTGCGTACTGCGAAAGGTACCAACC 
CCAATTAGCTTCATTGCAACCCACACCGATCAGCCTCTGGGCATGATCGTTGGTTCATTC 
GTCAGCATTAGCGCCGAACCACCATTGGTAGGCATCTTCTTGCAGAAGAGCTCTTCTTCA 
TGGCCAGCTATCGAGCAGGCATTAGTTACCGGCCAAGAGCTAGGCATTTCTATCCTCGGC 
GGGGCACACGCAGACCATGTGCGTAAGCTTTCTGGCCCATCCGACCAGCGCTTTGAAAAC 
CTTGGGTGGGCATCCACCGAAAACGGTGCGATTCACCTTGAAGGCGCTGATGCACAACTA 
ACCACGAAACTTCATGATCTCCAGGAAATCGGCGATCACTTCTTTGCAGTTCTAGAAGTT 
ATTGACGCTTCCGCTGACCAAGACTTCAGCTCAGCGCTGGTGTACCACCGCTCACAGGTG 
TCCTCGCTG 

>RXA015 34 -downstream 
TAG GAG AC T AAAT T T T AAG AG G G 

>RXA01535-upstream 

ACCCACCTCACTCTAGGGGTGGACTCCAGTGTTTCGCGACAACACAATGAGTAAGCTTGT 
GACAGCCGTATTTAATTCTCAGTAAGAAATGAGTGATTTC 

>RXA01535 

ATGACCGAGCAGGAATTCCGTATTGAGCACGACACCATGGGTGAAGTGAAGGTTCCAGCA 
AAGGCTCTGTGGCAGGCACAGACCCAGCGCGCTGTTGAGAACTTCCCTATCTCTGGTCGT 
GGTCTGGAATCCGCACAGATCCGCGCAATGGGTCTGCTGAAGGCAGCTTGTGCGCAGGTA 
AACAAGGACTCCGGTGCGCTGGATGCAGAGAAGGCAGATGCCATCATTGCAGCTGGTAAG 
GAGATCGCGTCCGGTAAGCATGACGCTGAGTTCCCAATTGATGTGTTCCAGACTGGTTCC 
GGTACTTCCTCCAACATGAACACCAATGAGGTTATCGCTTCCATCGCGAAGGCTAACGGC 
GTTGAGGTTCACCCAAATGACCACGTCAACATGGGTCAGTCCTCCAATGACACCTTCCCT 
ACTGCAACTCACGTTGCTGCAACCGAAGCTGCTGTCAATGACCTCATCCCAGGCCTGAAG 
GTTCTGCACGAGTCTTTGGCGAAGAAGGCTAACGAGTGGTCTGAGGTTGTTAAGTCCGGC 
CGCACCCACCTGATGGACGCTGTTCCAGTAACCCTGGGCCAGGAGTTCGGTGGCTACGCT 
CGCCAGATCCAGCTCGGCATCGAGCGCGTTGAGGCTACTCTTCCTCGCCTTGGTGAGCTG 
GCTATTGGTGGCACCGCTGCTGGTACCGGTATCAACACCTCCGCTGATTTCGGCGGCAAG 
GTTGTTGCTGAACTGATCAACTTGACCGACGTCAAGGAGCTCAAGGAAGCTGAGAACCAC 
TTCGAGGCTCAGGCTGCACGCGACGCTCTTGTTGAGTTCTCCGGCGCAATGCGCGTTATC 
GCTGTCTCCTTGTACAAGATCGCTAACGATATCCGCCTCATGGGCTCCGGCCCACTGACC 
GGTCTTGGCGAGATCCGTCTCCCAGACCTGCAGCCAGGTTCCTCCATCATGCCAGGCAAG 
GTCAACCCAGTTCTCTGTGAGACCGCTACCCAGGTTTCCGCTCAGGTTATCGGCAATGAC 
GCAGCTGTTGCGTTCTCCGGCACCCAGGGCCAGTTCGAGCTCAACGTGTTCATCCCAGTG 
ATGGCTCGCAACGTGCTTGAGTCCGCTCGCCTGCTGGCTAACACTTCCCGCGTGTTCGCA 
ACCCGTCTCGTTGATGGCATTGAGCCAAACGAGGCACACATGAAGGAGCTCGCTGAGTCT 
TCACCTTCCATCGTTACCCCACTGAACTCTGCAATCGGCTACGAAGCTGCTGCAAAGGTG 
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GCTAAGACTGCTTTGGCTGAGGGCAAGACCATCCGCCAGACTGTCATCGATTTGGGCTTG 
GTTGATGGCGAGAAGCTCACCGAGGAAGAGCTGGACAAGCGCCTCGACGTTCTTGCTATG 
GCTCACACCGAGCGCGAGAACAAGTTC 

>RXA01535-ciownstream 
TAAAACTAGAACCCGATAAATAA 

>RXA01550 

ATCTTCCAACAGCTGTTCTGGCGCGTGTGGGAAATCATCACAGAGATCGATCGCCGCTTC 

CGTTTGGAGCGCGCAGCCGATGGACTGGATGAAGAGACCATCGACCGCATGGCTCCAATC 

CAGCGCGGCACTGTTCATATGGCATGGATTGCCTGTTACGCGGCATATTCCATCAATGGC 

GTGGCAGCGCTGCACACCGAGATCATCAAGGCCGAGACCTTGGCTGACTGGTACGCACTG 

TGGCCAGAGAAGTTCAACAACAAGACTAACGGTGTTACCCCACGCCGTTGGCTGCGCATG 

ATCAACCCAGGJ'CTGTGTGACCTGCTCACTCGACTTTCtGGTTCCGATGATTGGGTAACC 

GATCTGGATGAGCTGAAGAAGCTGCGCTCCTATGCCGACGATAAGTCCGTGCTTGAAGAA 

CTCCGCGCTATCAAGGCTGCTAATAAGCAAGACTTCGCCGAGTGGATCCTCGAGCGCCAG 

GGCATTGAGATTGATCCAGAATCCATCTTTGACGTGCAGATTAAGCGCCTCCACGAGTAC 

AAGCGCCAGCTCATGAACGCGCTCTACGTACTAGACCTTTACTTCCGTATTAAGGAAGAT 

GGCCTCACCGACATCCCAGCACGCACTGTCATCTTTGGCGCCAAGGCCGCGCCGGGTTAT 

GTCCGCGCCAAGGCGATTATCAAGCTCATCAACTCTATTGCTGACTTGGTAAACAACGAT 

CCTGAGGTCTCCCCGCTGCTCAAGGTGGTCTTTGTAGAGAACTACAACGTCTCCCCTGCT 

GAGCACATCTTGCCTGCGTCTGATGTCTCCGAACAGATTTCCACCGCCGGCAAGGAAGCC 

AGCGGTACCTCCAACATGAAGTTCATGATGAACGGCGCCCTCACCCTGGGCACCATGGAC 

GGCGCCAACGTAGAGATCGTGGATTCTGTGGGCGAGGAAAACGCCTATATCTTCGGTGCT 

CGCGTGGAAGAATTGCCAGCCCTGCGCGAAAGCTACGAGCCATATGAGCTCTATGAGACC. 

GTCCCTGGCCTCAAGCGCGCATTGGACGCCCTGGATAACGGCACCCTCAACGACAACAAC 

AGTGGTTTGTTCTACGACCTCAAGCATTCCTTGATCCACGGTTATGGAAAAGACGCCAGC ' ' 

GACACCTACTACGTGCTTGGCGATTTCGCAGATTACCGCGAGACCCGCGACCGTATGGCC 

GCCGACTACGCCTCCGATCCCCTGGGTTGGGCACGCATGGCCTGGATCAACATTTGCGAG 

TCCGGCCGTTTCTCCTCCGACCGCACCATCCGCGATTATGCCACCGAGATCTGGAAGCTC 

GAGCCAACTCCTGCTGTTAAGAAG 

>RXA01550-downstream 
TAGGTTTTAACCTCCGCTTCTAA 

>RXA015 62 

GAGCAGGATTTGGACGAATTGATGCACTCCACGGGCGTCATCGATCCGCTCACAGGAGCT 
CCTAAATCTGCATCAAAGCCCGGTTGGACCTCTGTGTTCAGCGATGAGCTGGTCAAGATT 
GGTGCGCAGAATGAAAACGTTGTTGCCATCACCGCCGCGATGGCAGGTCCTACCGGTCTG 
TCCAAGTTCGAAGCCAATTTCCCCAACCGATTCTTTGATGTCGGCATTGCTGAGCAGCAC 
GCGGTAACTTCTGCCGCAGGCCTCGCATTGGGTGGAAAACACCCTGTGGTGGCTATTTAC 
TCCACGTTCTTGAACCGCGCTTTTGATCAGCTGCTCATGGATGTGGGCATGCTCAACCAG 
CCTGTTACTTTGGTGCTTGATCGCTCAGGTGTCACGGGTTCGGATGGAGCGAGCCACAAT 
GGCGTCTGGGATATGGCGCTGACCTCGATCGTTCCAGGCGTGCAGGTGGCGGCACCACGT 
GATGAGGATTCCTTGCGTGAGCTGCTCAATGAGGCTATTTCCATCGATGATGGCCCCACA 
GTTGTGCGTTTCCCCAAGGGCGACTTGCCAACTCCAATTGTTGCTATCGACACCTTGGAA 
GACGGCGTGGATGTCCTCGCATATGAAGACGCCACTGACGTTGAATCAACCGACGATGCG 
CCATCAGTTCTCATCATTGCGGTAGGCGAGCGCGCAACTGTTGCACTTGACGTTGCTTCC 
AGGATTAAACAGCACGGCGTGAACGTCACGGTTGTTGACCCCCGCTGGATTGTCCCCATC 
CCGCAGTCCTTGGTCGCGCTGTCTGATGATCATGACCTCGTGATCACCATCGAAGACGGC 
GTCATCCACGGCGGCGTGGGATCCTTGCTCTCTGATGCGCTTAACGCCTCTGAGGTGGAT 
ACCCCTCGCCGACAAATCGCCGTGCCCCAGAAGTACCTGGATCACGCGTCCCGCAATGAA 
GTGCTCGCCGATTATGGCCTCGACGCCGACGGCATTGAAACCACTGTTGTTGGATGGCTG 
GATTCCCTGTTCGGGGAA 

>RXA01562-downstream 
TAAAACCCTGCTTATCGACGCCG 

>RXA015 69 

GCACCGCGCCACTACATTGTGCGCACCAGCTGGGTGATTGGCGATGGCAATAATTTTGTC 
CGCACCATGAAATCCCTCGACGAACGCGGCATCGCACCATCAGTAGTTGATGATCAAATC 
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GGCCGCCTATCCTTCACCGAAGACATCGCAGCCGGCATCGCGCACCTTTTGGAAGTGGGT 
GCAGCATATGGCACCTACAACCTCACCAACACCGGCGAACCCGCAAGCTGGGCCGATGTT 
GCCCGCGCAGTATTTTCCGACCCCACCAAAGTTACCGGCGTGAGCACCGCCGAGTACTTC 
GCCAACAAAGACGCAGCGCCCCGCCCACTGAACTCCGTTTTGGATCTCGGCAAAATCGAA 
GCCACCGGATTTAGCGCACCGACCTGGCAGACCCGCCTCAACGACTACCTCAAGGAACTC 
TCAAAG 

>RXA015 69-downstream 
TGAAAGGCATCATCCTCGCAGGT 

>RXA0157 0-upstream 

CACTGAACTCCGTTTTGGATCTCGGCAAAATCGAAGCCACCGGATTTAGCGCACCGACCT 
GGCAGACCCGCCTCAACGACTACCTCAAGGAACTCTCAAA 

>RXA0157 0 

GTGAAAGGCATCATCCTCGCAGGTGGCTCCGGCACCCGGCTCTACCCCATCACCAAGGGC 
ATCTCCAAGCAACTGATGCCGATTTACGACAAACCCATGGTCTACTACCCACTGACCACG 
CTCATTCAGGCCGGCATCAAAGACATCCTGATTATCACCACCCCTGAAGACAGCGCCTCC 
TTTGAACGCTTGCTTGGCGACGGCTCCTCCTGGGGCATCAACCTCACCTACGCCGTCCAA 
CCCTCCCCCGACGGACTAGCCCAAGCATTCATCATCGGCGAGGAATTCATCGGTGACGAC 
GACGTCGCGTTGGTGCTTGGCGATAACATCTTCGACGGCGCACAACTTGGCCACGCACTA 
AAGCAGTGCTCCAACCCCGACGGTGGCATTGTCTTTGCTTATGAGGTCTCCGATCCTGAG 
CGTTATGGCGTGGTGGAATTTGATGCTGCTAATAAGGCGGTGTCTATTGAAGAAAAGCCC 
ACCGCGCCAAAATCCAACTTTGCCGTGGTAGGACTATATTTCTACGACAATCGCGTGGTG 
GACATCGCCAAGTCAATCAAGCCTTCCTCGCGTGGCGAACTGGAAATCACCTCCGTTAAC 
GATGCCTACCTCCAGCAAGGTGCTTTAACTGTGCAGCGCCTGGACCGTGGCGATGTCTGG 
TTAGATACCGGCACAATCGATTCCATGTCCGAGGCGTCTTCCTATGTTGAGGTCCTGCAA 
AAACGTACCGGCAACATCATCGGATCCCCCGAAGTCGCTGCGTACCGCGAAGGTTTCATC 
ACAGCTGAAGAACTCACAGTGCTTGGTGAGGAACTGAAGAAATCAGGCTACGGAAACTAC 
CTGCTGAGAGCTTTG 

>RXA0157 0-downstream 
TAATTTACGGTGTGGTTGTGGAG 

>RXA01571-upstream 

AAACTACCTGCTGAGAGCTTTGTAATTTACGGTGTGGTTGTGGAGGGGTGCGTCGAGAAG 
CGCTCGTAGGCGCTTTTGATTTTTCGGTAGGCTAACTGGG 

>RXA01571 

GTGAGTATCTCAGTAAAAGCACTACAAAAGTCCGGCCCAGAAGCACCTTTCGAGGTCAAG 
ATCATTGAACGCCGTGACCCACGCGCAGATGATGTGGTTATTGATATCAAAGCTGCGGGC 
ATCTGCCACAGCGATATCCACACCATCCGCAACGAATGGGGCGAGGCGCACTTCCCGCTC 
ACCGTCGGCCACGAAATCGCAGGCGTTGTCTCTGCGGTTGGATCCGATGTAACCAAATGG 
AAAGTCGGCGACCGCGTGGGCGTCGGCTGCCTCGTTAACTCCTGCGGCGAATGCGAACAG 
TGCGTCGCAGGATTTGAAAACAACTGCCTTCGCGGAAACGTCGGAACCTACAACTCTAAC 
GACGTCGACGGCACCATCACCCAAGGCGGCTACGCTGAAAAGGTAGTGGTCAACGAACGT 
TTCCTGTGCAGCATCCCAGAGGAACTTAACTTCGATGTCGCAGCACCACTGCTGTGCGCA 
GGCATCACCACCTACTCCCCAATCGCTCGCTGGAACGTTAAAGAAGGCGACAAAGTAGCA 
GTCATGGGCCTCGGCGGGACTCGGACACATGGGTGTCCAGATCGCTGCAGCCAAGGGTGC 

>RXA01571-downstream 
TGAGGTTACCGTTCTGTCCCGTT 

>RXA0157 2-upstream 

CTGCTGTGCGCAGGCATCACCACCTACTCCCCAATCGCTCGCTGGAACGTTAAAGAAGGC 
GACAAAGTAGCAGTCATGGGCCTCGGCGGGACTCGGACAC 

>RXA0157 2 

ATGGGTGTCCAGATCGCTGCAGCCAAGGGTGCTGAGGTTACCGTTCTGTCCCGTTCCCTG 
CGCAAGGCAGAACTTGCCAAGGAACTCGGCGCAGCTCGCACGCTTGCGACTTCTGATGAG 
GATTTCTTCACCGAACACGCCGGTGAATTCGACTTCATCCTCAACACCATTAGCGCATCC 
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ATCCCAGTCGACAAGTACCTGAGCCTTCTCAAGCCACACGGTGTCATGGCTGTTGTCGGT 
CTGCCACCAGAGAAGCAGCCACTGAGCTTCGGTGCGCTCATCGGCGGCGGAAAAGTCCTC 
ACCGGATCCAACATTGGCGGCATCCCTGAAACCCAGGAAATGCTCGACTTCTGTGCAAAA 
CACGGCCTCGGTGCGATGATCGAAACTGTCGGCGTCAACGATGTTGATGCAGCCTACGAC 
CGTGTTGTTGCCGGCGACGTTCAGTTCCGCGTTGTCATTGATACTGCTTCGTTTGCTGAG 
GTTGAGGCGGTT 

>RXA01572-downstream 
TAGGTTTACTGAAGTTCAGACTT 

>RXA01615-upstream 

TATGGCCAACACTTGCATTCGGGTGCTGGCGATCATTTATGAGATGACGCCTTGTGTTGG 
TGTTCGGCAGAGAACTCGCGGAGATAAAAGGAAGTTGAAC 

>RXA01615 

ATGTCAGATTCCCCGAAGAACGCACCGAGGATTACCGATGAGGCAGATGTAGTTCTCATT 
GGTGCCGGTATCATGAGCTCCACGCTGGGTGCAATGCTGCGTCAGCTGGAGCCAAGCTGG 
ACTCAGATCGTCTTCGAGCGTTTGGATGGACCGGCACAAGAGTCGTCCTCCCCGTGGAAC 
AATGCAGGAACCGGCCACTCTGCTCTATGCGAGCTGAACTACACCCCAGAGGTTAAGGGC 
AAGGTTGAAATTGCCAAGGCTGTAGGAATCAACGAGAAGTTCCAGGTTTCCCGTCAGTTC 
TGGTCTCACCTCGTTGAAGAGGGAGTGCTGTCTGATCCTAAGGAATTCATCAACCCTGTT 
CCTCACGTATCTTTCGGCCAGGGCGCAGATCAGGTTGCATACATCAAGGCTCGCTACGAA 
GCTTTGAAGGATCACCCACTCTTCCAGGGCATGACCTACGCTGACGATGAAGCTACCTTC 
ACCGAGAAGCTGCCTTTGATGGCAAAGGGCCGTGACTTCTCTGATCCAGTAGCAATCTCT 
TGGATCGATGAAGGCACCGACATCAACTACGGTGCTCAGACCAAGCAGTACCTGGATGCA 
GCTGAAGTTGAAGGCACTGAAATCCGCTATGGCCACGAAGTCAAGAGCATCAAGGCTGAT 

GGCGCAAAGTGGATCGTGACCGTCAAGAACGTACACACTGGCGACACCAAGACCATCAAG ^ 

GCAAACTTCGTGTTCGTCGGCGCAGGCGGATACGCACTGGATCTGCTTCGCAGCGCAGGC 

ATCCCACAGGTCAAGGGCTTCGCTGGATTCCCAGTATCCGGCCTGTGGCTTCGTTGCACC 

AACGAGGAACTGATCGAGCAGCACGCAGCCAAGGTATATGGCAAGGCATCTGTTGGCGCT > 
CCTCCAATGTCTGTTCCTCACCTTGACACCCGCGTTATC 

>RXA0162 6-upstreain 

GCAATAGCGAATGCGTAATTAACCACACTTCAAACCTAGCCCCTCAGGTGGAGGATTCCG 
ACATTACCGTCTGAAAAATTTCATCCGTAGGCTAAAGAGC 

>RXA0162 6 

ATGTCGAAAACGATCATCGTGCGCACCGAAATTGAAATCCCTGGACACCCAACCGCCATC 
CATATCGCAGAGATGCAGGAGCTTCCCCCATCTGAGGCTCAAGGCGGCGTGCAGATGTGC 
AAAATGCAGCGCATTATTGAACTAGCAGGAACTGCCGAAGGGGATGTCGTTACTGGTGCA 
GGTGTTATTGGCGGATCTAATTTCCAGCTGAATAACGAGCCAAATGAAGTGGTTCCCCAT 
CCAGATACCTATGCGGATTTCCCCGATATCAAGGCGGTTGTTATCTCCGCGGAGACTTTT 
GAAGGCCTGTGGCTGGAAGCGGGAGCGAAGTTCCCTGGGTTAAAT 

>RXA0162 6-downstream 

T AAC C AC T T G GAG TAT AC C C TAG 

>RXA01632-upstream 

AAGGGCTGCAACGTGCTTTCGACACCACCATCGCAGCGTTTGAACAAGCTGCTCGTCTCG 
CCCCCTCCACTAACTGATCTTTGAAAGGCTGAAAAAACTC 

>RXA01632 

ATGACTCTTCGTATCGCCCTTTTCGGCGCTGGCCGCATCGGTCACGTCCACGCTGCCAAC 
ATTGCTGCAAACCCTGATCTTGAACTCGTTGTTATCGCCGATCCTTTCATTGAAGGCGCA 
CAGCGTTTGGCAGAAGCCAATGGGGCAGAAGCGGTTGCATCACCAGATGAGGTGTTCGCC 
CGCGATGATATCGATGGCATCGTGATCGGTTCACCAACCAGCACCCACGTTGATCTGATC 
ACCCGCGCCGTGGAACGTGGCATTCCTGCACTGTGCGAAAAACCCATTGATTTAGACATT 
GAAATGGTGCGTGCCTGCAAAGAGAAGATCGGCGACGGCGCTTCCAAGGTGATGCTGGGG 
TTTAACCGACGCTTCGATCCTTCTTTCGCTGCCATCAATGCGCGAGTGGCAAACCAGGAG 
ATCGGCAACCTGGAGCAGTTGGTGATCATCAGCCGCGATCCAGCGCCCGCACCGAAGGAC 
TACATCGCAGGTTCCGGTGGAATCTTCCGCGATATGACCATCCACGATCTGGATATGGCG 
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CGTTTCTTTGTGCCCAATATCGTGGAAGTGACTGCAACCGGCGCCAATGTTTTCAGCCAG 
GAAATCGCGGAGTTCAATGACTACGACCAGGTTATCGTCACGCTTCGTGGCTCAAAGGGC 
GAGTTGATCAACATCGTGAACTCCCGCCACTGCTCCTACGGCTACGACCAGCGACTTGAG 
GCTTTCGGCTCTAAGGGCATGCTCGCCGCCGACAACATCAGGCCCACCACGGTGCGCAAG 
CACAATGCGGAAAGCACCGAGCAGGCAGATCCGATTTTCAACTTCTTCCTCGAGCGCTAC 
GACGCCGCTTACAAGGCAGAGCTCGCAACTTTTGCTCAAGGAATCCGCGACGGCCAAGGC 
TTCTCACCAAACTTCGAGGACGGCGTCATCGCCCTTGAACTAGCGAATGCATGCCTTGAA 
TCAGCTCAAACCGGCCGCACCGTCACCCTCAACCCTGCCAACGTT 

>RXA01632-downstream 
TAGTCAACGTCTAGTTAATGCCT 

>RXA01633-upstream 

GCGAATGCATGCCTTGAATCAGCTCAAACCGGCCGCACCGTCACCGTGAACCCTGCCAAC 
GTTTAGTCAACGTCTAGTTAATGCCTAAGGAGAAAACCTC 

>RXA01633 

ATGAAAAACATCACCATCGGAATGGTCGGCGTCGGCCGCATTGGCCGCATGCACGTCGCC 

AACATGCTTGCCGTTGCTGAAACTTTGAAGGAACGCGACCTCAACATTGAGATCGTGCTC 

GCAGACGCAATGCCCGGTTTTGCGGAGCAGGTGGGCGCGGACATGGGCGTGAAGGCGGCG 

GCAAGCGTCGATAAGCTTATTGAGGACGGGGTGGATGCCCTTTTCATTGCCACCAGCACC 

GCTGGCCACGTCGATGTTTTGCGCAAGGGCATCGCGGCAAAGCTGCCGATGTTCTGCGAG 

AAGCCGATCGCGTCGGATGTGCCTGAGTCGCTGAACATCATCCGCGAAATTGATGCGGCT 

GGCGCGACGGTTCAGGTCGGCCACCAGCGCCGTTTTGACCTCGGTTACCAGGAAGCTAAA 

CGACGCCTAGATGCAGGCGACCTCGGCTGGCTTCATTCGCTCAAGGCCGTATCGAGCGAT 

GCGTTTCCGCCACCGGTGTCCTACTGCGCTACCTCTGGTGGACTTTTCCGCGATGTGTCG -\ 

CTGCACGATTTCGACATCATTCGCTGGCTGACCGGCCAGGATATTGTCGAGGTGTACGCC V. 

AAGGGCAGCAACAACGGCGACCCAGAAATCGGCGCAGTCGGTGACATCGATACCGGAGCG v 

GCCCTACTCACGCTTGCCGACGGCACCCTCGCCACCGCCATCGCCACTCGTTACAACGGT 

GCAGGCCACGACGTTCGCCTCGATGTTATGGGCTCTAAAGATTCCACGATCGTTGGCCTG ^ 

GATGAAAAGTCTGCGTTCGCTTCTGCGGAGGAGGGCATCGATTTCCCAACCGGCGAATCG 

CACCCAACGTTTGCCGAGCGCTTCGCCGACGCATACAAGAATGAGTGCATTGCGTTCGTG 

GAGTTGATCCTGGGAGAGCGGGAAAACCCTTGTACCCCTGCAGACGCTGTGGCTGCGGCG 

ATTGTTGCCGATGCAGCTCAGCTGTCGCTGGTCACTGGCGAGCCAGTGAAGATTCCTACT 

GTACGGGAAATTCTTGAAGGTTCTGCGCAGCCAGTTGAGGTGCGTGCGCTGGTTCCATCT 

GOT 

>RXA01633-downstream 
TAAAACCTTACTGCTTATCTAAA 

>RXA01695 

GCCGGATTGCTCGGTGCTTCCCCTGGAGCATCCATCGCACCTTCCGCAATGATCGAGCTG 
CTTGAGCGTTGCTTCGGTGACCGCATGATCGAGTGGGGCGACAAGCTGAAGGACATGATC 
CCTTCCTACGGCAAGAAGCTTGCTTCCGAGCCAGCACTGTTTGAGCAGCAGTGGGCACGC 
ACCCAGAAGACCCTGAAGCTTGAGGAAGCC 

>RXA01695-downstream 
TAAATCTTCTAACTGCTTTCTTT 

>RXA01702-upstream 

ATTGTGAATGTGGGATTATCGGTTCGCGCTTCACCATGTTTCTGCATGATGAAATTACAT 
ACATAGTTCAGTGACAGTCACCTTTTGGAGGAGACACCTT 

>RXA017 02 

ATGCCTATCGCAACTCCCGAGGTCTATAACGAGATGCTCGATCGTGCTAAGGAAGGCGGA 
TTCGCCTTCCCAGCCATCAACTGCACCTCCTCGGAAACCATCAACGCAGCTCTCAAGGGC 
TTCGCAGAGGCTGAATCTGACGGAATCATCCAGTTCTCCACCGGTGGTGCAGAGTTCGGT 
TCCGGCCTGGCAGTAAAGAACAAGGTCAAGGGCGCAGTTGCGCTTGCAGCCTTCGCCCAC 
GAGGCAGCAAAGAGCTACGGCATCAACGTTGCTCTGCACACTGACCACTGCCAGAAGGAA 
GTCCTGGACGAGTACGTCCGCCCACTGCTGGCTATCTCCCAGGAGCGCGTCGACCGCGGC 
GAGCTTCCACTGTTCCAGTCCCACATGTGGGATGGTTCCGCTGTCCCAATCGACGAGAAC 
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CTCGAAATCGCACAGGAGCTGCTGGCTAA.GGCCAAGGCAGCG7\ACATCATCTTGGAAGTT 
GAGATCGGTGTTGTCGGTGGCGAAGAAGACGGCGTTGAGGCTAAGGCTGGCGCAAACCTC 
TACACCTCCCCAGAAGACTTTGAGAAGACCATCGATGCAATCGGCACCGGTGAGAAGGGC 
CGCTACCTGCTAGCAGCTACCTTCGGTAACGTCCACGGCGTTTACAAGCCAGGCAACGTC 
AAGCTGCGCCCAGAGGTCCTCCTTGAGGGCCAGCAGGTTGCACGCAAGAAGCTTGGACTT 
GCAGACGACGCACTTCCATTCGACTTCGTCTTCCACGGTGGCTCAGGCTCCGAGAAGGAA 
AAGATCGAAGAGGCGCTGACCTACGGCGTCATCAAGATGAACGTTGATACTGACACCCAG 
TACGCATTCACCCGCCCAATCGTCTCCCACATGTTTGAGAACTACAACGGCGTTCTCAAG 
ATCGACGGCGAGGTCGGAAACAAGAAGGCTTACGACCCACGCTCTTACATGAAGTUVGGCT 
GAGCAGAGCATGTCTGAGCGCATTATCGAGTCTTGCCAGGACCTCAAGTCTGTTGGAAAG 
ACCACCTCTAAG 

>RXAO 17 02 -downstream 
TAATCTCAGCAGTTAAAAAGGGC 

>RXA017 05-upstream 

GCAGGTGCACATTTGTTTTGTCACCTGCACAAAAGTGTCGCCAGCCCGATACTTGTACAA 
CCGTCCGCATCCGAGAAGCAAAGGTGTCTGACTCGCGCCA 

>RXA017 05 

ATGGGAATTCTGAACAGTATTTCAACACCTGCTGACTTAAAGGCCCTTAATGATGAGGAT 
TTGGACGCTCTTGCCAAAGAAATCCGAACTTTCCTGGTCGATAAAGTCGCAGCAACTGGT 
GGCCACTTAGGTCCAAATTTGGGCGTAGTGGAATTAACCATCGGTCTTCATCGAGTTTTC 
GATTCGCCTCAAGACCCGATCATCTTTGATACTTCTCACCAGTCCTATGTGCATAAGATC 
CTGACGGGTCGCGCTAAAGATTTTGATTCTTTGCGTCAAAAAGATGGCCTTTCTGGTTAC 
ACCTGCCGTGCTGAAAGTGAGCACGATTGGACTGAGTCTTCGCATGCTTCGGCGGCCTTG 
TCTTATGCGGATGGTTTGTCT7Wi.GCC7\AGCAGTTGGATGGCGATACCACGCATAGTGTG 
GTTGCTGTCGTTGGTGATGGCGCTCTAACTGGCGGCATGTGTTGGGAAGCACTGAACAAT 
ATTGCTGCTGGTAAAGACCGCAAAGTTGTTGTCGTAGTCAATGACAATGGCCGGAGTTAT 
TCTCCAACCATTGGCGGATTTGCGGAAAACCTTGCGGGCCTTCGCATGCAGCCTTTCTAT 
GAT 

>RXA017 4 3-upstream 

AGGCAAAGACTGGACCGGCAACCCCGATTGGTTCAGATATGCCCATGACACCGCTGCAAT 
TTACTGCCGCTGCCCCAACCACAGGTGAAAAGGAATAACC 

>RXA0174 3 

ATGGATCTCAATACCTTTTGGTTTATTCTCATCGCATTTTTGTTTGCGGGATACTTTCTC 
CTCGAAGGATTCGACTTCGGCGTCGGAATTTTGGCACCCATCATCGGTAAAGATTCAGCG 
GCTAGGAACACAGTGATCCGTACGATTGGCCCTGTCTGGGACGGAAATGAAGTGTGGCTG 
ATCGTGGCAGGTGGCGCTTTGTTTGCTGCCTTCCCTGAGTGGTACGCAACGATGTTCTCC 
GGAATGTATCTGCCGCTGTTCCTCGTGCTTGTGTCGTTGATCATGCGCGTGGTGGGCCTT 
GAATGGCGCAAGAAAGTCGATGATCCTCGTTGGCAAAAGTGGTCTGACCGGGCCATCTTT 
ATTGGTTCTTGGACTCCACCGCTGATGTGGGGATTCATCTTCGCCAATATTTTGCGTGGC 
ATGCCCCTCAAGGCGGATCACACCATCGATGCTGCGGCAGCCCTTCCTGGCATGGTCAAC 
GTCTTCGCCATTCTGGGTGCACTTGCGTTCACCGCACTGTTCGCCCTTCATGGTCTCGCA 
TTCATCCGCCTGAAAACTGCTGGTCGGGTGCGCACCGATGCGGCGAAGGCAGCTCCAGTA 
GTCGCACTTCTTGCTGCGGTGACTGGTGGACCTTTCGTGTTGTGGGCTGCCATCGCATAC 
GGCCGTTCCTGGTCCTGGATCCTCGCAGTGCTGATCATCGCAGCGGTTCTCGGTGGAGCT 
TTCGCACTGATCAAAGACCGCGATGGATTAAGCTTCCTGTCCACTTCCGTCGCTGTCATC 
GGTGTCGTTGCACTGCTGTTT 

>RXA01744 

TGGTCGGAATATTCGCGTTTCGTCGGTGATGTTTTCGGCGGACCGCTGGCTTTGGAGGGT 
CTTATCGCGTTCTTCCTTGAGTCTGTATTCCTGGGACTGTGGATTTTCGGATGGGGGAAG 
ATTCCTGGTTGGTTGCACACTGCATCCATTTGGATCGTTGCTATTGCGACGAATATTTCT 
GCCTATTTCATCATCGTGGCCAACTCGTTTATGCAGCATCCGGTGGGTGCTGAGTATAAC 
CCTGAGACTGGTCGTGCGGAGCTTACTGATTTTTGGGCTCTTCTCACAAACTCCACCGCG 
CTGGCTGCGTTCCCGCATGCTGTTGCCGGTGGTTTTTTAACAGCTGGAACTTTCGTTCTC 
GGAATTTCGGGTTGGTGGATTATTCGTGCGCACCGTCAGGCCAAGAAGGCTGAGTCGGAA 
ATCGAGTCGAAGCATTCGATGCACAGGCCCGCGTTGTGGGTTGGTTGGTGGACCACAGTT 
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GTCTCTTCCGTGGCGCTGTTCATCACTGGCGATATCCAGGCGAAGCTCATGTTCGTGCAA 
CAGCCAATGAAGATGGCGTCGGCGGAATCCTTGTGTGAAACCGCCACAGATCCAAACTTC 
TCCATTCTGACAATTGGTACGCACAACAACTGCGATACGGTAACCCACCTGATCGATGTT 
CCGTTTGTGCTTCCATTCTTGGCTGAAGGAAAATTCACCGGTGTGACTTTGCAGGGTGTA 
AACCAGCTCCAAGCTGCAGCGGAGCAAGCATACGGTCCTGGCAACTACTCCCCTAACTTG 
TTTGTCACCTACTGGTCATTCCGCGCAATGATCGGCCTGATGCTTGGTTCTTTGGCTATC 
GCTGCGATTGCGTGGCTGTTGCTGCGTAAGAAGCGCACACCAACTGGAAAGATTGCTCGT 
CTGTTCCAGATCGGCAGCCTCATTGCTATCCCGTTCCCATTCTTGGCCAACTCTGCTGGT 
TGGATCTTCACCGAGATGGGCCGCCAGCCTTGGGTGGTGCACCCGAACCCTGAATCTGCC 
GGCGATGCCCG7\ACAGAGATGATCCGGATGACTGTTGATATGGGTGTATCTGATCATGCG 
CCATGGCAAGTCTGGCTGACTCTCATTGGCTTCACGATTCTCTATCTCATTTTGTTCGTG 
GTGTGGGTGTGGCTGATTCGCCGCGCAGTTCTGATCGGACCACCAGAGGAAGGCGCTCCA 
TCCGTGGAGGCAAAGACTGGACCGGCAACCCCGATTGGTTCAGATATGCCCATGACACCG 
CTGCAATTTACTGCCGCTGCCCCAACCACAGGTGAAAAGGAA 

>RXAO 17 4 4 -downs t ream 

T AAC C AT G GAT C T C AAT AC C T T T 

>RXA017 4 5 

ATCCTTGCAGACGAAGACGACACCGTCGACGTCGGCGCAGTCATCGCCCGCATCGGTGAC 
GCAAACGCAGCTGCAGCACCTGCCGAAGAGGAAGCAGCTCCTGCCGAAGAGGAAGAACCA 
GTTAAGGAAGAGCCAAAGAAGGAGGCAGCTCCTGAAGCTCCAGCAGCAACTGGCGCCGCA 
ACCGATGTGGAAATGCCAGAACTCGGCGAATCCGTCACCGAAGGCACCATTACCCAGTGG 
CTCAAGGCTGTCGGCGACACCGTCGAAGTAGACGAACCACTTCTTGAGGTCTCCACCGAC 
AAGGTCGACACCGAAATCCCATCCCCAGTAGCAGGCACCATCGTGGAGATCCTTGCAGAC 
GAAGACGACACCGTCGACGTCGGCGCAGTCATCGCCCGCATCGGTGACGCAAACGCAGCT 
GCAGCACCTGCCGAAGAGGAAGCAGCTCCTGCCG7\AGAGGAGGAACCAGTTAAGGAAGAG 
CCAAAGAAGGAAGAGCCCAAGAAGGAAGAGCCCAAGAAGGAAGCAGCTACTACACCTGCT 
GCGGCATCCGCAACTGTGTCCGCTTCTGGCGACAACGTTCCATACGTCACCCCACTGGTG 
CGCAAGCTTGCTGAAAAGCACGGCGTTGACTTGAACACCGTGACCGGTACCGGTATCGGT 
GGCCGTATCCGCAAGCAGGATGTTTTGGCTGCTGCGAACGGCGAGGCTGCACCTGCTGAG 
GCTGCTGCTCCTGTTTCCGCTTGGTCCACTAAGTCTGTTGACCCTGAGAAGGCTAAGCTC 
CGTGGTACCACTCAGAAGGTCAACCGCATCCGTGAGATCACCGCGATGAAGACCGTCGAG 
GCTCTGCAGATTTCTGCTCAGCTCACCCAGCTGCACGAGGTCGATATGACTCGCGTTGCT 
GAGCTGCGTAAGAAGAACAAGCCCGCGTTCATCGAGAAGCACGGTGTGAACCTCACTTAC 
CTGCCATTCTTCGTGAAGGCAGTTGTCGAGGCTTTGGTTTCCCATCCAAACGTCAACGCG 
TCTTTCAACGCGAAGACCAAGGAGATGACCTACCACTCCTCCGTTAACCTCTCCATCGCT 
GTTGATACCCCAGCTGGTCTGTTGACCCCAGTCATTCACGATGCTCAGGATCTCTCCATC 
CCAGAGATCGCAAAGGCAATTGTTGACCTGGCTGATCGTTCACGCAACAACAAGCTGAAG 
CCAAACGATCTGTCCGGTGGCACCTTCACCATCACCAACATTGGTTCTGAAGGCGCACTG 
TCTGATACCCCAATCCTGGTTCCACCACAGGCTGGCATCTTGGGCACCGGCGCGATCGTG 
AAGCGTCCAGTTGTCATCACCGAGGATGGAATTGATTCCATCGCGATCCGTCAGATGGTC 
TTCCTACCACTGACCTACGACCACCAGGTTGTAGATGGCGCAGATGCTGGTCGCTTCCTG 
ACCACCATCAAGGACCGCCTTGAGACCGCTAACTTCGAAGGCGATCTGCAGCTC 

>RXA017 4 5-downstream 

T AAG AT C T C T G C AAG T T AAAAC C 

>RXA017 58-upstream 

CCCCCTTATTCAGAGTGATGGTCTACCGGAGAAGTACCCAGACCAATAGCATCGACCAAC 
GATAGCGCGCTCAGAAGTTCTTTAGTGAAAGCAGAACCAA 

>RXA017 58 

ATGCCCAAATACATTGCCATGCAGGTATCCGAATCCGGTGCACCGTTAGCCGCGAATCTC 
GTGCAACCTGCTCCGTTGAAATCGAGGGAAGTCCGCGTGGAAATCGCTGCTAGTGGTGTG 
TGCCATGCAGATATTGGCACGGCAGCAGCATCGGGGAAGCACACTGTTTTTCCTGTTACC 
CCTGGTCATGAGATTGCAGGAACCATCGCGGAAATTGGTGAAAACGTATCTCGGTGGACG 
GTTGGTGATCGCGTTGCAATCGGTTGGTTTGGTGGCAATTGCGGTGACTGCGCTTTTTGT 
CGTGCAGGTGATCCTGTGCATTGCAGAGAGCGGAAGATTCCTGGCGTTTCTTATGCGGGT 
GGTTGGGCACAGAATATTGTTGTTCCAGCGGAGGCTCTTGCTGCGATTCCAGATGGCATG 
GACTTTTACGAGCCCGCCCCGATGGGCTGCGCAGGTGTGACAACATTCAATGCGTTGCGA 
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AACCTGAAGCTGGATCCCGGTGCGGCTGTCGCGGTCTTTGGAATCGGCGGTTTAGTGCGC 
CTAGCTATTCAGTTTGCTGCGAAAATGGGTTATCGAACCATCACCATCGCCCGCGGTTTA 
GAGCGTGAGGAGCTAGCTAGGCAACTTGGCGCCAACCACTACATCGATAGCAATGATCTG 
CACCCTGGCCAGGCGTTATTTGAACTTGGCGGGGCTGACTTGATCTTGTCTACTGCGTCC 
ACCACGGAGCCTCTTTCGGAGTTGTCTACCGGTCTTTCTATTGGCGGGCAGCTAACCATT 
ATCGGAGTTGATGGGGGAGATATCACCGTTTCGGCAGCCCAATTGATGATGAACCGTCAG 
ATCATCACAGGTCACCTCACTGGAAGTGCGAATGACACGGAACAGACTATGAAATTTGCT 
CATCTCCATGGCGTGAAACCGCTTATTGAACGGATGCCTCTCGATCAAGCCAACGAGGCT 
ATTGCACGTATTTCAGCTGGTAAACCACGTTTCCGTATTGTCTTGGAGCCGAATTCA 

>RXAO 175 8 -downs t ream 
TAATGCCAACAGCAAGCCCAATT 

>RXAO 18 14 -upstream 

TGTTAAGCCACCCTACTCCGTGAATTTTGCCGTATCTCGTGCGCACAATTGCTTTTGAGG 
GGAAGATGAAGAGAAAGTATTGGTGTTTTAAGGAGCAAAC 

>RXA01814 

ATGGCACATGAACGCGCCGGGCAACTCGCCCAACCAGAAGATCTCATCGATGTTGCGGAA 
CTGGTCACCGCATATTTCACCCGCAAGCCGGACGTGT^CAACCCTGATCAGCAGGTCGCT 
TTCGGCACCTCCGGACACCGTGGCTTCGCGCTGGACAGCGCTTTCAACGAGGACCACATC 
CTGGCAACCACCCAGGCGATCGTCGACTACCGCAACCAGCAGCCAAAAAACTGGGTCGGC 
CCGCTGTTTATCGGCCGCGATACGCACGCGCTGTCCGAACCAGCGATGATCAGCGCGCTT 
GAGGTCCTCATTGCCAACGACGTCGAAGTGCTTGTCGACGCCGACGGCCGCTACACCCCG 
ACGCCCGCAGTGTCCCACGCGATCCTACGACACAACGATGGCATCATCCTTGGCACCGCA 
GGACCCTCCCGCCCCTACGCCGACGGCATCGTGATCACCCCATCCCACAACCCTCCTCGT 
GATGGCGGATTCAAATACAACCCAGCCAACGGTGGCCCTGCAGATACCGACGCCACCGAC 
TGGATCGCCAACCGCGCCAACGATATTCTGCGCGGCGACCTTGCAGACGTGAAGCGAGTT 
CCAGTTTCCGGTGTCCTCGACGAGCGCACCACTGCCTACGACTTCAAGGGCATTTACATC 
GCTGACCTGCCAAACGTGGTCAACATCGATGCCATCCGCGAAGCTGGTGTTCGAATCGGC 
GCAGACCCAATGGGTGGCGCATCCGTGGATTACTGGGGTGCCATCGCAGAAACCCATGGC 
CTCAACCTCACCGTGGTCAACCCACACGTTGATTCCACCTTCCGCTTCATGACATTGGAC 
ACCGACGGCAAGATCCGCATGGACTGCTCCAGCCCACACGCAATGGCATCGCTGATTGAC 
AACCGAGACAAGTTCGATGTGGCAACCGGCAACGACGCCGACGCCGACCGCCACGGCATC 
GTCACCCCAGACGCTGGCTTGATGAACCCCAACCACTACCTCGCAGTAGCAATTGAGTAC 
CTCTTTGCTCACCGCCCAGGTTGGTCCGCAGATACCGCAGTGGGCAAAACCCTGGTCAGC 
TCCTCCATGATCGACCGCGTTGTGGCGCAGCTTGGCCGCACCCTCGTTGAGGTTCCAGTC 
GGATTCAAGTGGTTTGTCCCAGGTTTGATCTCCGGCGAAATCGGATTCGGTGGTGAAGAA 
TCCGCAGGTGCATCCTTCCTCCGCATGGACGGCACCACCTGGTCCACCGACAAGGACGGC 
CTCATCCTTGACCTCCTGGCAGCTGAGATCATTGCAGTAACCGGCAAGACCCCATCACAG 
CGCTACGCAGAACTCGCCGAAGAATTCGGTGCACCTGCCTACGCCCGCACCGATGCAGAA 
GCCAACCGAGAACAAAAGGCCATCCTGAAGGCACTGTCCCCAGAACAGGTCACCGCCACC 
GAACTAGCCGGCGAAGCAATCACCGCTAAGCTCACCGAAGCTCCCGGCAATGGCGCAGCC 
ATCGGAGGACTAAAAGTGACCACCGAAAACGCCTGGTTCGCAGCACGCCCATCCGGCACC 
GAAGACAAGTACAAGATCTACGCAGAATCCTTCAAGGGCGAAGAGCACCTCGCCCAGGTT 
CAGAAGGAAGCCCAAGCGTTGGTCAGCGAAGTACTCGGACAG 

>RXAO 1814 -downstream 
TAAAACTGCGGACTTGCTGACAA 

>RXA01839-upstream 
TTCCTGCTGCCAGGTGTC 

>RXA01839 

ATGCGCATGAACGCACCTGTCCCATTGGGCGGTACCTCCAACCATCTGCTCACGGGTGTC 
CTGAAAGATCTCGGCGCGTGGGATCCTTTCAATGTCACAGT^GATGCGGACCTCGGCGTA 
CGCATCGCGGCAAAGGGATATTCCACCGCGGTGTTGGATTCGGTGACGTGGGAGGAAGCA 
AACTCCGACACCATCAACTGGTTGCGCCAGCGTTCTCGCTGGTACAAGGGCTATCTGCAA 
ACATGGCTTGTGTATATGCGCAGGCCAAAGTGGTTAGTCCAAGAGCTTGGCATCATTCCT 
GCTGTGCGTTTTACCTTCCTCATGGCAGGCACCCCGATCATTGCGGTGCTCAATCTGCTC 
TTTTGGTACTTGTCGCTCACGTGGATTCTGGGCCAGCCCGGCACCATTGAGCAGATGTTC 
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CCACCTGCGGTGTACTACCCAGCGTTGGTGTGTTTGGTGGTGGCCAATGCTGCGACCATC 
TTTATGAATCTCATTGGCTGCCGGGAAGGCCGCGACCCCTTGCTGCTCATCGCGGTTCTC 
ACGTTCCCGCTGTATTGGCTGCTCATGAGCATTGCAGCGTTGAAAGGCACGTGGCAATTG 
ATCACGCGACCATCCTATTGGGAGAAAACTGCCCACGGATTGGAGGCG 

>RXA018 3 9-downstream 
TAAGCGGTGCCCATCGTCAAACC 

>RXA018 51-upstream 

TTGTGGCCTTTTTGCAGGGGAAACTTATTTAAATAATTCATAAGTAAA/^AACCGTCAATT 
CACGATGTGGGTTGGCGGTTTTCCTATTAGGCTCACTTTT 

>RXA01851 

ATGACGAGCGCACACTTTGAATCCCGCCGGATTGGCCCTCCGCTTCGCGATAATTATGAC^ 

GTCATTGTGATTGGCGGTGGTATCTCAGGTGTACAGATTGCGCGACATGCTCAAGGCCGC 

GGTTTACGCACTGTGATGTTTGAGGCCAGAGATTATTCTTCTGGAACATCATCGACAACC 

TCCAAGATGATTCATGGTGGTTTGCGCTATTTGGAGCAGTACGATTTCGGCGTGGTCCAG 

GAAGCCGTGAAGGAACGCCGGTACCTAGGTATCGCCGCTCCGCATTTGGTGGCTCCACGC 

AGTTTCATGCTCACGGCGTTTGATTGGTCAGAGCCGAAAGCCCCTATGTTGGGTGCTGGT 

GTGGCGTTGTATGAAACGATGGCGTGGCAGCGTAACCAGGGGCAATCGAAGGAAAACCAC 

TCGCCGCGTTTCCGGTGGATTCCTAAAAATGCACTGCTCAAGGAAGTCCCGTGGCTTGAC 

CCGGAGGGCTTGAAGGGAGCGTGGCGCCACGATGATACGTTGAATCTCCATGCAGAACGA 

CTCCTCCTCGCGGTGATTAAAGCTTTTGCGGCAGATGGCGGAACGGCGATCAACCACGCC 

AAAGTCACTCGCATTCTCCGGAACGTGGAAGAAGGCCGCGTCAAGGGTGTAGAAGTGACT 

GATCAGGTCACCAACACCACGCATGAGGTGAATGCCCCTGTGGTGATCAACGCTGCGGGT 

CCGTGGGTTGCGCAGGCGTTGGGTGATTTGGCGGAGGTAACCAAGTTGAAGGTGCGCCAA 

TCCAAGGGAGTGCATTTGCTCACTGGTGATTTGGGCAGCCAGAGTGGCGTGTTTGTGCGT 

GGCAAAAACGGCAAGCATGTGATCGTGAATCCGTGGATGGGGCGCACCCTTATTGGTCCA 

ACCGACACCATGATTGACGGTGACGCTGATGATGCGGCTGCAGATGAAAGCGATATCGAT 

TTGCTGCTTGAGACCATCGATTCGGTACGCGCTACACCGCTTGATCGCAAAGAGATCATC 

TCCACGCTGGTGGGTGTGCGCCCGCTTGTTGATGACGGCACCGACACCTACACGTCCTCT 

CGCCGTTTCGATATTTCCGATCACGCCAACGTCGGCATTGATGGTTTGGTGTCTGTCTCT 

GGCGGCAAGTGGACCACTTCCCGCGTGATGGGGTACAAGGTGATTGAGCATGTGGTGGAG 

CACCAAGCTGCGGTGTTACCTCCGCTGCGCCACTTTGACTCCAGGCAGATGCCGTTGAGT 

ACTTCTTTTGGCGCGTATGAGTCCGTGGCTGATTCCTTTGAGTCAGCGCTTCGCAGCCAC 

CCCGAGCTGGATGTGGATGATGAAATCCGCGTGCATCTGGCCAGACTGTATGGAACTGAG 

CATGAAAAAGTGCTGGATCTCGTCGCAAAGCAACCCGACCTGGGGCGCCGACTTGACCCA 

GACAACCTTGATATCGCGGCGCAGGCCGTTTTTGCTGTCGCCGAGGAGGCGGCCGTCGAC 

CTGGCGGACGTGCTGGATCGTCGCATCGTGCTCGGCACGCTGGGTTATGTGCAACCGGCT 

GCCGTGCGTGCGACGGCCGAAGCAATGGCGCAGGTCACCGGGTGGTCAGCTGAGCTTATC 

GACGCCCAGTGCCAGTCCTACCTCGCCAAGCAAGACAAAATCCAAGCCGTGTTAAAGCCG 

TACCGC 

>RXA018 51-downstream 
TAACACTCCGTCATCGACACCGG 

>RXAO 1 8 5 9-upst ream 

TACGCCCAGGGTTTCCATATTGGTAAATCTAAGCCGATTGATGAATTTATAGCTACTTAT 
CTCGAGACGAACCAAACCGCTACCTGGGGGTAGGAAGAAT 

>RXA018 5 9 

ATGAAAAAGAAGAGCTTTCCAATCGCAAGAGTCATCGGTATCGGCGTCCTTGGCATCGCC 
GGGATGGGT^ATATTGTTGCTATGGCTTGCAGTTACCCTGTCTGATCCAGCATCACCGGGT 
GCCAAAGAAACCGAAGTCTTTGATAGGTGGAAAGTGCTCTTTGATGACTATATTCCACCA 
GTCAGGGTATTGGTTGCTGCGATTATCGTTGCATTAATTTTCGTCTTTATCGCTGCCACA 
GTGGAACGAACCGTAACCAACCGCTACCGAAGCTCCGTAGACGGCGAAAGAGTGCCATTA 
GCGCCGAAGATTGTGATGGCAGAAACCCGAGGGGTATTTCATGGACCGATTACCATTAAC 
GTGCTCGTGCCAGCACACAATGAGGCGGAAAGAATTACTGGAACAATTCAGGCATTGAAA 
TCACAACATGAGCCTCCAG/iLACGCATCGTTGTAGTTGCCGATAATTGCACTGATGAAACT 
ACGGAATTAGCCCGTGCTGAGGGAGTGGAGGTCTTGGAAACAGTCAATAATAAGTTTAAG 
AAGGCCGGAGGACTCAATCAGGCTTTGAGCCGGATGCTTCCCACATTGGGGGAGAATGAC 
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ATTGTGATGATCGTTGACGCTGATACAGCACTTGATCAAGGTTTCCTCAAGGAAGCACGG 
CGCCGCTTTGAGTCTGATCGCGCTCTAATGGCCGTGGGCGGATTGTTCTACGGTGAGTCA 
GGCTCCGGATGGCTTGGCCAATATCAGCGCAACGAATACACCCGTTATAGCCGTGACATC 
TATCGACGCCGCGGACGTGTGTTTGTTTTGACTGGAACAGCGTCGGCTTTTCGGCCACGC 
GGCCTGCGGACAGTAGCGGAATCACGCGGGACATTGATCCCCGGACGTAAAGCCGATGTT 
TATGACACCGCGGGCGTTGACCGAAGA 

>RXA018 5 9-downstream 
TAATGAGTTGACCCTGGCTTTGA 

>RXA018 65-upstream 

GGTGGAATTTGGCCTGCGGTCAAGGGGAAGTAGCATAATAAGCCTTW^GCTTTCCCATAT 
TTATTAGCCTCTTAGAGTTCTCAGGAGAAAACGAAATCCC 

>RXA018 65 

ATGACATACACAATCGCACAGCCCTGCGTTGACGTCTTGGATCGTGCCTGCGTTGAAGAA 
TGCCCAGTAGATTGCATCTACGAAGGTAAGCGCATGCTGTACATCCACCCGGATGAGTGC 
GTTGACTGTGGTGCATGTGAGCCTGCTTGCCCAGTTGAGGCAATCTTCTACGAGGACGAT 
GTCCCAGACGAATGGCTTGACTACAACGATGCCAACGCTGCATTCTTCGATGATCTGGGC 
TCCCCAGGTGGTGCGGCTAAGCTTGGACCACAAGATTTTGATCACCCAATGATCGCTGCG 
CTGCCGCCTCAGGCA 

>RXA018 65-downstream 
TAATCTAACGCATGACCTCTCGC 

>RXA01882-upstream 

ACCCTTTTTCCACCTTGGCTGATTTTGATGCCCTTGTTACCGATGACCACACGCTAGATT 
TTCCAGTTTTGCCCGACCACAACTTTCAGGTGGTAACCCC 

>RXA01882 

ATGATCATCACATTCACCCCAAACCCGAGTATTGATTCCACGCTGTCGCTCGGCGAAGAG 
CTCTCCCGTGGATCCGTCCAACGACTTGATTCCGTCACCGCTGTCGCAGGTGGTAAAGGC 
ATCAATGTCGCCCACGCTGTCTTGCTTGCGGGCTTTGAAACCTTGGCTGTGTTCCCAGCC 
GGCAAGCTCGACCCCTTCGTCCCACTGGTCCGCGACATCGGCTTGCCCGTGGAAACTGTT 
GTGATCAACAAGAACGTCCGCACCAACACCACAGTCACCGAACCGGACGGCACCACCACC 
AAGCTCAACGGCCCCGGCGCGCCGCTCAGCGAGCAGAAGCTCCGTAGCTTGGAAAAGGTG 
CTTATCGACGCGCTCCGCCCCGAAGTCACCTGGGTTGTCCTGGCGGGCTCGCTGCCACCA 
GGGGCACCAGTTGACTGGTACGCGCGTCTCACCGCGTTGATCCATTCAGCACGCCCTGAC 
GTTCGCGTGGCTGTCGATACCTCAGACAAGCCACTGATGGCGTTGGGCGAGAGCTTGGAT 
ACACCTGGCGCTGCTCCGAACCTGATTAAGCCAAATGGTCTGGAACTGGGCCAGCTGGCT 
AACACTGATGGTGAAGAGCTGGAGGCGCGTGCTGCGCAAGGCGATTACGACGCCATCATC 
GCAGCTGCGGACGTACTGGTTAACCGTGGCATCGAACAGGTGCTTGTCACCTTGGGTGCC 
GCAGGAGCGGTGTTGGTCAACGCAGAAGGTGCGTGGACTGCTACTTCTCCAAAGATTGAT 
GTTGTATCCACCGTTGGAGCTGGAGACTGTGCTCTTGCAGGTTTTGTTATGGCACGTTCC 
CAGAAGAAAACACTGGAGGAATCTCTGCTGAATGCCGTGTCTTACGGCTCGACTGCGGCG 
TCTCTTCCTGGCACTACCATTCCTCGTCCTGACCAACTCGCCACAGCTGGTGCAACGGTC 
AC C C AAG T C AAAG G AT T G AAAG AAT C AG C A 

>RXA018 82-downstream 
TGAATAGCGTAAATAATTCCTCG 

>RXA01884 

ATGCATGTCGACGGCTTCCGCTTCGACCTTGCCTCTACCCTTGCTCGTGAATTTGATGAT 
GTTGACCGCCTGGCAACCTTCTTCGACCTGGTCCAACAAGACCCGGTGGTCTCCCAGGTC 
AAGCTCATTGCTGAGCCGTGGGATGTTGGCGAAGGCGGATACCAAGTGGGTAACTTCCCA 
CCACTGTGGACTGAGTGGAACGGTAAATACCGCGACACTGTCCGTGATTTCTGGCGTGGT 
GAGCCAGCAACCTTGGGTGAATTCGCTTCCCGACTAACTGGTTCCTCTGATTTGTATGCA 
AACAACGGCCGTCGCCCCACTGCATCGATCAACTTTGTGACTGCTCACGACGGCTTCACC 
CTCAATGACTTGGTCAGTTACAACGAGAAGCACAACATGGCCAACGGTGAAGACGGTCGG 
GACGGTGAATCACACAACCGTTCCTGGAACTGTGGCGTCGAAGGACCAACTGACGATCCT 
GAGATTATGCAGCTGCGTGCTCAGCAACGACGCAACTTCCTCACCACCTTGTTGCTGTCC 
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CAGGGCACCCCTATGTTGTCCCACGGTGATGAAATGGCCCGTACCCAAAACGGCAACAAC 
AACGTCTACTGCCAAGACAATGAACTGGCGTGGGTGAATTGGGATCAGGCTGAAGAAAAC 
GCTGACTTGGTGAGCTTCACCAGGCGTTTGCTGCGTATCCGAGCAAACCACCCAGTATTT 
AGGCGCAGGCAGTTCCTTGCCGGTGGCCCTTTGGGCGCCGATGTTCGTGACCGCGATATC 
GCATGGCTGGTACCAAATGGAACCTTGATGACTCAAGATGACTGGGACTTCGCTTTCGGT 
AAATCACTGCAGGTGTTCTTCAACGGCGATGCCATCGAAGAGCCTGATTATCGAGGACAG 
AAAATCCACGATGACTCCTTCATCTTGATGTTCAACGCTCACTTCGAACCTATCGATTTC 
AATCTCCCTCCTGAGCATTTCGGTATGAAGTGGAAGCTTTTGGTCGATACCACCGAAGCG 
GTGGGCCACCCGCTGGAGGATCTCACCATCGAAGCTGGCGGAACCATCACTGTTCCTGCC 
CGTTCCACGATGCTGCTGCGCCAGGTGGAGGCTCCGGACTACACCAAGCTTGAGGAAAAG 
ATCGCTGCTGAAAAGCGTGAGCAAGAACTTGCGGCAGAGAAGGAAGCTGCTGAGAAGCGC 
GAATTGGAACTGGCGGCAGCAAAGGAAGCTGAAGATGCTGCTGAGGCTCTCCACCTTGCG 
GCAGAACGTGCTTCGACTCAGGAAGCTGAATTGGCCCATCAACACGGTGCTGATGCGATT 
GCCGATGAGGTAGCGGAAGAACCACAAGAGCTGCCACAAGATGAAGTAGCGGCAGAGGTC 
GAGACTGAGCCCGACACCGAGCCTGACACTGAATCTGACTCCGAGCAGGCTGAGGTAGCT 
TCAGAGGAGCCTGAAGCGGACGAAGAAGAGAAG 

>RXA0188 4 -downstream 
TAGTACACCGAAAGTGGCGTCGC 

>RXA0188 6-upstream 

GCGAAGCTGCACGCACCGCACTACTCATCGCACTCGGCGCCATCCGAAGCGTAGAAACCG 
GCGCAACCATCAACCTTGCTGAAAGCATCGAGGTTTAACC 

>RXA01B86 

ATGACTTTTAAACTCGCAGCATGCGCAGAGATGATCTACCAGGACCTGCCTTTCGAGGAG 
AGGGTCAAGACGATCTCTGATCAGGGATTCCTCGTGGAAATTTGGGACTGGTCCACAAAA 
GACATCGATGCGCTCGTGGCAACAGGCGCGGAATTTTCCTCCATGACGGGCTACCTGCGC 
GGGGATCTGATTACTGAACAGGGCCGCGCGGAGCTCTTGGCAACCGCTTCGGAGTCCTTG 
GCGGTGGCGGAAAAGCTCAACTGCCCCCGGCTGAATCTGCATGGAACTGGCCTTGGACCG 
CAGGGACTACCTGTTACTCCCATTGAAGTGGTTACCCCAGAAATGTGGCTCTACGCTGCT 
GAAACGCTCCGCCAGATCGCTGAGCTGGGGGAGCGCGCAGGCAAGGTTTTCGTGCTGGAA 
AACCTCAACCTCGCAGTCGATCACCCCGGCACTCCTTTTGCCAAGGCCACTGACACTTTG 
GCGCTGGTCAAGGCTGTCAATCACCCGAATCTGCGCCTCAACCTGGATTTGTACCACGCC 
CAGATTGGCGAAGGAAACCTCATTGAGCTGCTCCGTGAGGCGCAGCCATTCATCGGCGAA 
ATCCAGGTTGCCGATGTCCCCGGCCGCATGGAACCCGGCACCGGCGAGATCAACTACCAG 
GGCGTCGCGAAAGCTCTCGCCGCGATGGGCTACGACGGCGTCATCGGCATGGAGGCGTGG 
GCATCGGGCGACTCCAGCGACGCGCTGCAGGCGTTGAAGTCAGCGTTCACGGTC 

>RXA0188 6-downstream 
TAAATTGCTTATCGACGCACCCC 

>RXA0188 7-upstream 

CATCTTTACAGGAAACCCCTTGACGGCATCAATGGGTGGTATCTAGTATCTACTAGAACG 
TTATAGTAGAACGTTCTAGTAAAACTTGGAAGGATGAAAA 

>RXA018 87 

ATGTCAGTCAAACTTGCCCTCATCGGTGCTGGACGCATCGGATCAAATCACGCACGCCTG 
ATCACAAACCACGTGATCGGCTCTGAACTGGTCGCCGTCGTTGACCCAACTCCCAACGCA 
GAAACCCTCGCTGATGAATTGGGCGCCGTTGCGTTCTCTAACCCAGATGACGTCCTGACC 
CGCGATGACATTGACGCGGTTTTGATTGCTACACCAGCACGAACCCACGCGGATCTCGTG 
GTCAAAGCAGCGGCAGCGGGCAAGCACGTGTTTGTGGAAAAGCCCATGGCCGTCACCCTC 
GAGGACGCAGATCGTGCCATCAACGCAGCACGCGAAGCAAACACTGTCCTGCAGGTGGGC 
TTCAATCGTCGTTTCGCGGCAGGTTTCGCTGCAGCACGCGCACGCATTGACGCAGGCGAT 
ATCGGCACCCCACAGCTGCTTCGTTCCGTGACCCGCGATCCAGGACCATTCACCGCTGAC 
CCCAACAAGATCCCTCAGTGGACCATCTTCCTGGAAACCCTCATCCACGATTTCGATGCG 
CTGTGCTACCTCAACCCAGGCGCAACCCCAGTGGAAGTAACCGCTCACGCTGATTGCCTC 
GTCGTTCCAGAAGCTGCTGGCACTGGCTTCCTCGACACCGCAGTGGTGACTGTCCGTTTT 
GATAACGGAGCAATTGGTACTGCAGAAGCAAGCTTCAGCGCAGCCTATGGTTATGACGTT 
CGCGGTGAAGTCTTCGGATCCAAGGGCATGATGACCGCAGGCGACGCGCGCGCAACC7VAC 
ATGACTTTCTACGGCGCTGAGGGCATCGCGGCTGCCACCTCACGCGCGGATACCGATCTG 
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CTCTCCGATGCTTACCGAGCTGAATTCCAAGCTTTCGTCGACTCCATCCGTACCAACACC 
CCTTCCAAGGTTCCAGGCGAAGCTGCACGCACCGCACTACTCATCGCACTCGGCGCCATC 
CG/^GCGTAGAAACCGGCGCAACCATCAACCTTGCTGAAAGCATCGAGGTT 

>RXA018 87-downstream 

T AAC CAT G AC T T T T AAAC T C G C A 

>RXA018 8 8-upstream 

AGTAGATACTAGATACCACCCATTGATGCCGTCAAGGGGTTTCCTGTAAAGATGTAAGAG 
ATTAAGAAAAGAGGTAGATATGGCGTCAAAGCGACCGACA 

>RXA018 88 

ATGGCTGATGTGGCAAAAGCTGCTGGAGTATCCACTGCGCTGGTCTCCATCGTGTTTCGC 
GATGCCCCCGGAGCAAGTGAATCCACCCGCAACCATGTGAAAGAAAAAGCCGCCGAACTC 
GGATACATTCCTGATCGACGAGCCCAAAAACTTCGCCAAAACCGCTCCGGACTCATCGGT 
GTGGCATTCGAAATGCACCAAGCATTCCACGGCGATATCGTCGAACACCTCTATCCCACC 
GCCCGAAAACATGGCTTCGACCTGTACCTTAGCGCGATCACACCGACTCGCACTGAAAAA 
GATGCCGTCAACGCCCTGATCAGGGAACGATGCGAAGCAGTAATTCTTCTAGGATCTCGC 
ATGTCACCTAGTGATTTGGAAACAATCGCACAGCAACTTCCCGTCCAAGTAATTGCCCGC 
GGTTCCGGAACCCCCAAAGTCAGTTCCGTCCATGTCGACGACGCAGTTGGCGCCCAATTA 
GCCCTCAACCACCTCATCGAATTAGGCCACGAACACATCATCTACATCGATGGTGGCGAC 
GCCCCTGGCACCCAGGAA 

>RXA018 91 

TACTACAACAAGGATCTGTGGGCTAAGGCTGGCCTGGAAGATCGTGGCCCAGAGTCATGG 
GAAGAGTTCTCCGAGTGGGGTCCAAAGCTGCAGGAAGCGATGGACAGTGGTTTCGCACAC 
GGTTGGGGAGATGCAACCAACTACCTTTCTTGGACTTTCGAAGGCCCAATGTGGTCCCTC 
GGCGGCAACTACTCTGAAGGTTGGGAGTCCCGTCTGACTACCCCAGAGACCATCCGTGCA 
GTTGAGTGGCTCAAGTCCACCGTTGATGAAGGTTTCGCAACCGTCTCCACCGACGTCACC 
AACGAGTTCGCAACCGGCCTGATCGGTTCATGCATCCAGTCCACCGGTGATCTGTCTTCG 
GTTGCCGGCGCTGCAAGCTTCGACTGGGGCGTAGCAGCACTTCCTAACCCAACCGGCGAG 
GGCGCTTGCCCAACCGGTGGCGCAGGCCTGGGAATCCCATCTGGCATCTCTGAGCAGCGT 
CAGGACAACGCCCTGAAGTTCATCGACTTCCTCACCAACGCCGCGAACACTGGCTACTGG 
TCCCGCGAGACCGGTTATGTTCCAGTTCGTAAGGATGCTGCATCTGATCCAGATCACGCA 
GCATTCCTCGAGGAGAACCCTGCATACAACGTTGCAGTGGAGCAGCTTCCTGATACCCGT 
TCCCAGGACAACTTCCGCGTGCTGCTGCCAAACGGTGACCGCACCATCGGTGACGCACTG 
GAGAAGATCTGCCTGACTGGTGCAGACATCGATGTCACCCTGGCTGAGGTTGAGACCAAG 
CTGAACACCATCTACACCCGCGACATCGAACCACTTATT 

>RXA018 91-downstream 

T AAT C C GAG C AC T T C AG C TAG AC 

>RXA018 95 

CACCACCTCTTCCAGCCACTGCTGTACCAAGTGGCAACCGGTATCCTCTCCTCCGGTGAA 
ATCGCACCTTCCACTCGACAGATCCTGGGCTCCCAGGAAAACGTCAACGTCATCAAGGGC 
GAAGTCACCGACATCAACGTCGAGTCCCAGACTGTGACCGCCTCCCTGGGCGAGTTCACC 
CGCGTTTTTGAGTACGATTCCTTGGTCGTTGGTGCTGGCGCAGGTCAGTCCTACTTCGGC 
AATGATCACTTCGCTGAGTTCGCACCTGGCATGAAGTCCATCGACGATGCACTGGAGATT 
CGTGCACGCATCATCGGTGCTTTCGAGCGCGCTGAGATCTGCGAGGATCCAGCTGAGCGC 
GAACGCCTGCTCACCTTCGTCGTTGTTGGCGCTGGCCCAACCGGTGTTGAGCTTGCTGGC 
CAGTTGGCTGAGATGGCTCACCGCACCCTTGCTGGTGAGTACAAGAACTTCAACACCAAC 
TCCGCAAAGATCATCCTGCTTGATGGTGCTCCACAGGTTCTTCCTCCATTCGGTAAGCGC 
CTAGGCCGCAACGCACAGCGCACCCTGGAAAAGATGGGTGTCAACGTTCGCCTGAACGCT 
ATGGTCACCAACGTTGACGCTACCTCGGTCACCTACAAGACCAAGGACGGCGAAGAGCAC 
ACCATCGAATCTTTCTGCAAGATTTGGTCCGCTGGTGTTGCGGCATCCCCACTGGGCAAG 
CTCGTCGCAGAGCAGACCGGTGTTGAGACCGACCGCGCAGGCCGCGTCATGGTTAACGAT 
GACCTGTCTGTTGGCGATCAGAAGAACGTCTTCGTT 

>RXA01901-upstream 

GCATGTTGCCTTCTCTCTGTGATCGCCTCGTTCTTCATCCAACGCGTCGCGCACCAAGAG 
AACTAAAATCTAAGTAAAACCCCTCCGAAAGGAACCACCC 
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>RXA01901 

ATGGTGAAACGTCAACTGCCCAACCCCGCAGAACTACTCGAACTCATGAAGTTCAAAAAG 
CCAGAGCTCAACGGCAAGAAACGACGCCTAGACTCCGCGCTCACCATCTACGACCTGCGT 
AAAATTGCTAAACGACGCACCCCAGCTGCCGCGTTCGACTACACCGACGGCGCAGCCGAG 
GCCGAACTCTCAATCACACGCGCACGTGAAGCATTCGAAAACATCGAATTCCACCCAGAC 
ATCCTCAAGCCTGCAGAACACGTAGACACCACCACCCAAATCCTGGGCGGAACCTCCTCC 
ATGCCATTCGGCATCGCACCAACCGGCTTCACCCGCCTCATGCAGACCGAAGGTGAAATC 
GCAGGTGCCGGAGCTGCAGGCGCTGCAGGAATTCCTTTCACCCTGTCCACCCTGGGCACT 
ACCTCCATCGAAGACGTCAAGGCCACCAACCCCAACGGCCGAAACTGGTTCCAGCTCTAC 
GTCATGCGCGACCGCGAAATCTCCTACGGCCTCGTCGAACGCGCAGCCAAAGCAGGATTC 
GACACCCTGATGTTCACCGTGGATACCCCCATCGCCGGCTACCGCATCCGCGATTCCCGC 
AACGGATTCTCCATCCCGCCACAGCTGACCCCATCCACCGTGCTCAATGCAATCCCACGC 
CCATGGTGGTGGATCGACTTCCTGACCACCCCAACCCTTGAGTTCGCATCCCTTTCCTCG 
ACCGGCGGAACCGTGGGCGACCTCCTCAACTCCGCGATGGATCCCACCATTTCTTACGAA 
GACCTCAAGGTCATCCGTGAAATGTGGCCAGGCAAGCTCGTAGTCAAGGGTGTCCAGAAC 
GTTGAAGACTCCGTCTW^CTCCTCGACCAAGGCGTCGACGGCCTCATCCTCTCCAACCAC 
GGTGGCCGTCAACTCGACCGCGCACCAGTCCCATTCCACCTCCTGCCACAGGTACGCAAG 
GAAGTCGGATCTGAACCAACCATCATGATCGACACCGGCATCATGAACGGCGCCGACATC 
GTCGCAGCCGTAGCCATGGGCGCTGACTTCACCCTCATCGGTCGTGCCTACCTCTACGGA 
CTCATGGCCGGAGGCCGCGAAGGCGTCGACCGCACCATCGCCATTCTCCGCAGCGAGATC 
ACCCGCACCATGGCTCTCCTCGGTGTTTCCTCCCTCGAAGAACTCGAGCCACGCCACGTC 
ACCCAGCTGGCCAAGATGGTTCCAGTTTCTGACGCAACTCGTTCTGCAGCGGCGGAGATT 

>RXAO 1901 -downstream 
TAAAAGTTTCTCTCCTTAGCTAT 

>RXA01915 

ATCGATGTTGTCAGCGTCGTGGTGGCTAACTTCCTGCACCGCGAAATCGTGGAAGCACTT 
CTGGCATCCGGCAAGCATGTGCTGTGCGAGAAGCCACTGTCAGACACCATCGAAGATGCA 
GAAGCCATGATTGAGGCAGCCGGCCGTGCAGCAACAAATGGCACCATCGCCCGCATCGGA 
CTGACCTACCGCCGTTCCCCAGGCGTGGCACACATCCGTGATCTCGTGCAGTCCGGCGAG 
CTTGGCAAGGTTCTACACGTCACCGGCCACTACTGGACCGACTACGGATCCAATGCACAG 
GCACCAATCAGCTGGCGTTACAAGGGGCCAAACGGCTCCGGCGCACTGGCAGATGTGGGA 
AGCCACCTCACCTACCTGGCAGAATTCGTTGCAGGATCTGACTTCGCCGCCGTCCGTGGT 
GGCCAGTTGTCCACCGTGATCACCGAGCGCCCCAAGCCACTCGGCGCGATTGTCGGCCAC 
GAAGGCGGCGCAGTTTCCGATGAATACGAAGCAGTGGAAAATGATGACATTGCATCATTC 
TCCGGATCCTTCATCGGTGGCGGAACCGCAACCCTCCAGGTCAGCCGCATTTCCCAGGGA 
CACCCAAACACCCTAGGTTTTGAAGTGTTCTGTGAAAAGGGCTCCGTGCTCTTTGATTTC 
CGCAACTCAGGCGAATTCAAAATCTTCACCCCAGCAACCTCCGGTGACATCAGCCAAGAA 
GCCGGCTACCGCACCATCACCATCGGACCAAAGCACCCATACTGGCGCGGCGGCCTTGCA 
ATGGATGCACCAGGCGTGGGAATTGGCCAAAACGAAGGCTTCGTTTTCCAGGCGCGCGCA 
TTCCTCGAAGAAATCGCAGGAATCTCCGAAGCTGAAAGCCTGCCACGCTGCGCAACTTTG 
GAAGAAGGGCTACACAATATGCAGCTCATTGATGCTGTATCACAGTCAGCTGCAGCAGGT 
GGCGAAACCGTTGCGGTCCCAGCGGCTGCTCTGATCCCTGCAAACAAC 

>RXA01915-downstream 

T AG AAAC T AT T C AGAAAGC AT C A 

>RXA01919-upstream 

ACCTATGACCGCTGTGGCGCCTAGGGTCGACGGGCACGTCGCCCCTCAGAGGCCCGAGCC 
GACAGGCCATGCACGCAAGGGCAGCAAAGCATGGTTAATG 

>RXA01919 

ATGACCACCACCGACCACAAGCAGCTGGGCATTATGTACATCATTATGTCCTTCAGCTTC 
TTTTTCCTCGGTGGCTTGATGGCCCTGCTTATCCGAGCGGAGCTTTTCACCCCTGGTCTG 
CAGTTCCTGTCTAATGAGCAGTTCAACCAGCTGTTCACCATGCACGGAACTGTCATGCTG 
CTGCTGTACGGAACTCCAATTGTTTGGGGTTTTGCTAACTACGTCCTGCCACTTCCAACC 
ACCANGCAAGCCTTCTCTAAAACCCGGGTGAACTCTCCCAGGGAG 

>RXA01927 
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AATGACACTCGTTCTGCCCAGGCTGCGTTGGATCTCAATGAGGAGATCGGCGGCGATCAG 
GCTGCGGTAGATGCCACGGGAAGTGTGTATGTTGCTTCTTTAACTGCCACCAA7VATGCGG 
TGGATGCGTGATCATGAACCAGAAAATGCAGCGCGCACGGCGTCGGTGATGTTGCCTCAT 
GATTTCCTCACCTGGCATTTGATGGGACGCGGACGCAAAGTCACCGACCATGGTGATGCT 
TCTGGAACGGGCTACTACAGCACGCGTGATCGTGCGTGGCGCACCGATCTAGCTGCCTTG 
GCGCTGGGCCATGAGGTGGAACTTCCTGAACTCCTGGCCCCAAATGCGATTGCGGGAACA 
ACTCCAGGTGGAGTGAAAGTTGCTGCAGGCACGGGAGATAATGCTGCGGCTGCGCTTGGC 
CTTGATTTGCAGCCTGGTGATGTCAGCGTGTCGATCGGCACCTCTGGCGTTGCCGGCATG 
ACCGTTCAACATAGCGTCCACGATCCATCTGGTTTGGTCACTGGTTTCGCCGATGCCACG 
GGTGCGTATTTCCCGCTGGCCTGCACGCTTAATGGCGCACCGGTGTTGGAATTCGGCCGC 
CGCATTCTGGGCGTGGAATGGGAAGAGTTCGATGCGCTTGCACTGGCTGCTCAACCCGGT 
TCAGGTGGCGTGACGCTCCAGCCTTATTTGGAGGGCGAGCGTACGCCGAATCGTCCCGCA 
GCACGTGGCGTTTTGGCTGGACTAAACTGTGCAACGACCCGCGAGGACTTTGCCCGAGCA 
ACTGTTGAAGGCTTGTTGTTGGCATTGGATGATGCTGTAACGGCGCTGGTTGAGGCCACG 
GGAGTGCCCGTTCAGCGCATCCAGCTCATCGGTGGCGGCGCGCGTTCACAGGCGGTTCGT 
GAGATTGCCCCTGAGATTTTCGGCCATGAGATTGTGGTTCCAGAACCCGCTGAATATGTG 
GCGTTGGGTGCAGCTCGTCAGGCGGCATGGGCGCTGTCGGGTGAGGCCACGCCACCGCAG 
TGGCCAACTCCCGGTTCCGATCCGCACCGCGCACCTAAAAACACTGAGCTGAGCACGCGT 
TATGCGAAGCTGCGTGCTGCAACGCAGGGTTGGTAC 

>RXA01 927 -downstream 
TAGAGCTCGATATTGTCGATCAA 

>RXA01952 

CCAGGACTATGTCGCCAAGCAGGGCGTGGATCTCAAGGCGCTGACGACCGCATCCAGCAC 
TTGCTGGAGGAGCACGGCAAGAAGCTGCCCGCCGAGCACAACTACGGTCGCATGTACAAG 
CTGCCGGAGTCCATGGAAGAGCACTTCAAGGAGCTCGATCCGACGAATACGTTCAACGCC 
GGTATCGGCGGCACGTCGCCGCACAAGGACTGGGCC 

>RXA01952-downstream 
TAAGTCCCCAAGGTAGCGCGACG 

>RXAO 195 5 -upstream 

CCATCAAAAAATGAACGACCGCGGACTAGCTCGGATCAAGGCGACATCCCCTCAGCATCA 
TGACGCGCTTGTGATGCAACTGAATATAGGAAGCTTAGAG 

>RXA01955 

ATGACGCAACCAGGACAGACCACCACGACTTCGCACGAAGCGATCGATGCGTTCAAGAGA 
ATCGTCGGCGACGAACATGTACTGACCTCTGAGCGTGCCACGATGCCATTCAGCAAAGGC 
TATCGATTCGGCGGAGGACCAGTCTTCGCCGTGGTGCGCCCCGGCACGCTGGTCGAGATG 
TGGCGGGCGCTGCAGGTATCCGTCGACAACAACCTCATCGTCATCCCGCAGGCATCGAAC 
ACGGGCCTGACTGGTGGATCCGGCCCCGGCTTCCAAGACTACGATCGCCCCATTGTGATC 
ATCTCGACTCACCGCATCGATGAGGTGCACCTCATCAACGACGCGCGCGAGGCGATCTCG 
CTCGCGGGCACCCCGCTGACACACCTGACCGACGCGCTCGCCAAGCACCAGCGCGAGCCG 
CACTCGGTGATCGGGTCGACATCAATCGGCGCCTCGGTCATCGGCGGCATCGCGAACAAC 
TCGGGCGGCAGCCAGATTCGCAAGGGTCCGGCATTCACGCGCGAAGCGATCTTCGCCCGC 
GTCAACGACGACGGCAAGGTCGAGCTGGTCAATCACCTGGGCATCTCGCTCGGAGACGAC 
CCTGAGGTCGCACTCGACCGTCTACAGCGCGGCGAGTGGTCTCCCGAGGATGTCACCCCA 
GCTCCCGAAGACTCGAACGAGACCGAGTACGCCGAGCACTTGCGCAAGATCGTGCCTTCG 
CCTGCTCGCTACAATGCGAACCCCGAGTACCTGTTCGAGGCTTCCGGCTCGGCCGGCAAG 
CTGATGGTGTTCGCGGTGCGCACCCGCACCTTCCCTCGCGAAGTGCACCCGACCGTGTTT 
TACATCGGCACGAACAACACGCACGAGCTCGAAGAGATCCGTCGGTTGTTCCTCGAAGCC 
GACATGCCGCTGCCTATCTCTGGTGAGTACATGGGCCGCAGTGCCTTCGACTTGGCCGAG 
AAGTACGGCAAAGACACCTTCGTCTTCCTGAAGTTCATGAGTCCAGCGCTGCAGACGCGC 
ATGTTCTCGTTCAAGACGTGGGCCAACGGCTTGTTCTCGAAGATTCCCGGCATTGGTCCG 
ACCTTCGCCGACACGGTATCGCAAGCCATGTTCAGCGTGCTGCCCAACCAGCTGCCCAAG 
CGCATGATGGAGTACCGCAACCGTTTCGAGCATCACCTGCTGCTCACCGTCAGCGAGTCG 
CAGAAGGCCGCGAGCGAGAAGATGCTCAAGGAGTTCTTCGCAGAGCCCGAGCACACTGGT 
GAGTTCTTCATCTGCACGTCTGATGAAGAAAAGAGCGCGTCGCTCAACCGGTTCGGCGCG 
GCCAGTGCCGCCACTCGCTACGCCGCGTTGAAGCGCCGGCACATCGCAGGGCTCATCCCC 
ATCGATGTGGCCCTGCGTCGCGACGATTGGAACTGGCTCGAGGTGCTGCCGGAGGAGATC 
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GACGACCAGCTTGAGGTCAAGGCGTATTACGGGCACTTCTTCTGCCATGTGATGCACCAG 
GACTATGTCGCCAAGCAGGGCGTGGATCTCGAGGCGCTGCACGACCGCATCCAGCACCTG 
CTGGAGGAGCGCGGCGCGAAGCTGCCCGCCGAGCACAAC 

>RXA0198 9 

GTTAAATCAATTCACAAAACAATTCATGAAGGTACTGGTGCAGGTAGTGACTTCTTAGGC 
TGGGTTGATTTACCAGTTGATTACGACAAAGAAGAATTTTCAAGAATTGTTGAAGCATCA 
AAACGCATTAAAGAAAATTCTGATGTTTTAGTAGTCATCGGTATTGGTGGTTCTTACTTA 
GGTGCACGTGCAGCAATCGAAATGTTAACGTCATCATTTAGAAACAGCAATGAATACCCT 
GAAATTGTATTTGTTGGTAATCACTTATCATCAACATATACGAAAGAGTTAGTTGATTAT 
TTAGCAGACAAAGATTTCTCTGTAAACGTTATTTCTAAATCTGGTACAACTACAG7VACCA 
GCAGTTGCATTTAGATTGTTCAAACAATTAGTTGAAGAAAGATACGGTAAAGAAGAAGCA 
CAAAAACGTATATTTGCAACAACGGATAAAGAAAAAGGTGCTTTAAAACAGTTGGCTACA 
AACGAAGGTTATGAAACGTTTATCGTACCTGATGATGTAGGTGGAAGATATTCTGTTTTA 
ACAGCAGTAGGATTATTACCAATTGCAACAGCTGGAATTAACATCGAAGCTATGATGATT 
GGTGCTGCAAAAGCACGTGAAGAATTATCT 

>RXA0202 6 

CCATTTCATATACAACCAGAAACAGGTTTATTAAATGATCCCAACGGACTTATTTTTTAT 
AAAGGGAAGTATTATGTTTCACATCAATGGTTCCCATTAGGCGCAGTACATGGCTTAAAG 
TATTGGTATAACTACACGAGTGATGACTTAATAAACTTTAAACCTGAAGGGCCAATATTA 
AATCCAGATACTAAATATGACAGCCATGGTGTTTATAGCGGTAGCGCTTTTGAATATAAC 
GGGCATTTATATTATATGTACACAGGAAATCATCGAGATAATCATTGGCAACGACATGCG 
AGTCAGATGATCGCACGATTGAAAGAAGACGGTTCAGTTGAAAAGTTTCCAAAGCCAGTA 
ATTAGCCAGCAACCAGAAGGATATACAAGTCATTTTAGAGATCCTAAAGTTTTTAAATAT 
GGTGAGAAATATTATGCAATCATTGGCGCACAAAATAATGATCAGCAAGGTCGATTATTA 
CTTTATAATACTGAAGATATAATTAATTGGCATTATTTAGGTGAAATAAATACAGAGTTA 
GATGATTTTGGATATATGTGGGAATGCCCAGATTACTTTAATTTAGATAATCAAGATGTC 
ATACTTATTTGTCCACAAGGTATTGAACCAAAAGGCAATCAGTTCAAAAATATTTATCAA 
AGTGGTTATATACTTGGAAAGTTTGATATTGAAAAGTTAACATATGAACATGAAAATTTT 

>RXA02 02 8 -upstream 

TGCGCAGTTCCTGCTTAGTTTGGCTCATAAATCTAAGGATAACCGTTATTTTCGGAGGGG 
TACGACGATTGGGGTTGCGGGGGCAGGTACTCTTGGTTCC 

>RXA02 028 

ATGAGTTTGCCTATCGATGAGCACGTGAACGCGGTTAAAACCGTCGTAGTGCCTGCTGCA 
GGACTGGGAACCCGATTCCTTCCGGCCACCAAAACCGTACCCAAGGAGTTGCTGCCGGTT 
GTCGATACCCCAGGTATTGAGCTGATTGCTGCTGAGGCTGCCGAACTTGGTGCGACCAGG 
CTGGCGATCATCACTGCGCCAAACAAAGCTGGGGTACTTGCACACTTTGAGCGTTCTTCT 
GAATTGGAAGAAACGCTGATGGAGCGTGGCAAGACTGACCAGGTGGAGATAATCCGCCGC 
GCCGCCGATTTAATCAAGGCAGTTCCAGTAACCCAGGACAAGCCGCTGGGGCTAGGTCAT 
GCTGTTGGTTTGGCTGAGTCTGTGTTGGATGATGATGAAGATGTCGTAGCGGTGATGTTG 
CCGCAC 

>RXA02054-upstream 

CCTAATGAACAGCCGGAGCACCCTGGTCGTTTGCAGAATAGGCGCATCGACAACAGCTAC 
TAACTCTGCCAGCTCGCCCGGACGAACTAAGGTAGACGGC 

>RXA02054 

ATGACTTCTTTGCTTGTGACCGGAGGTGCCGGATTTATCGGCGCCAACTTCGTCCGCCAA 
ACCGTAGAGCAGCACCCTGAATACACCCACATCACGGTGCTGGATAAACTCACCTACGCA 
GGAAACGCCGACAATCTCAAAGGCCTCCCCGACAGCAAAGTAACCCTCATCGAAGGCGAT 
ATCTGCGATGCTGAATTAGTCGACTCCCTGGTCAAAGACCACGACATCACAGTCCACTTC 
GCAGCAGAATCCCACAACGACAACTCCCTCAACGACCCCTCCCCGTTTGTTCACACTAAC 
CTCATCGGCACCTTTGTCCTGCTAGAAGCAGTCCGCAAGCACAACAAACGCTTCCACCAC 
ATCTCCACCGATGAAGTCTTCGGCGATCTAGAGCTGGATGATCCAAACCGCTTCACTGAA 
ACCACCGCCTACAAGCCATCGTCTCCATATTCTGCAACCAAGGCAGGGTCTGATCACTTG 
GTACACGCATGGATCCGCTCCTTCGGAATCCAGGCAACCATGTCTAACTGCTCCAACAAT 
TACGGTCCCTACCAGCACATTGAAAAGTTCATCCCCCGCCAGATCACCAATATTCTGGCC 
GGCCTGACACCAAAACTTTATGGAACCGGCGAGCAGGTCCGCGACTGGATCCACGTCGAT 



Appendix A, Page 59 



Attol^ Docket No.: BGI-126CP 



GATCACAATGACGCCGTCCACCTGATCCTGAGTAAGGGCAAGATCGGCGAAACCTACATC 
ATCGGCGCCGACAACGATCATGTGAATAACAAGCAGGTCATCGAGCTTATTTGTGAACTC 
ATGGGCCTCGACAAAAACGCATACGAGCACGTCGCAGACCGCCCCGGCCACGATATGCGT 
TACGCCATGGATTCCACCAAGCTGCGCACCGAGCTCGGCTGGGCACCTT^AATACACCGAC 
GTTGATTCCGGCATGCGCAAAGGCCTAGAGCAGACCATCGATTGGTACCGCGAAAACGAG 
GCCTGGTGGCGCCCTGCCAAGAACAACGTCGAAGCTACCTACGCTAAGCAGGGACAA 

>RXA02054 -downstream 
TAATGGAATACGGTAAACAACTC 

>RXA02055-upstream 

AAGGCCTAGAGCAGACCATCGATTGGTACCGCGAAAACGAGGCCTGGTGGCGCCCTGCCA 
AGAACAACGTCGAAGCTACCTACGCTAAGCAGGGACAATA 

>RXA02055 

ATGGAATACGGTAAACAACTCACCTCCCACACCACCGACATCGAAGGCCTACTGGTTTTC 
GATTTCCCCGTCCACGGCGACAACCGCGGCTGGTTCAAGGAAAATTGGCAGCGCACCAAG 
ATGACCAACCTGGGGCTGCCCGATTTTGGCCCCGTCCAAAACAACATGAGTTTCAACGCC 
ACCGCCGGCACGACTCGCGGCATGCACGCTGAGCCGTGGGATAAATTTGTGTCCGTCGCG 
GTGGGTTCCGTTTTCGGAGCTTGGGTGGATCTGCGCGCGGGCTCGAGCACGTACGGTAAC 
GTCGTAACGCAAAAAATTACCCCTGACGTGGGAGTTTACGTCCCGCGTGGTGTGGCAAAC 
GGCTTCCAGGCGCTCGAGGACGGCACGCTGTACACCTACCTCGTCAACGATCATTGGTCC 
CCCGACGCGCATTACGCCAACGTCAACCTCAACATGATCGACTGGCCGCTGCCCATCACC 
GAGATCTCCGAAAAAGATAAAAAACATCCAGCGCTTATCGACGCCACCCCCCTGCCCGCC 
CGCAAGGTTCTCGTGGTCGGCGCCGGCGGACAACTGGGAACCGCGCTACGCGCGCAGTTC 
CCAGACGCGGAATTTGTCACGCGCCAAGAACTCGATATCACCTCAGATCTCACCGAGGCT 
CGCGCGTGGAAACAATACTCCACCATCATAAACGCCGCCGCCTACACTGCCGTTGACCAG 
GCAGAACACGACCGCGCAGCAGCGTGGGACATTAACGCAGCGGCAGTGGCTACCTCGCGA 
CCATCGCGCGCGACAACAACCTCACCCTCGTGCACGTGTCCTCAGATTATGTCTTCGACG 
GTGCGGGCGAATCCTACGATGAAAACGCACCGTTTTCCCCACTCGGCGTGTACGGCCAAT 
CCAAAGCAGCCGGCGACAT CG 

>RXA02055-downstream 
TAAGCAC 



>RXA02 05 6 

CGCCACTCTGTTCCACGTCTAACCAAGGGCCAGGGCACCATCATCGGTGTCGGTTCCATG 
GATTACCCAGCAGAGTTCCAGGGCGCTTCAGAAGACCGCCTTGCAGAGCTCGGCGTTGGC 
AAACTTGTCACCATCACCTCCACCTACGATCACCGCGTGATCCAGGGTGCTGTGTCCGGT 
GAATTCCTGCGCACCATGTCTCGCCTGCTCACCGATGATTCCTTCTGGGATGAGATCTTC 
GACGCAATGAACGTTCCTTACACCCCAATGCGTTGGGCACAGGACGTTCCAAACACCGGT 
GTTGATAAGAACACCCGCGTCATGCAGCTCATTGAGGCATACCGCTCCCGTGGACACCTC 
ATCGCTGACACCAACCCACTTTCATGGGTTCAGCCTGGCATGCCAGTTCCAGACCACCGC 
GACCTCGACATCGAGACCCACAACCTGACCATCTGGGATCTGGACCGTACCTTCAACGTC 
GGTGGCTTCGGCGGCAAGGAGACCATGACCCTGCGCGAGGTACTGTCCCGCCTCCGCGCT 
GCGTACACCCTCAAGGTCGGCTCCGAATACACCCACATCCTGGACCGCGACGAGCGCACC 
TGGCTGCAGGACCGCCTCGAGGCCGGAATGCCAAAGCCAACCCAGGCAGAGCAGAAGTAC 
ATCCTGCAGAAGCTGAACGCCGCGGAGGCTTTCGAGAACTTCCTGCAGACCAAGTACGTC 
GGCCAGAAGCGCTTCTCCCTCGAAGGTGCAGAAGCACTTATCCCACTGATGGACTCCGCC 
ATCGACACCGCCGCAGGCCAAGGCCTCGACGAAGTTGTCATCGGTATGCCACACCGTGGT 
CGCCTCAACGTGCTGTTCAACATCGTGGGCAAGCCACTGGCATCCATCTTCAACGAGTTT 
GAAGGCCAAATGGAGCAGGGCCAGATCGGTGGCTCCGGTGACGTGAAGTACCACCTCGGT 
TCCGAAGGCCAGCACCTGCAGATGTTCGGCGACGGCGAGATCAAGGTCTCCCTGACTGCT 
AACCCGTCCCACCTGGAAGCTGTTAACCCAGCGATGGAAGGTATTGTCCGCGCAAAGCAG 
GACTACCTGGACAAGGGCGTAGACGGCAAGACTGTTGTGCCACTGCTGCTCCACGGTGAC 
GCTGCATTCGCAGGCCTGGGCATCGTGCCAGAAACCATCAACCTGGCTAAGCTGCGTGGC 
TACGACGTCGGCGGCACCATCCACATCGTGGTGAACAACCAGATCGGCTTCACCACCACC 
CCAGACTCCAGCCGCTCCATGCACTACGCAACCGACTACGCCAAGGCATTCGGCTGCCCA 
GTCTTCCACGTCAACGGCGACGACCCAGAGGCAGTTGTCTGGGTTGGCCAGCTGGCCACC 
GAGTACCGTCGTCGCTTCGGCAAGGACGTCTTCATCGACCTCGTCTGCTACCGCCTCCGC 
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GGCCACAACGAAGCTGATGATCCTTCCATGACCCAGCCAAAGATGTATGAGCTCATCACC 
GGCCGCGAGACCGTTCGTGCTCAGTACACCGAAGACCTGCTCGGACGTGGAGACCTCTCC 
AACGAAGATGCAGAAGCAGTCGTCCGCGACTTCCACGACCAGATGGAATCTGTGTTCAAC 
GAAGTCAAGGAAGGCGGCAAGAAGCAGGCTGAGGCACAGACCGGCATCACCGGCTCCCAG 
AAGCTTCCACACGGCCTTGAGACCAACATCTCCCGTGAAGAGCTCCTGGAACTGGGACAG 
GCTTTCGCCAACACCCCAGAAGGCTTCAACTACCACCCACGTGTGGCTCCCGTTGCTAAG 
AAGCGCGTCTCCTCTGTCACCGAAGGTGGCATCGACTGGGCATGGGGCGAGCTCCTCGCC 
TTCGGTTCCCTGGCTAACTCCGGCCGCTTGGTTCGCCTTGCAGGTGAAGATTCCCGCCGC 
GGTACCTTCACCCAGCGCCACGCAGTTGCCATCGACCCAGCGACCGCTGAAGAGTTCAAC 
CCACTCCACGAGCTTGCACAGTCCAAGGGCAACAACGGTAAGTTCCTGGTCTACAACTCC 
GCACTGACCGAGTACGCAGGCATGGGCTTCGAGTACGGCTACTCCGTAGGAAACGAAGAC 
TCCATCGTTGCATGGGAAGCACAGTTCGGCGACTTCGCCAACGGCGCTCAGACCATCATC 
GATGAGTACGTCTCCTCAGGCGAAGCTAAGTGGGGCCAGACCTCCAAGCTGATCCTTCTG 
CTGCCTCACGGCTACGAAGGCCAGGGCCCAGACCACTCTTCCGCACGTATCGAGCGCTTC 
CTGCAGCTGTGCGCTGAGGGTTCCATGACTGTTGCTCAGCCATCCACCCCAGCAAACCAC 
TTCCACCTACTGCGTCGTCACGCTCTGTCCGACCTGAAGCGTCCACTGGTTATCTTCACC 
CCGAAGTCCATGCTGCGTAACAAGGCTGCTGCCTCCGCACCAGAAGACTTCACTGAGGTC 
ACCAAGTTCCAGTCCGTGATCAACGATCCAAACGTTGCAGATGCAGCCAAGGTGAAGAAG 
GTCATGCTGGTCTCCGGCAAGCTGTACTACGAATTGGCAAAGCGCAAGGAGAAGGACGGA 
CGCGACGACATCGCGATCGTTCGTATCGAAATGCTCCACCCAATTCCGTTCAACCGCATC 
TCCGAGGCTCTTGCCGGCTACCCTAACGCTGAGGAAGTCCTCTTCGTTCAGGATGAGCCA 
GCAAACCAGGGCCCATGGCCGTTCTACCAGGAGCACCTCCCAGAGCTGATCCCGAACATG 
CCAAAGATGCGCCGCGTTTCCCGCCGCGCTCAGTCCTCCACCGCAACTGGTGTTGCCAAG 
GTGCACCAGCTGGAGGAGAAGCAGCTTATCGACGAGGCTTTCGAGGCT 

>RXA0205 6-downstream 
TAAGTCTTTATAGTCCTGCACTA 

>RXA02 0 61-upstream 

TAACCTGCCTTCACCTGGGATTATCCACCCATGTGTGATGAAATCGCTACCCTGAATCAA 
AGACACTGGCGTAATTGAGTGAAGGCAGGACAATAAAGAG 

>RXA02061 

ATGACGAACGTTTCCGGGTATCACCGACCAGAGCTGCACATCACCGCTGAAAGTGGTGTT 
TTGTTTGCACCTGCAGGCGTTCTGTTGGATGACGACACGTGGCATTTCTTCCACCAGTAC 
CGTCCCTCACCAGATCACGGCCCCAGGTGGGCGCACCAATTCGCAGAGCGCACTCCATTT 
GTGTGGGATATCTGCGATGACGTGCTAGCCCCTGAAGGCGATGAAACCCAGGTTCGCGCT 
GGCTCAGTGGTGTCCAACAACGGTGGCGTTGATCTGTACTTCACCTCGGTTGTTGGCCCC 
ACTTCCACTATCCAGTTGGCACACATCAACAACATCCGTGGCACCACCGAACTGATCAAT 
GAGGACGAGCTGGGGCTCGATCCAGATGTCTCCCGAATCGGCGAAGTGGTTGGCAACACT 
GATGGTTATGTAAAGTTCCGCTCACCGTGCGTTATCCCAGGTTGGGAAGACCAAGGAAAC 
CGCGATGAAGGCCACTCAGGATGGTTGATGCTCGCAGTTACTGGCCCAGTTGAAGCCCCA 
ACAGTAGTGGTCCTCGACTCGCCAGATGGAAGAGAATGGTCCATTACAGGTCCCCTGTCT 
CTCAACGGCCTCTCTGGATTAGAGTCAGACGAAGTTCTAGTTGCTCCTCGCATGATTCGT 
CTGCGCGATGAAGTGGATCATGAAATCTACGATGTCCTCATTGTCACCATTGAACAAGAC 
GGGATTGACATTTCGGGATACCTGGTAGGCCAGCTCAACGGCTCAGAATTCGATGTGAAG 
ACTCCATTTACCCGCATCGATTTTGGCCATGATTTCTCTCGCCCCCGCAACACCAACTAC 
GCCGAAACCACCATCGGCTACGACTTCGCCCACATCTTTGGTCTCATGAATGGCGTAGGT 
CGTTTGGACTCCCCCACTGAGCATCTCAGTTGGAAGGAAGAAGGCTGGGCAAACGCTATT 
TCTTTCCCACGTATTGTCACGCTCCAGGACGGTACGGTCTTCCAGACCCCTCCAGAAGGA 
TTGCTTGATGCCATTCATGAATCCGAGGCAGCGGCAGGTTGGACCGGACTGTGCGAAATC 
CCATCAAACAGCGCAGTTGAAGTGGCGTTGT^GGACCAAGAAGGTGAAATCGCTGCAACA 
ATCACTCACCGCCACAATCAGCTAGTCGTTGATCGGTCCATGAACCCCAACCACGCGGGT 
GATCCACACGCGATTGCACCATTGACTGATGATGAAACAGATTCACTGTTCATTGTCGTT 
GACGGCTCTACAGTAGAAGTTTTTGCTGATGGCGGTTATGTATCAATGGCAAGCCGTGTG 
TATTTCAACAACGGACCATTCAGCGAATTTGAGGTCACCACCACCGGTGACGCAAGCATT 
ATTCGCCAGGAAAGTCACTTCCCTGTTGATTTCAGTTCGGTGTCCCTAGATATAGATGAT 
CTCACTGCGCTCATGCAGTTCGATGAAAACGAACCGCATGAAGGCCCAGTGAGA ' 

>RXA02 0 61 -downstream 
TAAGAGTTAGATGCGTTCCAGCC 
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>RXA020 63-upstream 

ACCGAAATGGGGGCATTAAAAGGGGCTATCATTCGGACCCCAAAACGATGTTTAGACAAT 
TTGTTACCCAGCTTTCATGCGGGATAGTTATTTTGCCTTT 

>RXA02063 

ATGGTTAAGGGTGTGAAGGGTAGACCAAATGTTCTAGCAATCGTTCTCGCAGGTGGCGAG 
GGCAAACGACTTTTTCCGTTGACGGAGGACCGAGCTAAGCCTGCGGTCCCATTCGGCGGA 

ACTTACAGATTGATCGACTTTGTTTTGTCGAACCTGGTGAACTCCGGATTCCTCAAGATC | 

GCGGTACTGACTCAGTACAAGTCGCATTCATTGGATAGGCATATTTCATTGTCGTGGAAC 

GTGTCTGGTCCAACGGGGCAGTACATTGCTTCTGTTCCTGCGCAGCAGCGCCTGG'GCAAG 

CGATGGTTCACTGGTTCCGCGGATGCAATTTTGCAGTCTCTGAACTTGATCTCTGATGAG 

AAACCGGATTATGTCATCGTTTTCGGCGCGGACCACGTGTATCGCATGGACCCAAGCCAG 

ATGCTAGATGAGCACATTGCATCTGGTCGCGCGGTGTCTGTGGCAGGTATTCGCGTTCCA 

CGTGAGGAAGCAACTGCGTTTGGTTGCATCCAGTCCGATGTCGACGGCAACATAACCGAG 

TTCTTGGAAAAGCCAGCTGACCCTCCGGGAACCCCTGATGATCCTGACATGACTTACGCG 

TCGATGGGTAACTACATTTTCACCACTGAAGCCCTGATCCAGGCGCTGAAAGATGATGAA 

AATAACGAGAACAGTGATCATGACATGGGCGGAGACATCATTCCGTACTTCGTCTCTCGC 

AATGATGCGCATGTTTATGATTTCTCCGGAAACATTGTTCCTGGCGCAACTGAGCGTGAC 

AAGGGCTACTGGCGCGACGTCGGTACCATTGATGCGTTCTACGAGTGCCACATGGACCTG 

ATTTCCGTGCACCCAATCTTCAATCTGTATAACTCTGAGTGGCCAATCCACACGACCTCT 

GAAGGTAACTTGCCTCCGGCTAAGTTCGTTCGGGGCGGTATCGCGCAGTCGTCGATGGTG > 

TCTTCAGGTTCCATCATTTCTGCTGGGACTGTTCGCAACTCCGTGCTGTCCAACAACGTT 

GTCGTCGAAGAGGGCGCAACGGTGGAAGGTGCAGTGCTGATGCCAGGCGTGCGCATCGGT 

AAGGGTGCTGTTGTCCGCCATGCGATTCTGGACAAGAACGTGGTTGTCCGCGACGGAGAG 

CTCATCGGTGTCGACCAAGTGCGCGATGCGCAGCGCTTCAAGGTGAGCGCCGGCGGCGTC 

GTGGTTGTCGGTAAGAACCAGGTAGTC " 

>RXA02 0 63-downstream 
TAAACGGGAAAGGGACCTTAAAA 

>RXA02100 

ATTGCTGGTAAGGCACACCCACATGACATGGGTGGCAAGAAGCTCATGCAGGAAATCGTC 
CACTTCGCTGATCAAGCTGGTGTCCGTGACCGTTTCCTCTTCCTGCCTGATTACGACATC 
AACCTGGCCAGCTACCTGATCTCTGGTGCTGACGTGTGGCTGAACAACCCAGTGCGCCCT 
CAGGAAGCATCGGGAACCTCCGGTATGAAGGCCGTCATGAATGGTGGCCTGACCCTGTCC 
ATCTCTGATGGTTGGTGGGATGAAATGCCTAAGGAGACCACCGGCTGGACCATCCCAACC 
GTTGAGTCCCAGGACTTGGAATGCCGCGACCACCTGGAATCCCAGGCGCTGTACGACCTG 
CTGGAAAACGAAGTTGCACCGCTGTTTTACAAGCGCGACAAGAACGGCATCCCACAGGAC 
TGGCTGGACCTGGTTCGCGAATCCTGGACCACCCTGTCACCAATGGTCACCTCCACCCGC 
ATGGTGCGCGACTACACCACCCAGTACTACCGCCCAACCAAACACCAGGCAGAGCTCATT 
GCGCAGCCTGCAGAAGCAGCGGATTACGCGGCATGGCTTGAGCACATCAAAGCAGAGTGG 
GCTGGCGTCAAGGTCTCAGACCTGAAGATCAGCGAGAGCGCCATCACGGCGCAGGAGCTT 
GAAGTCAGCGTTCGCGTTGATTCCGGTTCGCTTAACGACGACGAGTTCCAAGCTCAGGCA 
CTCTTTGGTGCGCTCGGACACAACGGTGACATCGAAGATCCAGAAATCACCGTTTTGACC 
CCACGCGGCGATGGCGCCTACGCGGCAAAGGTCAGCACTGACCTGCCAGGCAACTACGGC 
ATCACTGCCCGCGTTGTTCCAAACAACAGGATGCTGGTCAGCCCAGCGGAAACCCGCCTG 
AT C AC C T AC T T G G A G AAC 

>RXAO 2 1 0 0 - clowns t ream 
TAGGGCGAAACTAGCTTTACCAA 

>RXA02113 

CTAGGTCGAATCAACGCCGAGGAGCAAAACCTCAGCGAATACCTCAGCGACAAGCTGTGG 
TACCAGGACACCGCAGATGCAACCGATGCTGTCGGAGATCCACTCGTTGCGTACTTCTCC 
ATGGAGTTTGGCATTCACCCAAGCCTGCCAATCTACTCTGGCGGACTTGGTGTGCTTGCG 
GGCGAGAACATGAAGTCTGCATCTGACTTGGGTGTGCCACTGATCGGTGTTGGTTTGCTC 
TACACCCACGGCTACTTCACCCAGTCACTGTCCGGTGACGGTTGGCAGCAGGAAGAGTAC 
AAGTACCACGATCCAGCAGAACTGCCGATTGAGGCAGTTAAAGATAAGAACGGCGAGCAG 
GTCACTGTTTCTGTCACCTACCCAGGTGCGCAGGAAGTAAAGATTGCACTGTGGGTAGCA 
AACGTTGGCCGCATCCCATTGCTGCTGCTTGATACCAACATCGAGGCAAACCCAGAAGAG 
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CTCCGCAACGTTACTGACCGCCTGTACGGTGGCGACAATGAGCACCGCATCAAGCAGGAA 
CTCGTTCTCGGTGTTGGTGGCGTCCGCGCTGTCAACGCATTCTGCGAAGCTCGTGGTCTG 
AAGCGCTCATCTGTTGCACACCTCAACGAAGGCCACGCAGGTTTCCTGACCCTGGAGCGT 
ATCCGCGAGCGCATCGCAGAGGGCATGGAGTACCCAGCAGCATTCGAGCAGGTTCGTGCG 
TCCAACATCTTCACCACCCACACCCCAGTCCCAGCAGGCATCGACCGCTTCGACATGGAG 
ATGGTGCGTCGTTATCTCGGTGGCGGTCAGCCAGAAGATCAGCAGCTGTGCGTTGGTGTT 
CCAATTGAGAAGGCACTTGAGCTTGGTC7VAGAGTCCGATCCACACCGCTTCAACATGGCT 
CATATGGGCCTTCGCGCGAGCCAACATGCTAATGGCGTCGCAAAGCTTCATGGTGAAGTA 
AGCCGTGACATGTTCGCCGGCCTGTACCCCGGATATGAGCCTCGTGAAGTGCCCATCGGG 
CACGTCACCAACGGTGTTCACCTGCCGACGTGGGTCAAGCCAGAGATGAAGGAACTCATC 
GATCGCGTCACTGGCGGCGCTGATCTTGCGGTTGCTGATTCTTGGTCAAACCCACAGGCT 
GTCGAGTCTGAGAAGATCTGGAAGGTGCGCAACAAGTTCCGTGCTGACCTAGTGGAGGTT 
GCTCGC 

>RXA02122-upstreani 

GGCCTTCAGCTCACCGACAGTTTGTACATTTGGTGGAAGACTCACACCCCACACCCTAGA 
CCTTTTTTTAAGTGGGCGGTCAGGAATTTTTCGCACAGGT 

>RXA02122 

ATGCTGCATGTCATGAAGCCGGGTTCACAGGCAGCTGCCGAAAAGACTCAATCCACTGTG 
GTTTTACTCATTCGGCATGGGCAAACCCCAACAACTGGTCAGGTTCTGCCTGGTCAGACG 
CCGGGTTTACACCTGTCTGATAAGGGTGAAGAGCAGGCGCGGGAGGTGGCACAGCGTCTG 
GCGGAGGTGCCGATTACCGCTGTGTATTCATCGCCGATGGAGCGTGCGCAGGAAACAGCA 
GCACCGACGGTCAGCGCTCATGGCCTCGAGTTGACGGTGGAACCTGGGCTTATTGAATGC 
GATTTCGGCGAGTGGACGGGCCGGAAACTAACTGAGCTCAATGCCCTAGAGGAGTGGAAA 
GCGGTGCAGAAGACACCGTCTACCTTCAGGTTTCCAGGTGGTGAGAGTTTCGTGGAAATG 
CAGGATCGGATGGTGGAGGCTATCGGCAACATTGCGCAGCAGCATCCGGGAGAAATCGTT 
GCTGCGTTTAGTCATGCCGACACGATCAAGGCTGCGGTGGCTCATTTTGTAGGCACTCCA 
CTGGATTCTTTTCAGCGCATTTTCATCGACACGGCGTCAATTTCCGCAGTGGAATTTACC 
GGGAAATCTTCAGGCGTCTCCTCCCATATGCTGCTGACAAATTCCAGAACAGGATCGTTG 
GGATACCTTCGAGACAAACTTCCGAT^AGCTCCGCAACCA 

>RXA02122-downstream 
TGATCACCTCACCATTTGAGCGC 

>RXA0214 0-upstream 

AACACAAGATATGGAATCGGCTGGCAAATAGGCTATTCTGCGAAGATAGAAATGACCGTA 
AGGTCTCTGGTTTTTGTGTGGACAGGAAGGCAGAACACAC 

>RXA0214 0 

GTGGAACAGCAAAATAAGCGTGGTTTAAAGCGCAAGGCCCTGCTTGGCGGTGTCTTGGGC 
TTAGGTGGCCTCGCCATGGCAGGCTGTGAAGTCGCCCCTCCTGGCGGTGTGCTTGGAGAT 
TTCCTACGTATGGGTTGGCCTGATGGCATTACCCCTGAAGCAGTGGCCATGGGTAACTTC 
TGGTCATGGGTCTGGGTTGCTGCCTGGATCATCGGCATCATCATGTGGGGTCTATTCCTC 
ACCGCCATCTTTGCCTGGGGCGCAAAGAGGGCTGAAAAGCGCGGCGAGGGTGAATTCCCT 
AAGCAGCTCCAGTACAACGTTCCACTTGAGCTCGTTCTGACGATCGTTCCGATCATCATT 
GTTATGGTGCTGTTCTTCTTCACCGTTCAAACTCAGGACAAGGTCACCGCTCTGGATAAG 
AACCCAGAGGTTACCGTGGACGTCACCGCTTACCAGTGGAACTGGAAGTTCGGATACTCC 
GAAATTGATGGCTCACTGGCACCTGGTGGACAGGATTACCAAGGAAGCGACCCGGAGCGT 
CAGGCAGCTGCCGAGGCTTCCAAGAAGGATCCTTCTGGAGATAACCCAATTCACGGCAAC 
TCAAAGTCTGACGTTTCTTACCTTGAGTTCAACCGAATTGAAACCCTCGGAACCACTGAT 
GAAATCCCAGTGATGGTTCTTCCTGTGAACACCCCAATCGAGTTCAACCTCGCATCTGCT 
GACGTTGCACACTCCTTCTGGGTTCCAGAGTTCCTCTTCAAGCGAGATGCTTACGCACAC 
CCTGAGGCAAACAAGTCCCAGCGTGTCTTCCAGATTGAAGAGATCACTGAGGAAGGCGCA 
TTCGTTGGTCGCTGTGCAGTW^TGTGCGGTACTTACCACGCAATGATGAACTTCGAGCTT 
CGTGTCGTCGATCGCGATTCCTTCGCTGAGTACATCAGCTTCCGTGACTCCAACCCAGAC 
GCAACCAACGCTCAGGCACTTGAGCACATTGGTCAAGCTCCTTACGCTACTTCCACTAGC 
CCATTCGTTTCCGATCGCACCGCAACCCGCGACGGCGAAAACACTCAGAGCAACGCT 

>RXA0214 0-downstream 
TAAGAAGGAGTGGCGAAAAAATG 
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>RXA0214 2-upstream 

ACGAAAAGTTCCCGGAAGGTCGATTGAAAAGTTTGCGAATTGGGGGAAAATTCGCATCAA 
AAGCCGAGTTCAAACTTTCAATTGAAACGGGGGGCTTGAA 

>RXA0214 2 

GTGACTTTGGCCT^CCAAACAGCCATACTAGATAGCGTGACGAGCGCAGTTGGAAATACA 
GGTATGGCAGCACCACAACGTGTTGCGGCACTGAACCGTCCGAATATGGTCAGTGTCGGC 
ACCATTGTGTTCCTGTCTCAGGAATTAATGTTCTTCGCCGGGCTATTCGCGATGTACTTC 
GTGTCCCGTGCGAACGGACTGGCAAATGGATCATGGGGAGAGCAGACAGATCACCTCAAC 
GTGCCCTACGCACTGTTGATTACGGTCATTCTGGTGTCTTCCTCAGTGACTTGCCAGTTC 
GGAGTTTTTGCGGCTGAAAGGGGTGACGTTTACGGCCTCCGCAAGTGGTTCTTGGTCACG 
ATTATCCTCGGATCAATCTTCGTGATCGGACAGGGCTACGAGTACATCACTCTCGTAGGT 
CACGGACTTACAATCCAGAGCAGTGTCTACGGATCGGCATTCTTTATTACAACCGGTTTC 
CACGCACTGCACGTGATCGCGGGTGTTATGGCCTTCGTTGTGGTTCTTATGAGAATCCAT 
AAGTCGAAGTTCACTCCGGCACAGGCAACCGCAGCAATGGTTGTGTCTTATTACTGGCAC 
TTCGTTGACGTGGTCTGGATCGGCCTCTTCATCACTATTTACTTCATTCAG 

>RXA0214 2-downstream 
TAGGCAGTAAGGAATCCTCAACG 

>RXA0214 3-upstream ' ' 

TCTTCATCACTATTTACTTCATTCAGTAGGCAGTAAGGAATCCTCAACGTTGTTGAGGTT 
CCCTATGCCCTTCACTTCCACAGTCGAGATTCAAAGGGAA 

>RXA0214 3 

ATGATGGAAACCAACCCGCAGACCCCAGAGGGAAATAGCATGGCTAAACCCTCTGCTAAG 
AAGGTCAAGAATCGCCGCAAGGTCCGGCGCACCGTCGCAGGTGCATTGGCTCTGACCATT 
GGACTGAGCGGAGCAGGAATCCTCGCAACCGCGATCACTCCAGATGCTCAAGTTGCTACC 
GCTCAGCGTGACGATCAGGCACTTATCTCCGAGGGTAAAGACCTCTACGATGTCGCCTGC 
ATCACCTGCCACGGCGTAAACCTCCAAGGTGTTGAGGACCGCGGTCCTTCCCTCGTAGGT 
GTTGGCGAAGGCGCAGTGTACTTCCAAGTTCACTCCGGCCGTATGCCAATACTGCGTAAC 
GAGGCTCAGGCTGAGCGCAAGGCTCCTCGTTACACCGAGGCACAGACCCTTGCGATCGCT 
GCATATGTTGCAGCTAATGGCGGTGGCCCAGGACTCGTTTACAACGAGGACGGCACCCTC 
GCCATGGAGGAGCTCCGTGGCGAAAACTACGACGGACAGATTACCTCCGCCGACGTCGCT 
CGCGGCGGAGATCTGTTCCGCCTGAACTGTGCATCCTGCCACAACTTCACTGGTCGTGGT 
GGCGCACTGTCCTCTGGTAAGTACGCACCAAACCTGGATGCTGCAAACGAGCAGGAAATC 
TACCAGGCTATGCTTACCGGTCCTCAGAACATGCCTAAGTTCTCCGATCGTCAGCTCTCC 
GCAGATGAGAAGAAGGACATCATCGCCTTCATCAAGTCCACCAAGGAGACTCCATCACCT 
GGTGGTTACTCACTCGGTAGCTTGGGCCCAGTGGCTGAGGGTCTGTTCATGTGGGTATTC 
GGCATCTTGGTCCTCGTGGCCGCCGCTATGTGGATTGGATCACGTTCA 

>RXA0214 3-ciownstream 

T GAG T AAC AAC AAC G AC AAAC AG 



>RXA02 14 4 -upstream 

ACTCACTCGGTAGCTTGGGCCCAGTGGCTGAGGGTCTGTTCATGTGGGTATTCGGCATCT 
TGGTCCTCGTGGCCGCCGCTATGTGGATTGGATCACGTTC 

>RXA0214 4 

ATGAGTAACAACAACGACAAACAGTACACAACCCAAGAACTCAACGCGATGAGCAATGAG 
GATCTTGCACGACTTGGTACAGAGCTGGACGACGTTACCATTGCATACCGCAAGGAACGT 
TTCCCAATCGCTAATGACCCAGCTGAGAAGCGCGCTGCACGTGCAGTTACTTTCTGGCTA 
GTCCTCGGCATCATTGGTGGACTTGGGTTCCTGGCTACCTACATTTTCTGGCCTTGGGAG 
TACAAGGCACACGGAGATGAAGGTCTCCTGGCGTACACCTTGTACACCCCAATGCTGGGT 
ATTACTTCCGGTCTTTGCATCCTGTCCCTGGGATTTGCAGTTGTCCTTTATGTCAAGAAG 
TTCATTCCAGAGGAAATCGCAGTACAGCGTCGCCACGACGGTCCTTCTGAAGAAGTTGAC 
CGCCGCACCATCGTTGCACTTCTCAATGACTCTTGGCAGACCTCTACTCTTGGTCGTCGC 
AAGCTGATCATGGGACTTGCAGGTGGCGGAGCAGTACTGGCCGGCCTGACCATCATCGCT 
CCAATGGGCGGTATGATCAAGAACCCTTGGAATCCTAAGGAAGGCCCAATGGACGTTCAG 
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GGTGACGGCACCCTGTGGACTTCCGGTTGGACTCTCGTTGAGAACGACGTCAAGGTTTAC 
CTCGGCCGCGACACTGCAGCAATTGCGGAGTCCCACACCGATGCAACCGGTGAGCACTGG 
TCAACCACTGGTGTTTCCCGCCTGGTTCGTATGCGCCCAGAAGATCTGGCAGCAGCATCC 
ATGGAAACTGTCTTCCCACTTCCAGCTGAAATGGTGAACGACGGTGCTGAATACGATCCT 
GCGAAGGACGTCTACGAGCACCAAATGCACTCGGTGCACGGCCCACGCAACGCAGTTATG 
TTGATCCGTCTCCGTACCGCTGACGCTGAAAAGGTTATCGAACGCGAAGGCCAGGAGTCC 
TTCCACTACGGTGACTACTACGCTTACTCCAAGATTTGTACACACATTGGTTGCCCAACC 
TCACTGTACGAGGCTCAGACCAATCGTATTCTGTGCCCATGTCACCAGTCGCAGTTTGAC 
GCATTGCACTACGGAAAGCCAGTCTTTGGACCTGCTGCCCGTGCACTGCCACAGCTGCCA 
ATTACCGTTGATGAAGAGGGCTACCTCATCGCCGCTGGTAACTTCATTGAGCCACTCGGC 
CCTGCATTCTGGGAGCGTAAGTCA 

>RXA0214 4 -downstream 
TGAGTCTAGCTACCGTGGGAAAC 

>RXA02147-upstream 

AAAAGTTGAGAGCGGCTTGCTTCTTTTCCTTGGCTAGGCTTTTGTAATCGGGTTAGAGTA 
GTGGAGTTGCTTGAATGAGGTTGATAGGGGATTTTTGAAG 

>RXA02147 

ATGTTTGGTCGCCGTTGGGTGAGCGTTGTGGCGTCATGTGTTATCGCAAGCACGCTGATT 
CTGGTGCCTTCGCATTCCGGTGCGGAGGAAGTCGATCAACTGATTGCTGATATCGAGCAT 
GTCTCTCAGGAAACGTCTGCCCAGAATGAGGAAGTCAAACAGCTTGAGATTGATATTGAG 
GCTCGTGAGGTCACGATCAAGGAAGTTCAGGAGCAGTCGGTAAGCTACCGTGAGGCGGCT 
GATCAAGCATCGGAGAATGTCGAAGCTTATCGTTCGGAGATCAATCGGATCGCTCAGGCG 
AAGTATCGTGGCACAGTCACGGATCCTTTGAGCATTGCGGTGTCTGCAGAAGATCCACAA 
AACGTGATTGATCGGATGAGCTACCTTTCAACGTTGACTAAGTCCACTAGTGATGTGGTT 
GAATCCCTCAACGCGGAGACTGAGAAGTCCGCAGAAGCTGTGTATCAAGCAAACCGTACT 
AAGGCGGAAGCGGAGTTCCAGTTGGGGCAGCTGAAGGTACGCCAGGCGGAGCTTGAATCT 
GAAAAGGAAGCATTGGATGGTCGAAAATCGGAGATCCGAGACCGGGTGGATGCCCTGACG 
CCACAGGAGCGGGAAATGTGGGTTGCTAAGAATGGTCCATTGGACATTGATCTGACTGAT 
TTGCTTGGTCTTTCCGCTGCGACTTCGGGTGCGGTGGATGCTGCCTTGTCTAAGTTGGGA 
AGCCCTTATGGTTGGGGTGGCATTGGCCCAAATGAGTTTGATTGCTCAGGTTTGATCTAT 
TGGGCGTATCAGCAGATGGGTAAGACTTTGCCACGTACGTCTCAAGCTCAGATGGCTGGC 
GGAACGCCGGTGAGCAGAGATGAGCTGCAGCCTGGCGATGTCATTGGATATTACCCAGGT 
GCTACTCACGTGGGACTGTATATTGGGGACGGAAAGATTGTGCACGCCTCAGACTACGGA 
ATCCCTGTGCAGGTGGTATCTGTTGATTCAGCACCGTTTTATGGTGCGCGTCGCTAC 

>RXA0214 7-downstream 
TAAGAAATAGTTCGTCAGGAGAA 

>RXA0214 9-upstream 

TTGCAGAGTGAACCACGATGATGGTTGGACAGCTGTTGATAGCTAATCTTTGAAAGATTA 
AATTCACCTAAATCCTGTGTAGAACGCGAGGGGCACTCTT 

>RXA0214 9 

ATGCCACAAAAACCGGCCAGTTTCGCGGTGGGCTTTGACATCGGCGGCACCAACATGCGA 
GCCGGGCTTGTCGACGAATCCGGGCGCATCGTGACCAGTTTGTCGGCGCCGTCGCCGCGC 
ACGACGCAGGCAATGGAACAGGGGATTTTTGATCTAGTCGAACAGCTCAAGGCCGAATAC 
CCGGTTGGTGCTGTGGGACTTGCCGTCGCGGGATTTTTGGATCCTGAGTGCGAGGTTGTT 
CGATTTGCCCCGCACCTTCCTTGGCGCGATGAGCCAGTGCGTGAAAAGTTGGAAAACCTT 
TTGGGCCTGCCTGTTCGTTTGGAACATGATGCCAACTCAGCAGCGTGGGGTGAGCATCGT 
TTTGGTGCAGCTCAAGGCGCTGACAACTGGGTTTTGTTGGCACTCGGCACTGGAATTGGT 
GCAGCGCTGATTGAAAAAGGCGAAATTTACCGTGGTGCATATGGCACGGCACCAGAATTT 
GGTCATTTGCGTGTTGTTCGTGGCGGACGCGCATGTGCGTGTGGCAAAGAAGGCTGCCTG 
GAGCGTTACTGTTCCGGTACTGCCTTGGTTTACACTGCGCGTGAATTGGCTTCGCATGGC 
TCATTCCGCAACAGCGGGCTGTTTGACAAGATCAAAGCCGATCCGAATTCCATCAATGGA 
AAAACGATCACTGCGGCAGCGCGCCAAGAAGACCCACTTGCTCTCGCCGTTCTGGAAGAT 
TTCAGCGAGTGGCTGGGCGAAACTTTGGCGATCATTGCTGATGTCCTTGACCCAGGCATG 
ATCATCATTGGTGGCGGACTGTCCAATGCTGCCGACCTTTATTTGGATCGCTCGGTCAAC 
CACTATTCCACCCGCATCGTCGGCGCAGGATATCGCCCTTTGGCACGCGTTGCCACAGCT 
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CAGTTGGGTGCGGATGCTGGCATGATCGGTGTCGCTGATCTAGCTCGACGCTCTGTAGTG 
GAAGCCAAC 

>RXA0214 9-downstream 
TAGGTGTTTTTCGGTGGGCTGCG 

>RXA02175-upstream 

TGACATGCGCTTGGCGCATCCCAGTTGGTAAGAATAAACGGGACTACTTCCGTAATCCGG 
AAGAGTTTTTTTCCGAACAAATATGTTTGAAAGGGATATC 

>RXA02175 

GTGGCTACTGATAACAACAAGGCTGTCCTGCACTACCCCGGTGGCGAGTTGGAAATGGAC 
ATCATCGAGGCTTCTGAGGGTAACAACGGTGTTGTCCTGGGCAAGATGCTGTCTGAGACT 
GGACTGATCACTTTTGACCCAGGTTATGTGAGCACTGGCTCCACCGAGTCGAAGATCACC 
TACATCGATGGCGATGCGGGAATCCTGCGTTACCGCGGCTATGACATCGCTGATCTGGCT 
GAGAATGCCACCTTCAACGAGGTTTCTTACCTACTTATCAACGGTGAGCTACCAACCCCA 
GATGAGCTTCACAAGTTTAACGACGAGATTCGCCACCACACCCTTCTGGACGAGGACTTC 
AAGTCCCAGTTCAACGTGTTCCCACGCGACGCTCACCCAATGGCAACCTTGGCTTCCTCG 
GTTAACATTTTGTCTACCTACTACCAGGACCAGCTGAACCCACTCGATGAGGCACAGCTT 
GATAAGGCAACCGTTCGCCTCATGGCAAAGGTTCCAATGCTGGCTGCGTACGCACACCGC 
GCACGCAAGGGTGCTCCTTACATGTACCCAGACAACTCCCTCAATGCGCGTGAGAACTTC 
CTGCGCATGATGTTCGGTTACCCAACCGAGCCATACGAGATCGACCCAATCATGGTCAAG 
GCTCTGGACAAGCTGCTCATCCTGCACGCTGACCACGAGCAGAACTGCTCCACCTCCACC 
GTTCGTATGATCGGTTCCGCACAGGCCAACATGTTTGTCTCCATCGCTGGTGGCATCAAC 
GCTCTGTCCGGCCCACTGCACGGTGGCGCAAACCAGGCTGTTCTGGAGATGCTCGAAGAC 
ATCAAGAGCAACCACGGTGGCGACGCAACCGAGTTCATGAACAAGGTCAAGAACAAGGAA 
GACGGCGTCCGCCTCATGGGCTTCGGACACCGCGTTTACAAGAACTACGATCCACGTGCA 
GCAATCGTCAAGGAGACCGCACACGAGATCCTCGAGCACCTCGGTGGCGACGATCTTCTG 
GATCTGGCAATCAAGCTGGAAGAAATTGCACTGGCTGATGATTACTTCATCTCCCGCAAG 
CTCTACCCGAACGTAGACTTCTACACCGGCCTGATCTACCGCGCAATGGGCTTCCCAACT 
GACTTCTTCACCGTATTGTTCGCAATCGGTCGTCTGCCAGGATGGATCGCTCACTACCGC 
GAGCAGCTCGGTGCAGCAGGCAACAAGATCAACCGCCCACGCCAGGTCTACACCGGCAAC 
GAATCCCGCAAGTTGGTTCCTCGCGAGGAGCGC 

>RXA02175-downstream 
TAAATTTAGCGGATGATTCTCGT 

>RXA02196-upstream 

TCTACCACCCAGAGGCAAAGTACTTTAACGTCTAACACCTTTGAGAGGGAAAACTTTCCC 
GCACATTGCAGATCGTGCCACTTTAACTAAGGTTGACGGC 

>RXA02196 

ATGATTAAGGCGATTTTCTGGGACATGGACGGCACGATGGTGGACTCTGAGCCACAGTGG 
GGCATTGCTACCTACGAGCTCAGCGAAGCCATGGGCCGCCGCCTCACCCCGGAGCTCCGG 
GAACTCACCGTCGGCTCGAGCCTGCCGCGCACCATGCGCTTATGCGCAGAGCACGCAGGC 
ATTACATTGAGCGACGCGGACTACGAGCGCTACCGGGCTGGCATGTTCGCCCGGGTCCAT 
GAGCTTTTCGACGAATCCCTCGTCCCAAATCCAGGCGTCACCGAACTCCTGACAGAGTTG 
AAGGCCCTCGAGATCCCCATGTTGGTCACCACCAACACAGAGCGCGATCTCGCGACCCGT 
TCAGTCGCAGCCGTGGGAAATGAGTTCTTCATCGGTTCTATCGCTGGTGATGAAGTCCCA 
ACAGCAAAGCCAGCCCCCGACATGTACCTCGAAGCAGCACGACGTGTGGGCTTTGACCCA 
TCAGAGTGCCTCGTGTTCGAAGATTCCTACAACGGCATGCTGGGCGCTGTTACTGCAGGT 
TGCCGCGTCATTGGTCTGCACCCAGAAGAAGTCCAAGCGCCAGAAGGTGTAGTGCCTTTG 
CGTTCCCTCCACGGTAAAAACTCTTTCGAAGGTGTCACCGCTGAGATGGTCACTGCCTGG 
TACCACCAGATCGAGCCGGCAGGTGTCGCAAAA 

>RXA02196-downstream 
TAAAACCAGGTGGGGGAGTGAAA 

>RXA02209 

GTTGTTCCTTCCATCGCTGGCCCTAAGCGCCCACAGGACCGCATCCTTCTCTCCGAGGCA 
AAGGAGCAGTTCCGTAAGGATCTGCCAACCTACACCGACGACGCTGTTTCCGTAGACACC 
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TCCATCCCTGCAACCCGCATGGTTAACGAAGGTGGCGGACAGCCTGAAGGCGGCGTCGAA 
GCTGACAACTACAACGCTTCCTGGGCTGGCTCCGGCGAGTCCTTGGCTACTGGCGCAGAA 
GGACGTCCTTCCAAGCCAGTCACCGTTGCATCCCCACAGGGTGGCGAGTACACCATCGAC 
CACGGCATGGTTGCAATTGCATCCATCACCTCTTGCACCAACACCTCTAACCCATCCGTG 
ATGATCGGCGCTGGCCTGATCGCACGTAAGGCAGCAGAAAAGGGCCTCAAGTCCAAGCCT 
TGGGTTAAGACCATCTGTGCACCAGGTTCCCAGGTTGTCGACGGCTACTACCAGCGCGCA 
GACCTCTGG7VAGGACCTTGAGGCCATGGGCTTCTACCTCTCCGGCTTCGGCTGCACCACC 
TGTATTGGTAACTCCGGCCCACTGCCAGAGGAAATCTCCGCTGCGATCAACGAGCACGAC 
CTGACCGCAACCGCAGTTTTGTCCGGTAACCGTAACTTCGAGGGACGTATCTCCCCTGAC 
GTTAAGATGAACTACCTGGCATCCCCAATCATGGTCATTGCTTACGCAATCGCTGGCACC 
ATGGACTTCGACTTCGAGAACGAAGCTCTTGGACAGGACCAGGACGGCAACGACGTCTTC 
CTGAAGGACATCTGGCCTTCCACCGAGGAAATCGAAGACACCATCCAGCAGGCAATCTCC 
CGTGAGCTTTACGAAGCTGACTACGCAGATGTCTTCAAGGGTGACAAGCAGTGGCAGGAA 
CTCGATGTTCCTACCGGTGACACCTTCGAGTGGGACGAGAACTCCACCTACATCCGCAAG 
GCACCTTACTTCGACGGCATGCCTGTCGAGCCAGTGGCAGTCACCGACATCCAGGGCGCA 
CGCGTTCTGGCTAAGCTCGGCGACTCTGTCACCACCGACCACATCTCCCCTGCTTCCTCC 
ATTAAGCCAGGTACCCCTGCAGCTCAGTACTTGGATGAGCACGGTGTGGAACGCCACGAC 
TACAACTCCCTGGGTTCCAGGCGTGGTAACCACGAGGTCATGATGCGCGGCACCTTCGCC 
AACATCCGCCTCCAGAACCAGCTGGTTGACATCGCAGGTGGCTACACCCGCGACTTCACC 
CAGGAGGGTGCTCCACAGGCGTTCATCTACGACGCTTCCGTCAACTACAAGGCTGCTGGC 
ATTCCGCTGGTCGTCTTGGGCGGCAAGGAGTACGGCACCGGTTCTTCCCGTGACTGGGCA 
GCTT^GGGCACTAACCTGCTCGGAATTCGCGCAGTTATCACCGAGTCCTTCGAGCGTATT 
CACCGCTCCAACCTCATCGGTATGGGCGTTGTCCCACTGCAGTTCCCTGCAGGCGAATCC 
CACGAGTCCCTGGGCCTTGACGGCACCGAGACCTTCGACATCACCGGACTGACCGCACTT 
AACGAGGGCGAGACTCCTAAGACTGTCAAGGTCACCGCAACCAAGGAGAACGGCGACGTC 
GTCGAGTTCGACGCAATTTGTCCGCATCGACACCCCAGG 

>RXA0220 9-downstream 
TGAGGCTGACTACTACCGCCACG 

>RXA02213-upstream 

TTCTGTGGAATGAGAATCCGATGTTTTTCTCACGCCGGCTCAGCCGAAGCAGACGCCGTC 
GCGAAATCTCACCCTAAAAAAGTTAGAATTGGAGCTCACT 

>RXA02213 

GTGACTGAAAGCAAGAACTCCTTCAATGCTAAGAGCACCCTTGAAGTTGGCGACAAGTCC 
TATGACTACTTCGCCCTCTCTGCAGTGCCTGGCATGGAGAAGCTGCCGTACTCCCTCAAG 
GTTCTCGGAGAGAACCTTCTTCGTACCGAAGACGGCGCAAACATCACCAACGAGCACATT 
GAGGCTATCGCCAACTGGGATGCATCTTCCGATCCAAGCATCGAAATCCAGTTCACCCCA 
GCCCGTGTTCTCATGCAGGACTTCACCGGTGTCCCTTGTGTAGTTGACCTCGCAACCATG 
CGTGAGGCAGTTGCTGCACTCGGTGGCGACCCTAACGACGTCAACCCACTGAACCCAGCC 
GAGATGGTCATTGACCACTCCGTCATCGTGGAGGCTTTCGGCCGCCCAGATGCACTGGCT 
AAGAACGTTGAGATCGAGTACGAGCGCAACGAGGAGCGTTACCAGTTCCTGCGTTGGGGT 
TCCGAGTCCTTCTCCAACTTCCGCGTTGTTCCTCCAGGAACCGGTATCGTCCACCAGGTC 
AACATTGAGTACTTGGCTCGCGTCGTCTTCGACAACGAGGGCCTTGCATACCCAGATACC 
TGCATCGGTACCGACTCCCACACCACCATGGAAAACGGCCTGGGCATCCTGGGCTGGGGC 
GTTGGTGGCATTGAGGCTGAAGCAGCAATGCTCGGCCAGCCAGTGTCCATGCTGATC 

>RXA022 4 5-upstream 

GCCACACCGCCACGGCACCGATGCGATGTTTGTGGCAGTGCTGCGAAAGAAGTAGACCTG 
TGAGCTAAGTGGGGTAGACAAGAGGGCTATGATTTAGGGC 

>RXA0224 5 

ATGGCACAACGTACTCCACTAATCGCCCCATCCATTCTTGCTGCTGATTTCTCCCGCTTA 
GGGGAGCAGGTGTTGGCTGTTCCTGATGCTGACTGGATTCACGTCGACATCATGGACGGA 
CACTTCGTTCCAAACTTGAGCTTTGGCGCGGATATCACAGCTGCGGTCAACCGCGTTACG 
GACAAAGAACTAGACGTCCACCTGATGATCGAAAACCCAGAGAAGTGGGTGGACAACTAC 
ATCGACGCTGGCGCGGACTGCATTGTTTTCCACGTTGAAGCCACCGAAGGTCACGTTGAG 
TTGGCTAAGTACATCCGTTCCAAGGGTGTGCGTGCAGGTTTCTCCCTGCGCCCTGGAACT 
CCCATCGAGGATTACTTGGATGACCTCGAGCACTTCGATGAAGTCATCGTCATGAGCGTC 
GAGCCTGGATTCGGTGGCCAAAGCTTCATGCCTGAACAACTGGAAAAGGTTCGTACCCTG 
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CGCAAGGTCATCGATGAGCGCGGTCTGAACACCGTCATCGAGATCGACGGCGGCATTAGC 
GCCAAGACCATCAAGCAGGCTGCCGACGCTGGCGTGGATGCCTTCGTTGCAGGTTCCGCT 
GTGTACGGCGCTGAGGATCCCAACAAGGCGATCCAGGAGTTGCGAGCACTCGCGCAG 

>RXA022 4 5-downstream 
TAAATGGATGTTGCGCACGCGTT 

>RXA022 5 6-upstream 

TTGGGTTCTGTCAGCTCAAGAATTCTTGAGTGACCGATGCTCTGATTGACCTAACTGCTT 
GAG AC AT T G CAT T T C C T AC AAT C T T T AG AGG AG AC AC AAC 

>RXA022 5 6 

ATGACCATTCGTGTTGGTATTAACGGATTTGGCCGTATCGGACGTAACTTCTTCCGCGCA 
GTTCTGGAGCGCAGCGACGATCTCGAGGTAGTTGCAGTCAACGACCTCACCGACAACAAG 
ACCCTTTCCACCCTTCTCAAGTTCGACTCCATCATGGGCCGCCTTGGCCAGGAAGTTGAA 
TACGACGATGACTCCATCACCGTTGGTGGCAAGCGCATCGCTGTTTACGCAGAGCGCGAT 
CCAAAGAACCTGGACTGGGCTGCACACAACGTTGACATCGTGATCGAGTCCACCGGCTTC 
TTCACCGATGCAAACGCGGCTAAGGCTCACATCGAAGCAGGTGCCAAGAAGGTCATCATC 
TCCGCACCAGCAAGCAACGAAGACGCAACCTTCGTTTACGGTGTGAACCACGAGTCCTAC 
GATCCTGAGAACCACAACGTGATCTCCGGCGCATCTTGCACCACCAACTGCCTCGCACCA 
ATGGCAAAGGTCCTAAACGACAAGTTCGGCATCGAGAACGGCCTCATGACCACCGTTCAC 
GCATACACTGGCGACCAGCGCCTGCACGATGCACCTCACCGCGACCTGCGTCGTGCACGT 
GCAGCAGCAGTCAACATCGTTCCTACCTCCACCGGTGCAGCTAAGGCTGTTGCTCTGGTT 
CTCCCAGAGCTCAAGGGCAAGCTTGACGGCTACGCACTTCGCGTTCCAGTTATCACCGGT 
TCCGCAACCGACCTGACCTTCAACACCAAGTCTGAGGTCACCGTTGAGTCCATCAACGCT 
GCAATCAAGGAAGCTGCAGTCGGCGAGTTCGGCGAGACCCTGGCTTACTCCGAAGAGCCA 
CTGGTTTCCACCGACATCGTCCACGATTCCCACGGCTCCATCTTCGACGCTGGCCTGACC 
AAGGTCTCCGGCAACACCGTCAAGGTTGTTTCCTGGTACGACAACGAGTGGGGCTACACC 
TGCCAGCTCCTGCGTCTGACCGAGCTCGTAGCTTCCAAGCTC 

>RXA0225 6-downstream 
TAATTAGTTCACATCGCTAACGT 

>RXA0225 7 -upstream 

ATACCGGTGCCAGCGCCACACAATGTGTGGCAATCTGGGACAGTGCATCACATTGCACCA 
G AAGAAT T T T T T AAAC AAT C AAAT C T C C AAG GAG T AC G G C 

>RXA02257 

ATGGCTGTTAAGACCCTCAAGGACTTGCTCGACGAAGGCGTAGACGGACGCCACGTCATC 
GTTCGATCTGACTTCAATGTTCCCCTCAACGATGACCGCGAGATCACCGATAAGGGCCGA 
ATCATTGCCTCCCTACCAACCCTTAAAGCACTGAGCGAAGGTGGCGCAAAGGTCATCGTC 
ATGGCTCACCTTGGCCGCCCAAAGGGCGAGGTCAACGAGAAGTACTCCCTCGCACCTGTC 
GCTGAGGCACTCTCCGATGAGCTTGGCCAGTACGTTGCACTTGCCGCAGACGTTGTTGGC 
GAAGACGCACACGAGCGCGCAAACGGCCTGACCGAGGGCGACATCCTGCTCCTGGAGAAC 
GTGCGCTTCGACCCACGCGAAACCTCCAAGGACGAGGCAGAGCGCACCGCTTTCGCTCAG 
GAGCTCGCAGCTCTTGCAGCAGACAACGGCGCATTCGTTTCTGACGGCTTCGGTGTTGTC 
CACCGCGCACAGACCTCCGTCTACGACATTGCAAAGTTGCTGCCACACTACGCTGGCGGA 
CTGGTAGAGACCGAGATTTCCGTTCTGGAAAAGATCGCAGAATCACCAGAGGCACCATAC 
GTAGTGGTTCTCGGTGGATCCAAGGTCTCTGACAAGATCGGTGTTATTGAGGCGCTGGCT 
GCCAAGGCTGACAAGATCATCGTCGGTGGCGGCATGTGCTACACCTTCCTCGCAGCTCAG 
GGACACAACGTTCAGCAGTCCCTCCTGCAGGAAGAAATGAAGGCTACCTGCACCGACCTG 
CTCGCACGCTTCGGTGACAAGATCGTTCTCCCAGTTGACCTGGTTGCAGCATCCGAATTT 
AACAAGGACGCAGAGAAGCAGATCGTTGACCTGGACTCCATCCCAGAAGGCTGGATGTCT 
CTTGACATCGGACCAGAGTCCGTCAAGAACTTCGGTGAGGTTCTCAGCACCGCTAAGACC 
ATCTTCTGGAACGGCCCAATGGGCGTGTTCGAGTTCGCAGCATTCTCTGAAGGCACCCGC 
GGCATCGCCCAGGCCATCATCGATGCAACTGCAGGCAACGACGCATTCTCCGTTGTTGGC 
GGTGGCGACTCCGCAGCATCCGTTCGCGTGCTCGGCCTGAACGAAGACGGCTTCTCCCAC 
ATCTCCACCGGTGGTGGCGCATCCCTCGAGTACCTTGAAGGCAAGGAACTCCCAGGCGTT 
GCAATTCTCGCTCAG 

>RXA022 5 7 -downstream 
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TAAATCCGACACGGCCCTTTGTT 
>RXA022 5 8 -upstream 

CGTTGCAATTCTCGCTCAGTAAATCCGACACGGCCCTTTGTTAGAAAACAAAACATAAAG 
GGCCACCGGGAAACTTTTTTAAGAAAGGTGTGTTTCACAC 

>RXA02258 

ATGGCACGTAAGCCACTTATCGCTGGTAACTGGAAGATGAACCTGGATCACCAGCAGGCA 
ATCGGCACTGTTCAGAAGCTTGCATTCGCCCTTCCAAAGGAATACTTCGAGAAGGTTGAC 
GTTGCAGTCACCGTTCCTTTCACTGACATCCGCTCCGTCCAGACTCTCGTTGAGGGCGAC 
AAGCTTGAGGTCACTTTCGGTGCTCAGGACGTCTCCCAGCACGAGTCCGGTGCGTACACC 
GGTGAAGTTTCTGCAAGCATGCTGGCAAAGTTGAACTGCTCTTGGGTTGTCGTTGGACAC 
TCCGAGCGCCGCGAGTACCACAACGAGTCTGATGAGTTGGTTGCTGCGAAGGCAAAGGCA 
GCTCTGTCCAACGGCATCAGCCCGATCGTCTGCGTTGGTGAGCCACTGGAAATCCGTGAA 
GCTGGCACCCACGTTGAGTACGTCGTCGAGCAGACCCGTAAGTCCCTTGCTGGCCTGGAT 
GCTGCTGAGCTGGCCAACACCGTTATCGCGTATGAGCCAGTGTGGGCTATCGGCACCGGT 
AAGGTTGCTTCCGCAGCTGACGCTCAGGAAGTGTGCAAGGCTATCCGCGGTCTGATCGTG 
GAGCTTGCAGGCGACGAGGTCGCTGAGGGCCTGCGTATTCTTTACGGTGGTTCTGTTAAG 
GCAGAAACCGTCGCTGAGATCGTCGGTCAGCCTGACGTCGACGGCGGACTTGTCGGTGGC 
GCTTCCCTCGACGGTGAAGCATTCGCCAAGCTGGCTGCCAACGCTGCGAGCGTTGCT 

>RXA022 58 -downstream 
TAAAGTACAGAGCTTTAAAGCAC 

>RXA0225 9-upstream 

ATGAGCCCATGAAAGCCATCGAAATCAATCGCCCAGCTAAACACCTGTTTTGCTGGGTGA 
TTTTTTATCTCATGCACGCCAACACCCTCAATGTGAAAGA 

>RXA02259 

GTGTTTAAAGTAGTTATGACTGATTTTTTACGCGATGACATCAGGTTCCTCGGTCAAATC 
CTCGGTGAGGTAATTGCGGAACAAGAAGGCCAGGAGGTTTATGAACTGGTCGAACAAGCG 
CGCCTGACTTCTTTTGATATCGCC7\AGGGCAACGCCGAAATGGATAGCCTGGTTCAGGTT 
TTCGACGGCATTACTCCAGCCAAGGCAACACCGATTGCTCGCGCATTTTCCCACTTCGCT 
CTGCTGGCTAACCTGGCGGAAGACCTCTACGATGAAGAGCTTCGTGAACAGGCTCTCGAT 
GCAGGCGACACCCCTCCGGACAGCACTCTTGATGCCACCTGGCTGAAACTCAATGAGGGC 
AATGTTGGCGCAGAAGCTGTGGCCGATGTGCTGCGCAATGCTGAGGTGGCGCCGGTTCTG 
ACTGCGCACCCAACTGAGACTCGCCGCCGCACTGTTTTTGATGCGCAAAAGTGGATCACC 
ACCCACATGCGTGAACGCCACGCTTTGCAGTCTGCGGAGCCTACCGCTCGTACGCAAAGC 
AAGTTGGATGAGATCGAGAAGAACATCCGCCGTCGCATCACCATTTTGTGGCAGACCGCG 
TTGATTCGTGTGGCCCGCCCACGTATCGAGGACGAGATCGAAGTAGGGCTGCGCTACTAC 
AAGCTGAGCCTTTTGGAAGAGATTCCACGTATCAACCGTGATGTGGCTGTTGAGCTTCGT 
GAGCGTTTCGGCGAGGGTGTTCCTTTGAAGCCCGTGGTCAAGCCAGGTTCCTGGATTGGT 
GGAGACCACGACGGTAACCCTTATGTCACCGCGGAAACAGTTGAGTATTCCACTCACCGC 
GCTGCGGAAACCGTGCTCAAGTACTATGCACGCCAGCTGCATTCCCTCGAGCATGAGCTC 
AGCCTGTCGGACCGCATGAATAAGGTCACCCCGCAGCTGCTTGCGCTGGCAGATGCAGGG 
CACAACGACGTGCCAAGCCGCGTGGATGAGCCTTATCGACGCGCCGTCCATGGCGTTCGC 
GGACGTATCCTCGCGACGACGGCCGAGCTGATCGGCGAGGACGCCGTTGAGGGCGTGTGG 
TTCAAGGTCTTTACTCCATACGCATCTCCGGAAGAATTCTTA7iJ\CGATGCGTTGACCATT 
GATCATTCTCTGCGTGAATCCAAGGACGTTCTCATTGCCGATGATCGTTTGTCTGTGCTG 
ATTTCTGCCATCGAGAGCTTTGGATTCAACCTTTACGCACTGGATCTGCGCCAAAACTCC 
GAAAGCTACGAGGACGTCCTCACCGAGCTTTTCGAACGCGCCCAAGTCACCGCAAACTAC 
CGCGAGCTGTCTGAAGCAGAGAAGCTTGAGGTGCTGCTGAAGGAACTGCGCAGCCCTCGT 
CCGCTGATCCCGCACGGTTCAGATGAATACAGCGAGGTCACCGACCGCGAGCTCGGCATC 
TTCCGCACCGCGTCGGAGGCTGTTAAGAAATTCGGGCCACGGATGGTGCCTCACTGCATC 
ATCTCCATGGCATCATCGGTCACCGATGTGCTCGAGCCGATGGTGTTGCTCAAGGAATTC 
GGACTCATCGCAGCCAACGGCGACAACCCACGCGGCACCGTCGATGTCATCCCACTGTTC 
GAAACCATCGAAGATCTCCAGGCCGGCGCCGGAATCCTCGACGAACTGTGGAAAATTGAT 
CTCTACCGCAACTACCTCCTGCAGCGCGACAACGTCCAGGAAGTCATGCTCGGTTACTCC 
GATTCCAACAAGGATGGCGGATATTTCTCCGCAAACTGGGCGCTTTACGACGCGGAACTG 
CAGCTCGTCGAACTATGCCGATCAGCCGGGGTCAAGCTTCGCCTGTTCCACGGCCGTGGT 
GGCACCGTCGGCCGCGGTGGCGGACCTTCCTACGACGCGATTCTTGCCCAGCCCAGGGGG 
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GCTGTCCAAGGTTCCGTGCGCATCACCGAGCAGGGCGAGATCATCTCCGCTAAGTACGGC 
AACCCCGAAACCGCGCGCCGAAACCTCGAAGCCCTGGTCTCAGCCACGCTTGAGGCATCG 
CTTCTCGACGTCTCCGAACTCACCGATCACCAACGCGCGTACGACATCATGAGTGAGATC 
TCTGAGCTCAGCTTGAAGAAGTACGCCTCCTTGGTGCACGAGGATCAAGGCTTCATCGAT 
TACTTCACCCAGTCCACGCCGCTGCAGGAGATTGGATCCCTCAACATCGGATCCAGGCCT 
TCCTCACGCAAGCAGACCTCCTCGGTGGAAGATTTGCGAGCCATCCCATGGGTGCTCAGC 
TGGTCACAGTCTCGTGTCATGCTGCCAGGCTGGTTTGGTGTCGGAACCGCATTAGAGCAG 
TGGATTGGCGAAGGGGAGCAGGCCACCCAACGCATTGCCGAGCTGCAAACACTCT^TGAG 
TCCTGGCCATTTTTCACCTCAGTGTTGGATAACATGGCTCAGGTGATGTCCAAGGCAGAG 
CTGCGTTTGGCAAAGCTCTACGCAGACCTGATCCCAGATACGGAAGTAGCCGAGCGAGTC 
TATTCCGTCATCCGCGAGGAGTACTTCCTGACCAAGAAGATGTTCTGCGTAATCACCGGC 
TCTGATGATCTGCTTGATGACAACCCACTTCTCGCACGCTCTGTCCAGCGCCGATACCCC 
TACCTGCTTCCACTCAACGTGATCCAGGTAGAGATGATGCGACGCTACCGAAAAGGCGAC 
CAAAGCGAGCAAGTGTCCCGCAACATTCAGCTGACCATGAACGGTCTTTCCACTGCGCTG 
CGCAACTCCGGC 

>RXA022 5 9-downstream 
TAGTCCAGCCGGCTGGGTAGTAC 

>RXA022 8 8-upstream 

AACAACAATCTAACGCCATCATGTTATAAAAAAGCAAGACCTAACATAAAAATGTTAGAA 
AGTGCTGGATCTAACAACATTTCCGTGGTAACTTTTTCAC 

>RXA02288 

ATGTCCCAAGTGATTCCCGCCAGCTCACAAGAAAAGCGTCGTGAGCGCATCGTTTCTTAT 
GTCACCCGTCATGGATTCGCTCGTGTTGAAGCATTAGCTGAGCTTTTTGAGGTCAGCGCA 
ATGACCATTCACCGTGATTTGGAGGCGCTGGCTGCAGACAATTTGGTGGAGCGCATTAGG 
GGTGGCGCGCGTTCGGTGTCGCCGTCGATGAGTGAGTTGGCAGTGGAGCAGCGTCGGCAT 
TTGCATCGCACTGTTAAAGAGGCGTTGTGTACTGCAGCAGCACGGTTGATTCCGGAGGGC 
GCTGTGGTGGCGATTGATGATTCCACCACGTTGGAGTCTTTGGTTGAGAAGTTGCCGCAG 
CGGTCACCATCGGCGTTGATTACGCATTCTTTGAAGACAATGGCGGATCATCGTGTGCGC 
GCCGGGATGAGCGATATCCGTTTGATTGCGTGTGCGGGATTGTATTTCGCGGAGACTGAT 
TCTTTCTTGGGCAAGGCAACTTCAGCGCAGTTGAATGAGCTGTCGGCGGATATTTCTTTT 
GTTTCTACGACTGCGGTGCGCGCTACGGGGGAGGTTCCGGCGCTGTTTCATCCTGATATG 
GAGGCTGCTGATACGAAGCGGGCGTTGATTGGGATTGGTAGCGTGCGTGTGTTGGTGGTG 
GATTCTAGTAAATTTGGTTCGGCTGGTGTGTTCAAGGTTGCTTCGATTGAGGAGTTTGAC 
CACATCATCATTGATCAGCAGTGCACCCGTGAGCAGCGGGATCTTTTGCGTAATTCGCGC 
GCGCAGATCCATGTGATTGACCACAATGGTGATGAAATTTTGGATACCCCAACGGAAGAG 
GATTTT 

>RXA022 8 8-downstream 
TAAGATGGCTTTGGTTCTTGGAA 

>RXA022 92-upstream 

TGCACCACGCCAGCTGCAACCCTGCGCGGTGGTCTGGGAAGTTGGTGGAGGGGATCGTCG 
AAAAGCGTAGGCACTAAAGTTCTCCTGCACAATGGAGGAT 

>RXA022 92 

ATGGACAATGACTTTGAATCTATCGAGAAAATGAGCAGCGGCGATTGGTACGTGGCTACC 
GGCGCGGAACGTGAAGAAGTGGCACAAAAAACAGCGTTACTTTTCCACGAATACAACCAA 
ATTGGACCTACAGACCCCGCACGAACTGCCGAAATACTAAGAACTGTACTAAATCCTGCC 
AGCGGAACCTGCACGATCAAAGCGCCAGCCATCATTGAATACGGCTTCAACACCACGATC 
GGCGAGCATGTGTTCATCAACTTTGGCCTCACCATTTTAGATATCGCACCGGTTCGCATC 
GGGGCACGCAGCATGCTCGGGCCAAACTGTCAGCTCTTCACCGCAGGTCACCCGGTCGAT 
GACTGGGAAATGCGCTCCGGTGGGTGGGAAAATGGCGCACCCATTTCCATTGGCGAGGAT 
ACGTGGCTGGGTGGAAATGTCACCGTCGTTGGTGGCGTGAGCATTGGCGATAGGTGTGTG 
ATTGGCGCGGGGCCCGTGGTGACCAAGGATATTCCGGATGATTCTATTGCTGTGGGCAAC 
CCTGCGCGAGTAGTGCGGAAACGTGATGATAGCCGGCTCGAACGTTCGCAGCTGCCAGAA 
GGTGCTTCCGTGGATGCGTTGGGGATTCTTCCTACAAAATCACCTAGGCTGTCAGAAAAT 
ATTGCCGAAAT^TAT 



Appendix A, Page 70 



AttdiPR' Docket No.: BGI-126CP 



>RXAO 2 2 92 -downstream 
TAAATACGCAGGCACTAAGAAGA 

>RXA02322-upstream 

CGCGCAGAGCTAAACTGCGTGAGGTTGTGGCCTGTCACACATAATCGGCCTAGGGTGGGA 
CTTTAAGGATU^CAGTGCACAAATAAATCTCAAGGAGCCCC 

>RXA02322 

ATGCGCATCCACGATGTTTATACCCACCTTTCGGCCGATAACTTTCCCAAAGCAGAGCAC 
CTTGCGTGGAAATTCTCCGAGCTTGCCACCGACCCCGTGGAGGTGACACCGGATGTTTCG 
GAGATGATCATCAACCGGATCATCGACAACGCGGCGGTGTCTGCCGCGTCGGTGTTGCGC 
CGGCCTGTGACTGTGGCCAGGCAACAAGCGCAGTCCCATCCGCGGGAAAAGGGCGGAAAA 
GTTTTTGGAATTTCAGGCAGCTACTCACCAGAGTGGGCTGCCTTTGCTAATGGTGTGGCC 
GTACGTGAATTGGACTTCCACGATACATTTTTAGCAGCTGAATACTCCCATCCCGGCGAC 
AATATTCCACCACTTCTTGCAGTAGCGCAGGCTCAGAGAAGCAGCGGCAGG 

>RXA0232 6-upstream 

CCAGGCGGACAGTTGTCCAACCTGCGTGCACAGGCCACCGCACTGGGCCTTGCGGATCGT 
TTCGAACTCATCGAAGACAACTACGCAAGCCGTTAATGAG 

>RXA0232 6 

ATGCTGGGACGCCCAACCAAGGTCACCCCATCCTCCAAGGTTGTTGGCGACCTCGCACTC 
CACCTCGTTGGTGCGGGTGTGGATCCAGCAGACTTTGCTGCCGATCCACAAAAGTACGAC 
ATCCCAGACTCTGTCATCGCGTTCCTGCGCGGCGAGCTTGGTAACCCTCCAGGTGGCTGG 
CCAGAGCCACTGCGCACCCGCGCACTGGAAGGCCGCTCCGAAGGCAAGGCACCTCTGACG 
GAAGTTCCTGAGGAAGAGCAGGCGCACCTCGACGCTGATGATTCCAAGGAACGTCGCAAT 
AGCCTCAACCGCCTGCTGTTCCCGAAGCCAACCGAAGAGTTCCTCGAGCACCGTCGCCGC 
TTCGGCAACACCTCTGCGCTGGATGATCGTGAATTCTTCTACGGCCTGGTCGAAGGCCGC 
GAGACTTTGATCCGCCTGCCAGATGTGCGCACCCCACTGCTTGTTCGCCTGGATGCGATC 
TCTGAGCCAGACGATAAGGGTATGCGCAATGTTGTGGCCAACGTCAACGGCCAGATCCGC 
CCAATGCGTGTGCGTGACCGCTCCGTTGAGTCTGTCACCGCAACCGCAGAAAAGGCAGAT 
TCCTCCAACAAGGGCCATGTTGCTGCACCATTCGCTGGTGTTGTCACCGTGACTGTTGCT 
GAAGGTGATGAGGTCAAGGCTGGAGATGCAGTCGCAATCATCGAGGCTATGAAGATGGAA 
GCAACAATCACTGCTTCTGTTGACGGCAAAATCGATCGCGTTGTGGTTCCTGCTGCAACG 
AAGGTGGAAGGTGGCGACTTGATCGTCGTCGTTTCC 

>RXA0232 6-downstream 
TAAACCTTTCTGTAAAAAGCCCC 



>RXA02 32 7 -upstream 

ACCGCTGAAGCAGCTTGGCCCAGCCGCGTTTGCTCGTGATCTCCGTGAGCAGGACGCACT 
GGCAGTTACTGATACCACCTTCCGCGATGCACACCAGTCT 

>RXA0232 7 

TTGCTTGCGACCCGAGTCCGCTCATTCGCACTGAAGCCTGCGGCAGAGGCCGTCGCAAAG 
CTGACTCCTGAGCTTTTGTCCGTGGAGGCCTGGGGCGGCGCGACCTACGATGTGGCGATG 
CGTTTCCTCTTTGAGGATCCGTGGGACAGGCTCGACGAGCTGCGCGAGGCGATGCCGAAT 
GTAAACATTCAGATGCTGCTTCGCGGCCGCAACACCGTGGGATACACCCCGTACCCAGAC 
TCCGTCTGCCGCGCGTTTGTTAAGGAAGCTGCCAGCTCCGGCGTGGACATCTTCCGCATC 
TTCGACGCGCTTAACGACGTCTCCCAGATGCGTCCAGCAATCGACGCAGTCCTGGAGACC 
AACACCGCGGTAGCCGAGGTGGCTATGGCTTATTCTGGTGATCTCTCTGATCCAAATGAA 
AAGCTCTACACCCTGGATTACTACCTAAAGATGGCAGAGGAGATCGTCAAGTCTGGCGCT 
CACATCTTGGCCATTAAGGATATGGCTGGTCTGCTTCGCCCAGCTGCGGTAACCAAGCTG 
GTCACCGCACTGCGCCGTGAATTCGATCTGCCAGTGCACGTGCACACCCACGACACTGCG 
GGTGGCCAGCTGGCAACCTACTTTGCTGCAGCTCAAGCTGGTGCAGATGCTGTTGACGGT 
GCTTCCGGCACCACTGTCTGGCACCACCTCCCAAGCCATCCCTTGTCTGCCATTGTTGCT 
GCATTCGCGCACACCCGTCGCGATACCGGTTTGAGCCTCGAGGCTGTTTCTGACCTCGAG 
CCGTACTGGGAAGCAGTGCGCGGACTGTACCTGCCATTTGAGTCTGGAACCCCAGGCCCA 
ACCGGTCGCGTCTACCGCCACGAAATCCCAGGCGGACAGTTGTCCAACCTGCGTGCACAG 
GCCACCGCACTGGGCCTTGCGGATCGTTTCGAACTCATCGAAGACAACTACGCAAGCCGT 
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>RXA02 32 7 -downstream 
TAATGAGATGCTGGGACGCCCAA 



>RXA02328 

GCTTCTGAAGCTGTCCGCATTGGTACCGAAGGCTCACCAGTCAAGGCGTACCTGGACATC 
GATGi\AATTATCGGTGCAGCTAAAAAAGTTAAAGCAGATGCCATTTACCCGGGATACGGC 
TTCCTGTCTGAAAATGCCCAGCTTGCCCGCGAGTGTGCGGAAAACGGCATTACTTTTATT 
GGCCCAACCCCAGAGGTTCTTGATCTCACCGGTGATAAGTCTCGCGCGGTAACCGCCGCG 
AAGAAGGCTGGTCTGCCAGTTTTGGCGGAATCCACCCCGAGCAAAAACATCGATGAGATC 
GTTAAAAGCGCTGAAGGCCAGACTTACCCCATCTTTGTGAAGGCAGTTGCCGGTGGTGGC 
GGACGCGGTATGCGTTTTGTTGCTTCACCTGATGAGCTTCGCAAATTAGCAACAGAAGCA 
TCTCGTGAAGCTGAAGCGGCTTTCGGCGATGGCGCGGTATATGTCGAACGTGCTGTGATT 
AACCCTCAGCATATTGAAGTGCAGATCCTTGGCGATCACACTGGAGAAGTTGTACACCTT 
TATGAACGTGACTGCTCACTGCAGCGTCGTCACCAAAAAGTTGTCGAAATTGCGCCAGCA 
CAGCATTTGGATCCAGAACTGCGTGATCGCATTTGTGCGGATGCAGTAAAGTTCTGCCGC 
TCCATTGGTTACCAGGGCGCGGGAACCGTGGAATTCTTGGTCGATGAAAAGGGCAACCAC 
GTCTTCATCGAAATGAACCCACGTATCCAGGTTGAGCACACCGTGACTGAAGAAGTCACC 
GAGGTGGACCTGGTGAAGGCGCAGATGCGCTTGGCTGCTGGTGCAACCTTGAAGGAATTG 
GGTCTGACCCAAGATAAGATCAAGACCCACGGTGCAGCACTGCAGTGCCGCATCACCACG 
GAAGATCCAAACAACGGCTTCCGCCCAGATACCGGAACTATCACCGCGTACCGCTCACCA 
GGCGGAGCTGGCGTTCGTCTTGACGGTGCAGCTCAGCTCGGTGGCGAAATCACCGCACAC 
TTTGACTCCATGCTGGTGAAAATGACCTGCCGTGGTTCCGACTTTGAAACTGCTGTTGCT 
CGTGCACAGCGCGCGTTGGCTGAGTTCACCGTGTCTGGTGTTGCAACCAACATTGGTTTC 
TTGCGTGCGTTGCTGCGGGAAGAGGACTTCACTTCCAAGCGCATCGCCACCGGATTCATT 
GCCGATCACCCGCACCTCCTTCAGGCTCCACCTGCTGATGATGAGCAGGGACGCATCCTG 
GATTACTTGGCAGATGTCACCGTGAACAAGCCTCATGGTGTGCGTCCAAAGGATGTTGCA 
GCTCCTATCGATAAGCTGCCTAACATCAAGGATCTGCCACTGCCACGCGGTTCCCGTGAC 
CGC 

>RXA02 32 8 -downstream 
TGAAGCAGCTTGGCCCAGCCGCG 

>RXA0232 9 

ACGGCTACCAGGCAGTCGCGAAAAGGTGAGATTTCCAGCTGGAAGGCGTTCGCGCCAGCG 
TTTGCGGGAAAGATGGCCATTGAGGCGATGGATCGTGCGATGCGTGGGGAGGGTTCGCCC 
GCACCGATTTGGGAGGGCGAAGACGGGGTCATCGCGTGGCTGTTATCGGGCAAAGATCAT 
GTTTATCATGTGCCATTGCCGGAACACGGCGAGCCCAAGCTGGGGATTCTAGAGACTTAC 
ACAAAGGAACATTCAGCGGAATATCAATCGCAGGCACCGATTGATCTGGCGCGCAGGATG 
AAGCCACTGGTTGACGCGGCTGGCGGAACGGAACACATTGCAGAGATTGTGCTGCGCACC 
AGTCACCACACGCATTATGTGATTGGCACTGGGGCGAACGATCCGCAGAAGATGGATCCG 
CAGGCCTCGCGTGAAACCCTGGATCATTCCATCATGTACATTTTCGCCGTCGCGCTTCAA 
GATGGCGTGTGGCACCACGAGTTTTCCTACACCCGCAAGCGTTCCACCCGCCCGGAAACT 
GTGGAGCTGTGGCACAAGATTCGCACCGTGGAGGATCCTGAATGGACGCGCCGATACCAT 
TCT 

>RXA02332-upstream 

GACCGCATGCAACACCGCAGCAGATTATATGAGCTCCTGCGATACGAAGACTACAACGTC 
T T T G AC C AGO AC AT T T T C ACCT AC AG AAAAGG AG AAAAC A 

>RXA02332 

ATGAGTGACAGCCAAGTCCGCAAAGGACTCAACGGCGTCATCTCTGACTACACAAGCATT 
TCCAAAGTGATGCCAGAGAGCAACTCGCTGACTTACCGTGGCTACGCCGTGGAGGATTTG 
GTGGAAAACTGCAGCTTTGAAGAAGTGATCTACCTCCTGTGGTTTGGGGAGCTGCCCACC 
ACTGAACAACTCCGGACCTTCAACACGACAGGTCGAAGCTACCGCTCACTCGACGCCGGA 
CTGATTTCCCTCATCCACTCCTTACCCAACACCTGCCACCCCATGGACGTGCTGCGCACC 
GCAGTGTCCTACATGGGTACCTTTGATCCCGATCCGTTTACCCGCGATGCCGATCATATC 
CGAAGCATTGGACACAACCTGCTTGCGCAGCTTCCCATGGTGGTTGCCATGGATATCCGC 
AGGCGAAGTGGGGAAGAGATCATCGCACCTGACCACAACAAAGGTATCGCTTCGAATTTC 
TTATCCATGGTGTTTGGCAATGATGATGGTTCTGTAGCCAACTCCGCAGATGACATCCGC 
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GATTTTGAACGCTCCCTCATCCTCTACGCCGAGCACTCCTTCAACGCCTCCACATTCTCA 
GCCCGCGTGATCTCATCAACGCGATCCGATACGTATTCGGCGATCACAGGTGCGATCGGT 
GCTCTCAAAGGCCCACTGCACGGAGGTGCCAATGAGTTTGTCATGCACACCATGCTGGAT 
ATCGACGATCCCAACAATGCTGCCGACTGGATGGGCAAGGCGTTGGATCGTAAAGAACGC 
ATCATGGGATTCGGGCACCGCGTGTACAAAAACGGCGACTCCAGGGTCCCCTCCATGGAG 
AAATCCATGCGCTCCCTTGCTGCTCGTCACCGTGGTCAAAT^TGGGTGCACATGTATGAG 
TCGATGCAAGAAGTCATGGAGGCTCGCACTGGCATTAAACCCAACCTCGACTTCCCGGCC 
GGCCCTGCCTATTACATGCTGGGATTCCCCGTCGACTTCTTCACACCACTGTTTGTGCTG 
GCCCGAGTGTCAGGGTGGACGGCACACATCGTGGAGCAATTTGAAAACAATGCGCTGATC 
CGACCATTGTCTGCCTACAACGGAGTGGAAGAAAGGGAGGTGGTGCCCATTTCGGAGAGA 
ACC 

>RXA02 3 32 -downstream 
TAATCAGTGAGGCTGATTTCTAA 

>RXA02 333 

GAGATTGGCTACAACGCCGTGATCTACCCCGTGACCACGCTGCGTATTGCCATGGGACAA 
GTAGAACAAGCACTAGCCGAAATCAAAGAACACGGTACCCAAGAAGGATGGCTGGACCGC 
ATGCAACACCGCAGCAGATTATATGAGCTCCTGCGATACGAAGACTACAACGTCTTTGAC 
C AGC AC AT T T T C AC C T AC AG AAAAGG AG AAAAC AAT GAG 

>RXA02333-downstream 
TGACAGCCAAGTCCGCAAAGGAC 

>RXA0237 9-upstreain 

TGCAGGCCTCCATGGCGGGTATTGATGCGCTGGTCAAGCGTGGTGTCGTCA 
>RXA0237 9 

ATGAGAAAGCACCGTTGGGCAAACGCGGCTGGCCTGTACGCTGACACCGTTGCTGAGTCC 
ACCATTGGTTTAATTCTGGCGCAGATGCACATGCATGCGACGACTCGTTTGGCTAAGTCG 
TGGAGCGTGCGGCCTGAGGTGGAAAACAACAAGTCATGGCTGCATGACAATAAAACTGTC 
GCTATTTTGGGCGCCGGTGGCATTGGCGTGCGTCTGCTGGAAATGCTCAAGCCGTTCAAC 
GTGAAGACCATTGCGGTTAATAACTCTGGTCGTCCGGTGGAAGGTGCAGATGAAACCTTC 
GCCATGGATAAGGCTGAGCACGTGTGGGCTGAGGCTGATGTGTTTGTGCTCATCCTGCCG 
CTGACTGATGCCACTTATCAGATCGTCAATGCAGAAACTTTGGGCAAGATGAAGCCTTCT 
GCCGTGGTGGTCAATGTGGGGCGTGGCCCGCTGATCAACACCGATGATCTGGTGGATGCA 
TTGAACAACGGCACCATTGCGGGTGCTGCGCTGGACGTTACCGATCCTGAGCCACTTCCT 
GACAGCCACCCGCTGTGGGAGATGGACAATGTGGTTATCACTCCTCATACTGCAAACACG 
AATGAGAGGATTCGTGCTTTGACCGGCGAACTCACCTTGCGCAACATTGAGTTGTTTGAG 
GCAGGCGAGCAGATGGCCACCGAGGTCGATGTGGTGGCTGGCTAC 

>RXA0237 9-downstream 
TAGGCCTTTTATGGTGTGATCCG 

>RXA02399-upstream 

CAAACCGATGCACATCACGTCGAAACAGTGACAGTGCATTAGCTCATACTTTGTGGTCGG 
CACCGCCCATTGCGAATCAGCACTTAAGGAAGTGACTTTG 

>RXA023 99 

ATGTCAAACGTTGGAAAGCCACGTACCGCACAGGAAATCCAGCAGGATTGGGACACCAAC 
CCTCGTTGGAACGGCATCACCCGCGACTACACCGCAGACCAGGTAGCTGATCTGCAGGGT 
TCCGTCATCGAGGAGCACACTCTTGCTCGCCGCGGCTCAGAGATCCTCTGGGACGCAGTC 
ACCCAGGAAGGTGACGGATACATCAACGCGCTTGGCGCACTCACCGGTAACCAGGCTGTT 
CAGCAGGTTCGTGCAGGCCTGAAGGCTGTCTACCTGTCCGGTTGGCAGGTCGCAGGTGAC 
GCCAACCTCTCCGGCCACACCTACCCTGACCAGTCCCTCTACCCAGCGAACTCCGTTCCA 
AGCGTCGTTCGTCGCATCAACAACGCACTGCTGCGTTCCGATGAAATCGCACGCACCGAA 
GGCGACACCTCCGTTGACAACTGGGTTGTCCCAATCGTCGCGGACGGCGAAGCTGGCTTC 
GGTGGAGCACTCAACGTCTACGAACTCCAGAAGGCAATGATCGCAGCTGGCGCTGCAGGC 
ACCCACTGGGAAGACCAGCTCGCTTCTGAAAAGAAGTGTGGCCACCTCGGCGGCAAGGTT 
CTGATCCCAACCCAGCAGCACATCCGCACCCTGAACTCTGCCCGCCTTGCAGCAGACGTT 
GCAAACACCCCAACTGTTGTTATCGCACGTACCGACGCTGAGGCAGCAACCCTGATCACC 
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TCTGACGTTGATGAGCGCGACCAACCATTCATCACCGGTGAGCGCACCGCAGAAGGCTAC 
TACCACGTCAAGAATGGTCTCGAGCCATGTATCGCACGTGCAAAGTCCTACGCACCATAC 
GCAGATATGATCTGGATGGAGACCGGCACCCCTGACCTGGAGCTCGCTAAGAAGTTCGCT 
GAAGGCGTTCGCTCTGAGTTCCCAGACCAGCTGCTGTCCTACAACTGCTCCCCATCCTTC 

AACTGGTCTGCACACCTCGAGGCAGATGAGATCGCTAAGTTCCAGAAGGAACTCGGCGCA j 
ATGGGCTTCAAGTTCCAGTTCATCACCCTCGCAGGCTTCCACTCCCTCAACTACGGCATG ^ 
TTCGACCTGGCTTACGGATACGCTCGCGAAGGCATGACCTCCTTCGTTGACCTGCAGAAC '^f 
CGTGAGTTCAAGGCAGCTGAAGAGCGTGGCTTCACCGCTGTTT^GCACCAGCGTGAGGTT H 
GGCGCAGGCTACTTCGACCAGATCGCAACCACCGTTGACCCGAACTCTTCTACCACCGCT 
TTGAAGGGTTCCACTGAAGAAGGCCAGTTCCACAAC 

>RXA02399-downstream 
TAGGACCTACAGGTTCTGACAAT 

I 

>RXA02404 

ATGCAGGTTGCAAAAGTTCTCTACGACTTTGTAACCGAAGCGGTACTCCCTCGCGTGGGT 
GTGGATGCGGAAAAGTTCTGGTCCGGATTCGCCGCCATCGCCCGGGACCTCACCCCACGC 
AACCGCGAGCTGCTTGCTCGCCGCGATGAACTGCAGATGCTTATCGACGACTACCACCGC 
AACAACTCCGGCACCATCGACCAAGAGGCGTACGAGGATTTCCTCAAAGAAATCGGATAC 
TTGGTTGAGGAGCCAGAAGCTGCAGAAATCCGTACCCAAAACGTCGATACGGAAATCTCC 
AGCACCGCAGGACCTCAGCTGGTTGTTCCAATTCTGAACGCACGCTTCGCGCTGAACGCT 
GCCAATGCTCGCTGGGGTTCCCTCTACGATGCGTTGTACGGCACCAACGCCATCCCAGAA 
ACTGATGGCGCTGAAAAGGGCAAGGAGTACAACCCGGTCCGCGGCCAGAAGGTCATCGAG 
TGGGGTCGTGAATTCCTCGACAGCGTTGTCCCACTGGACGGTGCTTCGCATGCCGATGTT 
GAGAAGTACAACATCACCGATGGAAAGCTTGCAGCCCACATTGGAGATAGCGTCTACCGA 

CTGAAAAACCGTGAATCCTACCGTGGCTTCACCGGCAACTTCCTTGATCCAGAAGCAATC , ' 1 

CTGCTGGAAACCAACGGCCTGCACATCGAGCTGCAGATCGATCCTGTCCACCCAATCGGC 

AAGGCAGACAAGACTGGTCTCAAAGACATCGTTTTGGAATCTGCGATCACCACGATCATG 

GACTTCGAAGACTCCGTTGCAGCTGTTGATGCTGAAGACAAGACCTTAGGTTACTCTAAC 

TGGTTCGGACTCAACACCGGCGAACTGAAAGAAGAGATGTCCAAGAACGGACGCATCTTC 

ACCCGTGAGCTCAACAAGGACCGCGTCTACATTGGCCGCAATGGTACCGAGCTGGTTCTG 

CACGGTCGTTCCCTGCTGTTCGTCCGCAACGTTGGTCACCTCATGCAAAACCCATCCATC 

TTGATTGATGGCGAGGAGATCTTCGAAGGCATCATGGATGCTGTCTTGACCACTGTTTGT 

GCCATCCCAGGAATTGCTCCGCAGAACAAGATGCGC/VATTCCCGCAAGGGCTCCATCTAC 

ATCGTGAAGCCTAAGCAGCACGGCCCTGAAGAAGTCGCGTTCACCAACGAGCTCTTCGGC 

CGCGTTGAGGATCTGCTTGATCTGCCACGCCACACCTTGAAGGTTGGTGTTATGGATGAG 

GAGCGTCGCACGTCCGTGAACCTGGATGCCAGCATCATGGAAGTTGCTGACCGCTTGGCA 

TTCATCAACACTGGCTTCCTGGACCGCACCGGCGATGAAATCCACACCTCCATGGAAGCA 

GGCGCCATGGTGCGCAAGGCTGATATGCAGACCGCACCGTGGAAGCAGGCCTACGAGAAC 

AACAACGTTGATGCAGGTATTCAGCGTGGTCTTCCTGGCAAGGCTCAGATCGGTAAGGGC 

ATGTGGGCGATGACTGAACTCATGGCAGAAATGCTGGAGAAGAAGATCGGCCAGCCACGC 

GAAGGCGCCMCACTGCATGGGTTCCTTCACCAACTGGTGCGACGCTGCACGCAACGCAC 

TACCACTTGGTTGATGTGTTCAAGGTTCAAGACGAACTGCGTGCTGCCGGCCGCCGCGAC 

AGCCTGCGCAACATTCTCACCATTTCAACCGCACCAAACACCAATTGGTCTGAGGAAGAG 

AAGAAGGAAGAGATGGACAACAACTGCCAGTCCATCCTCGGATACGTTGTGCGCTGGGTT 

GAGCACGGTGTTGGTTGCTCCAAGGTTCCAGACATCCATGACATCGACCTCATGGAAGAC 

CGCGCAACGCTGCGTATTTCCTCGCAGATGCTGGCCAACTGGATCCGCCATGATGTTGTC 

TCGAAGGAGCAGGTCTTGGAGTCACTGGAACGAATGGCAGTGGTCGTCGACAAGCAAAAT 

GCGGGCGACGAGGCCTACCGCGATATGGCGCCGAAGTACGACGCCTCCCTCGCCTTCCAG 

GCGGCTAAGGACTTGATTTTCGAAGGCACCAAGTCCCCATCGGGCTACACCGAGCCCATC 

TTGCACGCACGCCGCCGCGAGTTCAAAGCAAAAAAC 

>RXA024 04 -downstream 
TAAGCACGCTTTTCGACGCTTAC 

>RXA02414-upstream 
TTTACC 

>RXA02414 

ATGAGTTACAACAGCCCGTATAACAACACGAATTTCAGCACCACTGGCGCGTTCCAACCT 
GCTGGTGGGCCGGTGAAGCCGTGGAATAAGCCCGATGCCAGCCTGAATCAGCAGCTGAAA 
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AACAAATCCCGTGTGCGCACAGGTCTTACCATCGCCATCGGTTATGTAGTGGTGATTTGG 
GCGGTGCATTTGGCATCCATCGTCATTGCGCTGCTCACTGGCTTCAACCTGACCAACTTT 
GGTATTCATCCGCTGGATACCAGTGCACTGTGGGGTATTTTCACCTCACCGCTGTTGCAT 
GGAAGCTTCAGCCACCTCATTGGAAATACCGTTCCAGGCTTTATATTCAGTTTCCTCATC 
GGTATGAGTGGCAAGCGCGTGTTCTGGGAAGTCACGATTATCGCAGGTCTCATCGGCGGT 
CTTGGTACATGGATTTTCGGTGGAATCGGCACCAACCACATCGGTGCGTCCGGCCTGATT 
TATGGCTGGCTTGGCTACCTGATCGTGCGTGGAATTTTCAACAAGGATATTAAACAGTTC 
CTGCTTGGCATAGTTTTGGCGTTCATTTACTCCGGTTTGTTCTGGGGTCTGCTACCTACT 
CAAATCGGTGTGTCCTGGCAGGGCCACCTTTTCGGTGCACTTGGTGGAATCGGTGCGGGT 
GCTTTTATCGCCTCGGATGACCCGGCAGCGTTGTUy^GCGAAGAAGCAACAGAAGAAATTA 
GAAAAGCAACAACGCCAAAGAGGCTTA 

>RXA02 414-downstream 

T AG T T T T C AC C T AG C GAG TAG AC 

>RXA02 4 35-upstream 

TCATGAATGTAGAACGGATTTATCGACAAGCGCCAGCAAGTACGTTGATCTCTTTAGCCA 
TCATCGCTGTGTACGCAGTGCGGCCATTCAATCGAGATCA 

>RXA024 35 

GTGACAGACAACCTGGGTTCAACCAGTATCGGTGACGCGTGGATTCTGTACGCACCGCTG 
ATGGATGATGGTGGCTTTGGTCCACTGCGTGCCATCGGAGGAATGTTCCTGCACATTGGC 
CCCGGGCACATGCTGTTGAACCTTGTGTTGTTGTGGTTGCTGGGAAGAGAAATTGAACGA 
GACTTCGGTTCTGCGCTTTTCACTGCGATGTACTTTGTGGGCGGTATTGGTGCGTCTGCA 
GCTGTCATCTGGATGGATCCCTATTCACCGACAGCAGGTGCTTCCGGCGCCATTTACGCC 
ATGATGGCTATTTTGGTGGGGCTTTTTGTGTTAAGAAGCGCGGATATCCGAGCACCCTTG 
ATCCTTATCGCCATCAACATCGCCTATACCTTGATGTCCACCAATGTTTCTCTGTGGGGA 
CACCTTGGAGGTTTGATCACTGGAGCTTTAATTACTTGGCCAATGGTTAAAGCGAAAACT 
CAAAGAACACGGTGGATTATCGTGCTCATTGGTTTTGCTGTAGTTGTGGCTGCTGTCATT 
CTAGGAATTGACCGGGTG 

>RXA02 4 35-downstream 
TAGACACATTCCGCCCATTGCCC 

>RXA02 4 4 0-upstream 

GCTGTTAATCACGGGTTGTTCAGCTACCGGGGGAGCACCACGGGCAACAGATGGGGCATC 
AGGCGGAGGAACCGTCGATACGCCTCGGTTGGTTGTCGCG 

>RXA024 40 

ATGGTGAGCCACGGCGCGCCGGGCGATACTTTTTGGGATTTGGTCCGAAAAGGTGCTGAA 
GACGCCGCCCAAAAAGACAACGTTGAACTCCGCTATTCCTCTAATCCGGAAATCCCTGAA 
CAATCCAACCTCGTGCAAAATGCCATCGATTCACGCGTCGACGGCATCGCCATGACCATG 
CCTAATGCTCAATCACTAGGACCGGTCGCTCAAAAGGCCGTGGATGCGGGCATTCCTGTG 
GTTGGTCTCAACGCTGGAATGAACGAATACCAAGATTATGGAATGACAGGATTCTTTGGT 
CAAGATGAATCCGTCGCAGGAGCATCCGCAGGAGCGCGCCTTGCCGAGGAAAACGCACAA 
AAAGTTTTGTGTGTGATCCATGAACAGGGCAACTCCTCCCAGGAAGCTCGCTGTGGTGGC 
GTGTCTGAAGGTTTGGGCAAACAAGTAGAAACCCTGTATGTCAACGGCATGGATCTCACC 
TCAGTGAACTCCACCCTGCAGGCAAAACTTGCTCAAGACCGCAGCATTGATTGGGTTGTG 
GGACTCCAGGCTGGTGTATCAATGGCTATTTCTGATGCGGCAGACGCTGCGAACTCAGAA 
GTAAAGATCGCCACCTTTGATACAAACGCACAGCTCATGACCGCTATTCGTGATGGCAAG 
ATCCAATTCGCCATTGATCAGCAACCATATCTGCAGGGCTACATGGCCGTGGATTCGCTG 
TGGTTGGCGCACCGAAACGGCACCACTGTTGGTGGCGGACGACCCGTGTACACAGGACCA 
GCCATTGTGGATGCCACCAACGTTGATGTCATTGCTGAAGCCGTTGGGGAGGGTCTGCGA 

>RXA024 4 0-downstream 
TGACAAAAATCAAGAGTGGGGAG 

>RXA024 53-upstream 

AACCAACAAAGGTCATCTCAACCGGCTTAAGAAAATTCTGCCAGCTTTCTGCTGATTGAA 
TCGTGCCAGCTCAGGGCATATCTCACCTAAAGTAAACACC 
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>RXA02453 

ATGAAATCAATCTTCATTTCCGGTGCGGCGAACGGAATTGGCAAAGCTGTGGCGTTGAAA 
TTTCTTCACGAAGGTTGGCTCGTTGGAGCCTACGACCTCGCGGAAATCACCTACTCACAC 
CCCAATCTTCGCTGGGGCTACCTCAATGTTCGACAGTCCGAGTCGTGGGACAAAGCCCTA 
GAAGACTTTGCGACGCACACCGGAGGCACCATCGATGTGGTGGACAATAATGCCGGCGTA 
ATTATTGAGGGACCGCTGCAGGACGCAGAGGAGGGGAGCGTCGACAAGCTTCTTGCAATC 
AACGTCAATGGCGTGACTCTTGGTGCCCGCGCCGCTCATCCTTATTTGGCGCGCACGCCG 
GGCGCCCAGTTGTTAAACATGTCCTCGGCGTCGGCGGTGTACGGGCAGCCCCAGATCGCG 
GTGTATTCGGCTTCGAAGTTTTACGTCGCAGGTCTTACTGAGGCGCTGAATTTGGAGTGG 
CGGAAAGACGATATTCGCGTGGTCGATGTTTGGCCTTTGTGGGCGAAAACCGATTTGGTG 
AACGGCGTGAAGGCTAAGTCACTGAAGCGTTTGGGTGTCCGGATCACTCCGGAACAGGTG 
GCACAGGCGGTATGGGATGCGGTGCATCCGAAATCTCGGTGGGCGAAGGGAAAGGTGCAT 
CACGGGGTGTCAAAGTTGGATAAGGCGCTGTATCTCATGAAATCTCTGTCGCCTGATCGG 
GTAGCGATGTGTTTTGCGCGACTAATCGCCGGA 

>RXA024 53-downstreain 

T AAA T G AAT T GAT T AT T T T AG G C 

>RXA024 7 4 -upstream 

TGCTGGTCTATTGTGGCGACCGAGGGCCTTTGAAGGTTCGACAAACTGTATAAGGCCTTG 
AAT C T T GAG AAT T T AT T T T GAG G AAGC AAG AGG AAG T G T C 

>RXA02474 

ATGAGCAAAGTTGCAATGGTTACCGGTGGTGCACAAGGCATCGGTCGTGGAATTTCAGAG 
AAGCTGGCAGCAGATGGTTTCGATATTGCCGTAGCCGACCTGCCACAACAGGAAGAACAA 
GCTGCAGAGACCATCAAGTTGATTGAAGCTGCAGGTCAAAAGGCTGTATTCGTTGGATTA 
GATGTCACCGATAAGGCTAATTTCGACAGTGCAATTGATGAGGCAGCAGAGAAACTTGGC 
GGCTTCGATGTGCTAGTAAACAACGCCGGCATCGCACAAATTAAGCCACTTCTGGAAGTC 
ACCGAAGAAGACCTAAAGCAGATCTACTCCGTGAACGTTTTTAGCGTATTTTTTGGTATT 
CAAGCAGCATCCCGAAAGTTCGATGAGCTTGGCGTAAAAGGCAAGATCATCAACGCTGCA 
TCAATCGCTGCTATCCAAGGTTTCCCAATCTTGAGCGCCTACTCCACCACCAAATTCGCG 
GTTCGTGGCCTCACCCAGGCTGCTGCGCAAGAACTCGCACCCAAGGGTCACACCGTGAAT 
GCCTACGCACCTGGCATCGTGGGCACCGGAATGTGGGAGCAAATCGATGCCGAGCTTTCC 
AAGATCAACGGCAAGCCAATCGGTGAGAACTTCAAGGAGTACTCCTCCTCAATCGCATTG 
GGCCGACCATCAGTACCTGAGGATGTAGCCGGTCTGGTTTCGTTCCTGGCTTCTGAAAAC 
TCCAACTACATCACCGGACAGGTCATGCTTGTCGACGGCGGCATGCTCTACAAC 

>RXAO 2 4 7 4 -downstream 
TAGGGGTTGCTTTCCCGCACTCA 

>RXA024 80-upstream 

TACGTTCTGGCGCTGCCGTTCTTCGGCATTGTTTCTGAGATCATTCCTGTGTTCTCCCGT 
AAGCCAATGTTCGGGTTACGTCGGCCTGATCTTCGCAACC 

>RXA024 8 0 

TTGTCCATTGGTGCACTGTCCATGGCTGTGTGGGCTCACCACATGTTCGTTACTGGCGCA 
GTTTTGCTTCCGTTCTTCTCCTTCATGACGTTCCTGATTTCGGTTCCTACCGGCGTTAAG 
TTCTTCAACTGGGTTGGAACCATGTGGAAGGGTCACATCACTTGGGAAACCCCAATGATC 
TGGTCTGTTGGCTTCATGGCTACCTTCCTCTTCGGTGGTCTGACCGGCATTATGCTGGCG 
TCCCCACCACTGGACTTCCACTTGGCTGACTCCTACTTCCTGATCGCGCACTTCCACTAC 
ACCCTCTTCGGTACCGTGGTGTTCGCATCGTGTGCAGGCGTTTACTTCTGGTTCCCGAAG 
ATGACTGGCCGCATGATGGACGAGCGTCTTGGCAAGATCCACTTCTGGTTGACCTTCGTC 
GGTTTCCACGGAACCTTCCTCATCCAGCACTGGGTGGGCAACATGGGTATGCCACGTCGT 
TACGCTGACTACCTGGATTCTGATGGTTTCACCATCTACAACCAGATCTCCACCGTGTTC 
TACTTCCTGCTTGGCCTGTCTGTCATTCCATTCATCTGGAACGTCTTCAAGTCCTGGCGC 
TACGGTGAGCTCGTTACCGTTGATGATCCTTGGGGTTACGGCAACTCCCTGGAGTGGGCA 
ACCTCCTGCCCTCCTCCTCGCCACAACTTCGCATCCTTGCCTCGTATCCGCTCCGAGCGC 
CCTGCGTTCGAGCTGCACTACCCGCACATGATTGAACGCATGCGCGCAGAGGCACACACT 
GGACATCACGATGATATTAATGCTCCAGAATTGGGTACCGCCCCAGCCCTTGCATCTGAC 
TCCAGCCGC 



Appendix A, Page 76 



Attd^P Docket No.: BGI-126CP 



>RXA024 8 0-downstreain 
TAAAAGCGTCTGATTTAAGTCGG 

>RXA024 8 1-upstream 

TGCTAACTACGTCCTGCCACTTCAGATCGGTGCGCCTGACGTAGCTTTCCCACGTTGAAA 
TGCTTTCGGCTTCTGAATCACCACCGTCGGTGGTGTCGCG 

>RXA024 81 

ATGCTGACCGGCTTCCTAACCCCGGGTGGTGCTGCCGACTTGGGTGGACCATGTACTCCC 
CACTGTCTGACGCAATTCACTCCCCAGGCCTTGGTTCTAACATGTGGATTGTCGGGTGTC 
GGTGCAACTGGTATTGGCTCCGTTGCTTCCGCAATTAACATGCTCACCACCATCCTCTGC 
CTCCGCGCACCTGGTATGACCATGTTCCGTATGCCTATTTTCACCTGGAATATCTTCGTT 
GTTTCCGTTCTTGCTCTGCTGATCTTCCCACTGCTGCTCGCTGCTGCACTGGGTGTTCTG 
TATGACCGCAAGCTTGGTGGACACCTGTACGATCCAGCTAACGGCGGCTCCCTCCTGTGG 
CAGCACCTGTTCTGGTTCTTCGGACACCCTGAGGTTTACGTTCTGGCGCTGCCGTTCTTC 
GGCATTGTTTCTGAGATCATTCCTGTGTTCTCCCGTAAGCCAATGTTCGGGTTACGTCGG 
CCTGATCTTCGCAACCTTGTCCATTGGTGCACTGTCCATGGCTGTGTGGGCTCACCACAT 
GTTCGTTACTGGCGCAGTTTTGCTTCCGTTCTTCTCCTTCATGACGTTCCTGATTTCGGT 
TCCTACCGGCGT 

>RXAO 2 4 8 1 -downs t r earn 
TAAGTTCTTCAACTGGGTTGGAA 

>RXA024 8 5-upstream 

CGGTGGTCAGTGCTTGGTGCACCTTGCCGACGGGCTGATTGATCGTAATGGTGTTTTCTG 
TACGCGTTGCCATGAGGATAAGACTACCGTTAGTGGGGTG 

>RXA024 8 5 

TTGGATTCATCGCTAGCCCAGGAAATCGCCGCGATCGACGGCGTCGAACTCGATTCGGAA 
GTCACTTTCGCCGATCTGACGACCCTCCGCATCGGCGGAAAACCCCGCAGCGCCGTACGT 
TGCCAGACCACGGAGGCGCTGGTCAGCGCCATAAAATTGCTTGACGACGCCTCCCTCCCC 
CTCCTCATTGTCGGCGGCGGGTCCAATCTCGTCGTGGCCGACGGCGATCTGGATGTTATT 
GCCGTCATCATCGAAACCGACGACGTCTCCATCAACCTCACCGACGGTCTCCTCACCGCC 
GATGCAGGCGCTGTTTGGGACGATGTTGTCCACCTTTCGGTGGATGCCGGCCTCGGTGGA 
ATTGAATGCCTCTCCGGAATCCCCGGCTCCGCCGGCGCCACCCCAGTCCAAAACGTGGGC 
GCCTACGGCACGGAAGTTTCCGATGTACTCACCCGCGTCCAGCTTCTCGACCGCACCACC 
CACCAAGTCTCCTGGGTCGACGCCTCCGAACTCGACCTCTCTTACCGATACTCCAATCTC 
AAATTCACCAACCGCGCAGTCGTCTTGGCGATCGAACTCCAGCTCCTCACCGACGGATTG 
TCCGCGCCGCTACGTTTTGGTGAATTGGGACGTCGATTAGCGATCTCCGAGGCCGAACCC 
CACCCACGTCGCCCCGTCCGCATGGTCCGCGACGCCGTCCTAGAACTCCGCCGCGCCAAA 
GGCATGGTCGTGGAACACACCGACCACGACACCTGGTCCGCCGGATCCTTCTTCACCAAC 
CCAATCGTCGACCCAGCCCTTGCCGACGCAGTCTTTGAAAAAGTCGGCGAACCCACCATG 
CCCCGCTTCCCAGCCGGCGATGGCAAAGAAAAACTCTCCGCAGCCTGGCTCATCGAACGC 
GCCGGCTTCAAAAAGGGACACCCCGGCGCAGGCGCAAAAGCCTCCCTGAGCACCAAACAC 
ACCCTCGCACTCACCAACCGTGGCGACGCCCGCGCCTCCGACCTCGTCGCATTAGCCAAA 
GAAATCCGCGACGGAGTCCTCGAAACCTTCGGCGTCACCCTCGTCCCAGAACCCGTCTGG 
ATTGGAATCAGCATCGATGAC 

>RXA02 4 8 5-downstream 
TGAATTTTCCGACGTCCCTGGCA 

>RXA024 92-upstream 

GCTGTACAACGACGCTATTGCCAACGAAAATGTCGACGGTGAAACGCATCACGGCTAAGT 
AAACGCGCGTCGTGGAACATAAAGTGGCAAACTAGTACCT 

>RXA02 4 92 

ATGACTAACGGAAAATTGATTCTTCTTCGTCACGGTCAGAGCGAATGGAACGCATCCAAC 
CAGTTCACTGGATGGGTCGACGTCAATCTGACCGAACAGGGTGAGGCTGAGGCCAAAGGC 
GTCCTCCCAGGCGTTGTATACACCTCCTTGCTGCGTCGCGCGATCCGCACTGCAAACATC 
GCACTGAACGCTGCAGACCGCCACTGGATCCCAGTGATCCGCGACTGGCGCCTCAACGAG 
CGTCACTACGGCGCACTGCAGGGCCTTGACAAGGCTGCAACCAAGGAAAAATACGGCGAC 
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GACCAGTTCATGGAATGGCGCCGCTCCTACGACACCCCACCACCAGAGCTCGCGGATGAC 
GCAGAGTACTCCCAGGCAAATGACCCTCGTTACGCGGACCTCGACGTAGTTCCACGCACC 

GAATGCCTCAAGGACGTTGTGGTTCGTTTTGTTCCTTACTTCGAGGAAGAAATCCTGCCA , | 

CGCGCAAAGAAGGGCGAAACCGTCCTCATCGCAGCACACGGCAACTCCCTGCGTGCGCTG ; ^ 

GTTAAGCACCTTGACGGCATCTCCGATGCTGATATCGCAGAGCTCAACATCCCAACCGGC 

ATCCCACTGGTCTACGAAATCGCCGi^AGACGGTTCCGTAGTAAACCCAGGCGGCACCTAC ,^ 
CTCGATCCTGAGGCAGCAGCAGCCGGCGCAGCAGCAGTAGCAAACCAGGGTAATAAG 

>RXA024 92-downstream | 
TAGCTATTTGTAGGTGAGCACTC 

>RXA02528-upstream 

CTGGCGCGGTATCGATTACAATCTGGTTGGTTATCGGTGGTTTGTGGATGAATGTCATCG 'i 
GACTCTGGTAATCGAAAATTAAAGGTAAGGGGGTGTGGAG 

>RXA02528 

ATGTCAGCAAAATCGAGCCTCAAGGAAGTTGCTGAGTTAGCTGGAGTCGGTTATGCCACA 
GCCTCGAGGGCACTATCTGGC7^J\GGGGTATGTGTCCCCGCAGACGCGGGAGAAAGTTCAG 
GCGGCGGCTAAAGAGCTGAACTATGTACCAAATCAGCTGGCCAAGGCGTTGCGGGAACAT 
CGCAGTGCCTTGGTGGGGGTCATTGTTCCGGATTTGTCCAATGAGTATTATTCGGAATCG 
CTGCAGACTATTCAGCAGGATCTGAAAGCTGCTGGCTATCAAATGCTGGTTGCGGAGGCC 

AACAGTGTGCAGGCGCAGGACGTGGTGATGGAATCGTTGATCTCGATTCAAGCTGCAGGA -.t 
ATTATCCACGTTCCAGTGGTCGGCTCAATTGCTCCTGAAGGAATCCCCATGGTGCAGTTG - 
ACTCGTGGTGAATTGGGTCCTGGTTTCCCTCGGGTGTTGTGTGATGATGAGGCTGGGTTT 
TTTCAGCTGACCGAGTCGGTGCTGGGCGGCAGCGGAATGAACATTGCTGCTTTGGTTGGT 

GAAGAATCACTTTCCACCACGCAGGAACGAATGCGCGGTATTAGTCATGCGGCGTCGATA ■ 
TATGGGGCTGAGGTGACGTTCCATTTTGGCCACTATTCTGTCGAATCTGGCGAAGAGATG ' ■ " ' 

GCTCAGGTGGTGTTTAACAACGGCCTTCCCGATGCATTGATTGTGGCGTCTCCTCGGCTG > 
ATGGCTGGGGTGATGCGTGCTTTTACTCGCCTGAATGTCCGCGTTCCCCACGATGTGGTG ' ' ,f 

ATTGGTGGTTATGACGATCCTGAGTGGTACAGCTTTGTCGGCGCGGGGATTACCACGTTT 
GTTCCACCGCATGAGGAGATGGGGAAAGAGGCCGTGCGCTTGTTGGTAGATCTGATTGAA 
AATCCCGAACTTCCCACCGGCGATGTGGTTTTGCAGGGGCAGGTGATCCTTCGGGGGTCG 

AGCACACATTCCGGG ' 

>RXA0252 8 -downstream 

T AG AAT T G C C C AAAT G T CAT C AA 

>RXA0253 9-upstream 

GGCTGCTAAGCGTGCGAATGTGCGCGTTGTCACAATCGTTGACCAAGTGTCACCTGACGC 
ACAGGTAGTGCTCAGGTGGAGGTGGCCCAAAGGAGACCCA 

>RXA0253 9 

ATGACTGTCTACGCAAATCCAGGAACCGAAGGCTCGATCGTTAACTATGAAAAGCGCTAC 
GAGAACTACATTGGTGGCAAGTGGGTTCCACCGGTAGAGGGCCAGTACCTTGAGAACATT 
TCACCTGTCACTGGTGAAGTTTTCTGTGAGGTCGCACGTGGCACCGCAGCGGACGTGGAG 
CTTGCACTGGATGCTGCACATGCAGCCGCTGATGCGTGGGGCAAGACTTCTGTCGCTGAA 
CGTGCTCTGATCCTGCACCGCATTGCGGACCGCATGGAAGAGCACCTGGAAGAAATCGCA 
GTTGCAGAAACCTGGGAGAACGGCAAGGCAGTCCGTGAGACTCTTGCTGCAGATATCCCA 
CTGGCAATCGACCACTTCCGCTACTTTGCTGGCGCGATCCGTGCTCAGGAAGATCGTTCC 
TCACAGATCGACCACAACACTGTTGCTTACCACTTCAACGAGCCAATCGGTGTTGTTGGT 
CAGATCATTCCTTGGAACTTCCCAATCCTCATGGCTACCTGGAAGCTCGCACCGGCACTT 
GCTGCAGGTAACGCGATCGTCATGAAGCCAGCTGAGCAGACCCCAGCATCCATTTTGTAT 
CTGATTAACATCATCGGCGATCTCATCCCAGAGGGCGTCCTCAACATCGTCAACGGACTC 
GGCGGTGAAGCAGGCGCTGCACTGTCCGGCTCTAATCGGATTGGCAAGATTGCTTTCACC 
GGTTCCACCGAGGTCGGCAAGCTGATCAACCGCGCTGCATCCGACAAGATCATTCCTGTC 
ACCCTGGAGCTCGGCGGTAAGTCCCCATCCATCTTCTTCTCCGATGTTCTGTCACAGGAT 
GACGCCTTCGCAGAGAAGGCAGTTGAAGGCTTCGCGATGTTCGCCCTCAATCAGGGTGAA 
GTTTGTACCTGTCCTTCCCGTGCACTTGTTCATGAGTCCATCGCTGATGAATTCCTCGAG 
CTTGGCGTGAAGCGAGTTCAGAACATCAAGCTGGGTAACCCACTTGATACTGAAACCATG 
ATGGGTGCTCAGGCGTCCCAGGAGCAGATGGACTy^GATCTCCTCCTACCTGAAGATCGGC 
CCAGAAGAAGGCGCTCAAACCCTCACTGGTGGCAAGGTCAACAAGGTTGATGGCATGGAG 
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AACGGTTACTACATTGAGCCAACCGTTTTCCGCGGCACCAACGACATGAGGATCTTCCGC 
GAGGAAATCTTCGGACCAGTCCTTTCTGTTGCTACCTTCAGCGACTTCGATGAGGCCATC 
CGTATTGCAAACGACACCAACTACGGCCTCGGCGCTGGTGTCTGGAGCCGTGACCAAAAC 
ACCATTTATCGTGCAGGTCGCGCAATCCAGGCTGGTCGAGTTTGGGTCAACCAGTACCAC 
AACTACCCAGCGCACTCCGCTTTCGGTGGATACAAGGAGTCCGGCATCGGCCGTGAGAAC 
CACCTCATGATGCTGAACCACTACCAGCAGACCAAGAACCTGTTGGTCTCCTACGATCCA 
AACCCAACCGGACTGTTC 

>RXA02 53 9-downstream 
TGATCTAAGCGTTAAGTCCTAGA - 

>RXA02 551-upstream 

GCTGCACAAATTCCGCGAAAGGGTATCACCATCGACATCACAGATGAAGACCGTGAGATC 
TTAAAAAAACACCGTCGATTTCATTTCCTTCTCCTATTAC 

>RXA02551 

ATGTCCGTATGTGAAGCCCACAACCCCGAAAACTACTCAACCGGTGGCGGTAACATCATC 
GGCGGAGTGGTCAGCCCCACTCTCGCGGCTTCCGAATGGGGTTGGCAAGTTGATCCCCTC 
GGTTTGCGCATCGTCCTGAACAACTACTGGGAGCGCTGGCAGAAGCCACTGTTCATCGTC 
GAAAACGGACTAGGAGCAAAGGACGTGCTTATCGACGGACCCTCCGGCCCAACAGTAAAC 
GATGACTACCGCATCAAATACCTCGACGACGGCGGCTCAGGAATCTTGAAGCGCTACAAG 
AAGAAGTCCTTTGATTGGTGCCGCGACATCATCGCCACCAATGGCGAAAGCCTGGAATCC 

>RXA02 5 51-downstream 
TAAGAAATAAAGGTAGGTGTCAC 

>RXA02 55 6-upstream 

TGCCATCATATTAAGGCCAAATTGCTTGGATCCTGGGATTTATTTAATTAGATTAAATCC 
GTAGAAATTAGCCCATGAAGCATGGAAAGGCGAAAACCCC 

>RXA02 55 6 

TTGATCGTTTCCACCCAGCCCATTACTGATCGCAGCGCACTCTCGGCAGAACACGCAGAG 
GTGATCAAAGCAACGCTTCCTCTCGTGGGCGGCAAGATTAATGAGATCACGCCGGTTTTC 
TACAACAAGATGTTTGCGGCTCACCCAGAATTGATCGCTAACACCTTCAACGGTGGCAAT 
CAGAAGCAAGGCGATCAGCAGAAGGCGCTGGCGGCTTCGATTGCAACGTTTGCCACCATG 
CTCGTTACTCCTGATGCTCCTGACCCAGTTCAGCTGCTGTCCCGCATTGGCCACAAGCAC 
GTGTCCCTCGGCATTACTGCTGATCAGTACGACATTGTTCACGAGCACCTGTTCGCCGCA 
ATCGTTGAGGTTTTGGGAGCGGAAACTGTCACCGCACCTGTCGCTGAAGCCTGGGATGCT 
GTCTACTGGATCATGGCAAATGTGCTGATCGGTTTTGAGAACAACCTTTATGCTTCCAAC 
GATCTGGAGCCTGGCGACGTCTTCCGCGAAGTCACCGTGACCGCGAAGAAGCAGCTCAGC 
GCAACCGTCTGGGAATACACCCTGGCAGGTGAGCTGGTTGCCCCAGAGCCAGGTCAGTAC 
ACCTCCATCGGAGTAGTGCTTGACGACGGCGCCCGCCAGCTGCGCCAGTACAGCTTGCTC 
GGCGGCTCCGACACCGAGTACCGCATTGCGGTTGAGGATAACGGCGAGGTTTCTGGATTC 
CTGCGTGATCGCGTATCCGTTGGTGACAAGATTGAAGCCACCATCGCGGCCGGCGACCTG 
GTTCTTAACAAGGACACCAATCCAGTTGTGCTGATTTCCCAGGGCATCGGCTCCACCCCA 
ATGGTGGGCATGCTCGCAGGTATGAACCCTGAACGTGACGTTGTGGTTTTGCATGCTGAC 
CAGGCCGAGTCCACCTACGCGCAGGTGGAGGAAGTGCAGGGGCTCGTCGAAAAGCTCCCT 
AAGGCTGCGTTTGAAATCTTCTACCGCGACAACGACCAGTGGCTCGAGGTCGCTGGCCGC 
ATTCCATCAGGTGCGTCCGTGTACCTGTGCGGTGGCGTGGAATTCTTGAAGAACGTGCGT 
GAGCAGATCGAGGCGCTCGATGAGCAGCCTCGCGACGTAT^CTTCGAGCTCTTCGCACCA 
AACGACTGGCTGATTTCC 

>RXA0255 6-downstream 
TAAGCCCACACCCCAGAACTTCC 

>RXA025 60-upstream 

TTGGGGCAAGCCAGCTAACGCATTTCTTGTGGAAACCGCAGACATTGAGGCCGCCCACGC 
GGAACTTCTAAGAGCAGTGGAATGAAATAATCCGGTGCTG 

>RXA02560 

ATGCAGGGCAACTCGCTTAATCTGGCAGACAACAGCGAGAGAAAGAAGCCCATGCCGTCA 
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CCAGGAGAACTTTTAGCCGCCCGCTACGGACAACCTGCAACCTGGACGCCACCGCAGTGG 
AATGAGACGCTTGATGTCATTCACCAGCATCGATCAGTTCGCAGGTGGTTGGATAAACCG 
GTTGATGATGACACCATCCGCACCATTATTTCCGCCGCACAATCGGCTGGAACCTCTTCC 
AATAAGCAGGTCATTTCTGTCATCGTGGTTAAAGATCCTGAGCTGAGGAAAGGCCTCGCG 
GGGATCACTCGCCAGATGTTTCCGCACCTTGAGCAGGTTCCCGCGGTGCTGATTTGGTTG 
ATTGATTATTCCCGAATCAGTGCGGTGGCAGCCAGAGAAGATCTCCCAACAGGGGCTCTT 
GATTATCTCGATGAGGCCGCGTGGGGGTTCCTCGACGCCGGAATCGCAGCTCAAAACGCT 
GCAATTGCTGCGGAGTCACTTGGATTGGGAACGCTCTATTTGGGTTCGGTGCGCAACGAT 
GCGGAAGCCGTGCACAAATTGCTTGGCCTTCCACCTGAGATCGTGCCTGTCGTGGGCTTG 
GAAATGGGGCATGCGGATCCGCCTGAACCTGCCGGAATTAAACCTCCCCTGCCACAAGAA 
GCCATTGTTCACTGGGATACCTACACCGAGAAAAACCTCGAACTTATCGATTCCTACGAC 
CGCGCCCTCGACACTTACTATTCTCGCTACGGCCAGCACCAGCTCTGGTCGAAGCAGACG 
GCGCATAGGGCGGCGTCTAAACGCTGTTACAAGAACCAAGAA 

>RXA0257 2 

GCGGTCGCTGAGATTTGCGAGCCGACCGGCGCCGATGCGGTTGCGCTTGTGGATGCCATC 
GGTCACGACGATCGTATCGGCCGAAAGTTCTTAGGCGCGGGCCTGGGATTCGGTGGCGGT 
TGTTTGCCTAAAGACATCCGCGCTTTCATGGCACGCGCGGGCGAATTGGGTGCTGACCAG 
GCATTAACGTTCTTGCGTGAGGTCGATTCCATCAATATGCGTCGTCGCGACCGTGTGGTG 
CAGCTGGCCAAAGAGATGTGTGGCGGTTCGCTGCTGGGCAAGCGGGTTACAGTGCTCGGC 
GCCGCATTCAAACCCAACTCGGACGATGTCCGCGATTCTCCGGCGCTGTCGGTCGCGGGT 
TCGCTGTCGCTCCAGGGTGCGGCGGTCTCGGTCTACGACCCGGAAGCTATGGACAACGCT 
CGACGCGTCTTCCCGACGCTCAGCTATGCGTCCAGCACTAAAGAGGCGCTTATCGACGCC 
CACCTCGTCGTTCTTGCCACTGAATGGCAAGAATTCCGCGACCTTGACCCCGAAGTGGCG 
GGAGGGGTCGTCGAGAAGCGCGCTATTATTGATGGCCGAAACGTCCTCGATGTTGCCAAA 
TGGAAGGCCGCCGGTTGGGAAATGGAAGCGCTCGGCCGCAACCTT 

>RXA02 572-downstream 
TAGTGCGGTGGATCAGGCGGGGC 

>RXA02 5 96 

CCTGTGGTCTACACCGGCCCACTCGACCTCTACTTCAACTACGCAGAGGGCAAGCTGGGA 
TGGCGCACCCTCGACTTTGAAACCGAAGTAGTAGAAACCGGTGACTTCCAAGGAACCCCA 
GTGATGAACTACAACGATGCGGACGTACCTTTCACCCGCATCCACGAGTTCCGTCACTTC 
CACCCAGAGCGTGATGACAGTTACCCCAAGGATAAGACCGTCATCATGCGCGAGTTCTCC 
CGTTTCGCAGATAACGAGGATGAGCCTTATTACCCAATCAACACTCCAGACGACCGAGAC 
ATGCTGAAGCAGTACCGCCTTCTGGCTGCTGAAGAGGCTGCTAATAATAAGGTGCTGTTC 
GGCGGTCGACTGGGCACGTACCAGTACCTCGACATGCACATGGCTATCGGTTCTGCGCTG 
AGCATGTTTGACAACAAGCTGGTGCCGTTCTTTGAAGAAGGCACACCGCTAGAGCAGGAA 
CGCGGACAC 

>RXA025 96-downstream 
TAAAAGGAAGGGCATCTCCCACA 

>RXA02 611 

GATGCGTGGTCGGATCCTATGGCTACGTGGCGTCATGCGATTACCACTAAGATTGAGGCC 
GGCCAGGGTTCGGATGAGTTGTATAACGACTTTGAGCACGGGGCTCAGCTGTTTGAGCGT 
GCTGCGGAGAATTTGTCTAAAGAGGATAGGACTGCGCTTTTCGACGTCGCCTCCTCTCTG 
CGGCGCGGCGGCGATGTACGCGCACGTCTCGCCCCAGCGCTCACCGCGAGTGTCACTCAT 
CTTTTAGAACTTAACCCGTTGCGTGAGTTGGTCACGATGGGTGAAAACCTGCAGGTTCGT 
GTCGAGCGTCGTGCCGCTTTGGTCAACTCTTGGTATGAGCTTTTCCCTCGTTCCACAGGT 
GGTTGGGATGAGTCCGGCACCCCCGTTCATGGCACTTTCGCTACCACTGCTCAGGCGTTG 
GAGCGTGTCGCGAAGATGGGCTTCGATACTGTTTACTTCCCGCCGATCCATCCGATTGGC 
GAGGTCAACCGCAAGGGCCGCAATAATACGCTGACCCCGGAACCTCATGATGTGGGTTCG 
CCGTGGGCTATTGGTTCTAAAGATGGTGGGCATGATGCAACGCATCCGCGGTTGGGCACC 
ATTGAAGATTTCCAGGCGTTGTTGGCTCGCGCACGGGAACTCAATTTGGAAGTTGCACTC 
GATCTAGCTCTGCAGGCTGCCCCTGATCATCCATGGGCGCAGGAACACCGCGAGTTTTTC 
ACGGTGTTGGCTGATGGCACCATTGCGTATGCAGAAAACCCACCGAAGAAGTACCAGGAT 
ATTTATCCCATCAACTTTGATAATGATGCTCCGAAGATCTACGAAGAGGTCTATCGTGTG 
GTGAAGTTCTGGGTGGATTTGGGTGTGACCACATTCCGCGTGGATAACCCGCACACTAAG 
CCCGCTAATTTCTGGCAGTGGCTTATTTCTGCCATCCATAAATCAAACCCTGAGGTCATT 



Appendix A, Page 80 



Attc^B^ Docket No.: BGI-126CP 



TTCCTAGCGGAGGCGTCTACTCGCCCGGCACGTCTGTATTTCTTGTCCAAGATTGGTTTC 
TCCCAGTCTTACACCTACTTCACCTGGAAGGTCACCAACGAGGAGCTCACCGAGTTCGCT 
ACTGAGATCGCCCCCATGGCGGATATTTCTCGTCCGAACCTGTTTGTGAACACTCCCGAC 
ATTTTGCATGCGTCTCTGCAGCATGGTGGACGCGCCATGTTCGCTATCCGCGCCGCATTG 
GCCGCCACGATGTCTCCTGTGTGGGGCGTATATTCCGGATATGAGCTCTTTGAGCACGAG 
GCCGTCAAGCCTGGTTCGGAAGAGTACTTGGATTCTGAGAAGTACGAGCTGCGTCCCCGC 
GATTTCGAGGGTGCTCTGGAACGTGGCGATTCTCTCGAGGATTACATCGCTCTGCTCAAC 
CAGATCCGTCGCGCGAACCCTGCCTTGCAGCAACTACGCAACATCCACTTCCACGAAGCG 
GACAATGATCAGATCATCGCCTACTCCAAGGTTGATGCTTTGACCGGAAATACCGTGTTG 
ATTGTGGTCAACTTGGATCCACGTAGTGCTCGTGAGGCTACTGTTCGCCTTGATCTTGGA 
GCGCTTGGCTTAGAAGCGGGTGCACAGTTTGAGGTGCGCGATGCGATCACCGGCTCCCGT 
TACCTGTGGTCAGAGACGAACTTTGTCCGCCTCGAGCCCCTACGCGATGTCGCCCACATC 
TTTGTTCTTCCTGAACTTCCAGCGTCTCGCCGTGAGCGTCTCGCGTGGCGCGAAATCAAG 
ACCTACCGCGCG 

>RXAO 2 6 1 1 - down s t r e am 
TAATTTCCCATCTCTGTACCTTC 

>RXA02 612-upstream 

GAACTTCCAGCGTCTCGCCGTGAGCGTCTCGCGTGGCGCGAAATCAAGACCTACCGCGCG 
TAATTTCCCATCTCTGTACCTTCTATCAAGGATTATCATC 

>RXA02 612 

ATGACCGTTGACCCCGCGAGCCACATCACCATCCCTGAAGCAGATCTGGCCCGCCTGCGC 
CACTGCAACCATCACGATCCTCATGGATTTTATGGTTGGCATGAGACCGAAGCTGGTTCG 
GTTATCCGCACGCGCCAGGTCGGCGCGACGCAGGTTAATTTGCTTATCGACGACACCTCC 
CACGTCATGACCCCTATCGGCGACGACATTTTCGCAATTGACTTAGGTCACCGCGAGCGC 
GCTGACTATCGCTTGGAAGTCACCTGGCCTGATCAAGAACCGCAGGTCAAGGCTGATCCA 
TACTACTTCCTCCCCACCGTAGGCGAGATGGATATTTACCTCTTCTCTGAGGGACGCCAT 
GAGCGTTTGTGGGAGATTCTCGGTGCCAACATCAAGACCTACCAAACTGCGCTCGGAACA 
GTTCGTGGCACCGCATTTACTGTGTGGGCTCCAAACGCAATTGGCTGCGCAGTGGTCGGT 
GGCTTCAACGGTTGGAATGCATCCCAGCATCCGATGCGTTCTATGGGTGGTTCGGGTCTG 
TGGGAGCTGTTCATCCCAGGCATAGAGGAAGGCGAAGTGTACAAATTCGCCGTCCAAACC 
AGGGAAGGCCAACGTCGTGATAAGGCCGATCCGATGGCTCGTCGCGCAGAACTGGCGCCG 
GCAACCGGATCTATTGTCGCTTCCTCTGAGTACCAGTGGCAGGATTCCGAGTGGCTGCGC 
GAGCGTTCCCAAACTGATCTCGCATCCAAGCCAATGAGTGTCTACGAGGTCCACCTCGGT 
TCTTGGCGCTGGGGTAAGAACTATGAGGATTTGGCTACTGAGCTGGTTGATTACGTCGCA 
GATCTTGGCTACACCCACGTGGAATTCCTCCCTGTCGCAGAGCACCCCTTCGGTGGTTCC 
TGGGGTTACCAGGTCACCGGCTACTACGCACCGACCTCTCGTTGGGGTACTCCAGATCAG 
TTCCGTGCGCTAGTCGACGCTTTCCACGCCCGCGGTATTGGCGTGATCATGGACTGGGTT 
CCTGCCCACTTCCCTAAGGATGATTGGGCTCTTGCCCGCTTTGATGGCGAAGCCCTCTAT 
GAACACCCTGACTGGAGGCGCGGCGAACAAAAGGATTGGGGCACCCTGGTCTTTGACTTC 
GGTCGCAACGAAGTCCGCAACTTCCTCGTCGCTAATGCGTTGTACTGGATTGAAGAATTC 
CACATCGATGGTCTGCGCGTCGACGCCGTGGCCTCCATGCTGTACCTCGATTACTCCCGT 
GAGCACGGCGAATGGGAACCAAACATCTACGGTGGTCGCGAGAACCTCGAGGCAGTGCAG 
TTCCTGCAGGAAATGAACGCCACGGTGCTGCGACTGCACCCTGGTGCGCTCACCATCGCT 
GAGGAATCAACTTCATGGCCTGGCGTGACCGCACCAACGTGGGACGGCGGCTTGGGATTC 
TCCCTCAAGTGGAACATGGGCTGGATGCACGACACCTTAGAGTACTTCTCCAAAAACCCT 
GTGCACCGCGCATTCCACCACAGTGAGCTCACTTTCTCCTTGGTGTACGCATTCTCTGAG 
CGTTTTGTACTTCCGATCTCTCACGATGAAGTCGTCCACGGCAAGGGTTCCCTGTGGGAC 
CGTATGCCTGGCGATACGTGGAACAAGGCCGCTGGTCTTCGCACCTTCCTTGCGTACATG 
TGGTCACACCCAGGCAAGAAGCTGCTTTTCATGGGTCAGGAGTTTGGTCAGCGTGAAGAG 
TGGGCTGAAGGCCAGGGACTGCCATGGGATATTGTCGACGGCTGGCAAGGCGAGTACCAC 
GAAGCCATCCGCACTCTGACCCGCTCCCTCAACGGTGTCTACTCAGACTCCCCTGCGCTG 
CACACTCAGGATTTCACCGGAGAAGGCTTCACATGGAATAAGGGCGACGACGCCACCAAC 
AACATTTTGGCGTTCACTCGTTTCGGCAGCGACGGCTCCCAGATGCTGTGTGTATTCAAC 
CTGTCTGGAACCTCCCAGCCTGAGTACCAGCTCGGTGTTGCAGCGGGTGGCGAATGGAAG 
CTCGTTCTCAACACTGATGATGCTGAATTCCTCGGTGCAGAAAACGATATCGCTACTTCC 
GTTCAAGCAGCAGCGACACCACGCGATAATTTCGCCTACTCACTCTCACTGCATGTCCCA 
GCGATGAGTGCTCAGTTCTACTCACTGCAGAAG 
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>RXA02 612-clownstream 

T AGG AC AC AG G AAAAT G CAT CC T 

>RXA02 621-upstream 

ATGTACCTGACTGGTGCGCGACACTTCGCTCACTAAAGTTTTTAAAGATTTCGCTTGAAG 
GCAGACCATAAGGTCTGCCTTTTCGCGTATTAATGAGTAC 

>RXA02 621 

ATGTCTGAACTTATTTGTGGACCAGCTATTCTCTTCGCACCAGCTGGACGTGCTGAGATC 
ATTCCAAAAGCAGCATCGAAGGCCGATATGGTCATCATTGATTTGGAAGATGGGGCAGGG 
GAGGTAGACCGTGAGGTCGCCTACAGGAACATTAGAGAATCGGGGTTGGATCCTAAACGA 
ACCATTGTGAGAACCGTAGGGCCGAGCGATCCACACTTTTTGGCTGACGTGGAGATGGTG 
AAGTCCACGGATTTCACACTTGTTATGGTTCCTAAACTTCTTGGCAGCGTGCCTGAGGAA 
TTAGATGGCCTCAACATTATCGCCATGATTGAAACCCCTCAGGCTGCAACCAGCATTCCT 
CAGATTGCTGCGGACCCTAAAGTCGTTGGAATGTTCTGGGGCGCGGAGGATCTCACACAC 
CTCTTGGGAGGCACTCATTCTAGGTTCTTGGGTGATGAGTCCAATGAAGGCTCCTACCGA 
GACACCATGAGGCTTACACGCGCCCTGATGCACCTCCACGCGGCGGCGAATGGGAAGTTC 
ACCATTGATGCCATCCATGCGGATTTCCACGATGAAGAGGGCCTCTATTTAGAAGCGGTC 
GATGCTGCGCGGACTGGTTTCGCTGGCACCGCATGCATTCACCCCAAGCAGATCGAGATT 
GTTCGGAGAGCCTATCGGCCAGAGGCTAACCAGTTGGAGTGGGCGAAGAAAGTGGTGGAG 
GAAGCAGAAAACCATCCAGGTGCGTTCAAACTGGATGGTCAGATGATTGATGCTCCGTTG 
ATTTCGCAGGCGCGGATGGTTATTTCGCGTCAGCCTGCT 

>RXA02 621-downstream 
TGATTAGTTCAAGCGTTTTTTCG 

>RXA02 64 0-upst ream 

ACCAACGACGACGCCGGTGTAGCAGATGTATTGGAGTGGTGGTTCTAATAGGTGGTGTTA 
AAACACTGCTTAGTGGCCCAATACGTGCAAAAATAAGGCC 

>RXA02640 

ATGAGAATCTCAAAGGCCAATGCGTATGTTGCAGCGATTGACCAAGGCACCACTTCCACT 
CGGTGCATCTTCATTGATGCCCAAGGAAAAGTGGTGTCTTCTGCTTCCAAGGAGCACCGC 
CAAATCTTCCCACAACAGGGCTGGGTAGAGCACGATCCTGAAGAAATTTGGGACAACATT 
CGATCTGTCGTCAGCCAGGCGATGGTCTCCATTGACATCACCCCACACGAGGTTGCATCG 
CTGGGAGTCACCAACCAGCGCGAAACCACCGTGGTGTGGGACAAGCACACCGGCGAACCT 
GTCTACAACGCAATCGTGTGGCAAGACACCCGCACCTCTGACATTTGCCTAGAGATCGCG 
GGCGAAGAAGGCCAGGAAAAGTGGCTTGACCGCACCGGCCTGCTGATCAACTCCTACCCA 
TCGGGGCCCAAAATCAAGTGGATTCTCGACAACGTTGAGGGAGCTCGCGAACGCGCCGAA 
AAGGGCGACCTTTTGTTTGGCACCATGGATACCTGGGTGCTGTGG7y\CCTGACCGGCGGT 
GTCCGCGGCGACGACGGTGATGATGCCATCCACGTCACCGATGTCACCAACGCATCCCGC 
ACACTATTGATGGATCTCCGCACGCAACAGTGGGATCCAGAACTATGCGAAGCCCTAGAC 
ATTCCGATGTCCATGCTCCCTGAGATTCGTCCCTCCGTCGGAGAATTCCGCTCCGTGCGC 
CACCGCGGAACCCTAGCCGACGTCCCGATTACTGGCGTGCTCGGCGACCAGCAAGCGGCC 
CTTTTTGGTCAGGGCGGATTCCACGAAGGTGCTGCTAAAAATACCTACGGCACCGGCCTC 
TTCCTGCTGATGAACACCGGCACCTCGTTGAAGATTTCCGAGCACGGCCTGCTGTCCACC 
ATCGCCTATCAACGGGAAGGATCCGCTCCGGTCTACGCGCTGGAAGGTTCCGTATCCATG 
GGCGGTTCCTTGGTGCAGTGGCTGCGCGACAACCTACAGCTAATCCCCAACGCACCAGCG 
ATTGAAAACCTCGCCCGAGAAGTCGAAGACAACGGTGGCGTTCATGTTGTCCCAGCATTC 
ACCGGACTGTTCGCACCACGTTGGCGCCCCGATGCTCGTGGCGTCATTACAGGCCTCACC 
CGTTTTGCCAACCGCAAACACATCGCCCGCGCAGTCCTTGAAGCCAACGCCTTCCAAACC 
CGCGAAGTTGTGGACGCCATGGCCAAAGACGCAGGCAAAGCCCTCGAATCCCTCCGCGTC 
GACGGTGCGATGGTGGAAAATGACCTCCTCATGCAAATGCAAGCCGACTTCCTCGGCATC 
GACGTCCAACGTCTCGAGGACGTAGAAACCACCGCCGTCGGCGTCGCATTCGCTGCAGGT 
CTCGGCTCTGGATTCTTCAAAACAACTGACGAGATCGAAAAACTTATTGCAGTGAAGAAA 
GTCTGGAACCCTGACATGAGCGAAGAAGAGCGCGAACGTCGCTATGCCGAATGGAATAGG 
GCAGTGGAGCATTCTTATGACCAGGCC 

>RXA02 64 0-downstreain 
TAGCTGATTTGGGTCGGCCTTTA 
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>RXA02 64 2 -upstream 

AAGGTATCTGGGTGTGGATATGCCCTGCTAACTGGAGAAACTTGGCCCGATCGGGTGTCT 
GAAATTTCGGCAACGCCGAATGTAAGTTAGTGTCGAATGC 

>RXA02 64 2 

ATGACGGAATCGAAAAATTACGACTTAATCGTTGTAGGCTCCGGCCTCTTCGGGCTCACC 
GTGGCTGAGCGTGCAGCTAGCCAGCTGGGTAAGAAAGTCCTCATCGTTGAACGCCGCTCG 
CACCTCGGTGGCAATGCTTACTCTGAAGCAGAACCAGAGACCGGCATTGAAATCCACAAA 
TACGGCGCGCACCTCTTCCACACCTCCAACACACGCGTGTGGGAATACGTCAACCAGTTC 
ACCAGTTTCACCGGCTACCAGCACCGCGTCTTCGCAATGCACAACGGCACCGCCTACCAA 
TTCCCCATGGGACTGGGCCTGATTAACCAGTTCTTCGGCAAGTACTACAGCCCAGATGAA 
GCCCGTGAGCTCATCAAGGAACAGTCTGCAGAAATCGATTCCTCCGACGCCACCAACCTC 
GAAGAAAAGGCCATTTCCCTCATTGGTCGCCCACTTTACGAGGCATTCATCCGCGACTAC 
AGCGCAAAGCAGTGGGAG 

>RXA02 654 -upstream 

TATTTTCGGAAATTTATACAGCAATCCTCGAAATCCTAATAAAGATCCCTTATCGTGGGA 
GAGGTACGGTAGTTCGTTCGAGGACAACGTCGAGAAAGGC 

>RXA02654 

ATGATTTCATTGCTAAATGATCCACGTACGCTATTCCCGAAAGTCGATCCCCCAAAGCAA 

AGCCAGCCGGAACCAGGCCTAGATATAAAACTTTCCCCCCAAGCCGATATTGGTCTCTCC 

AGCTATCAAGGAAGTGGAAGGCTTAAGGGCCGCAAGGCTCTTATTACTGGTGGCGATTCT 

GGGATTGGAGCTGCCGTAGCAATCGCTTATGCTCGCGAGGGGGCAGATGTTGCGATCGCT 

TACTTGCCCGAAGAACAAGCCGATGCTGACAGAGTGCTCCAAGCAATCGAGGAAACAGGT 

CAAAAAGCTTTTTCTTTCCCTGGTGATGTCCGTGATCCAGAATACTGTCGCTCGCTGGTC / 

CAAGAGACGGTGAACGCTTTAGGTGGCCTAGACATCTTGGTCAACAACGCGTCACGTCAG 

GTGTGGGCACCTGGTTTGACCGAAATTACCGACGAAAACTTCGACCAGACTTTGCAGGTT 

AACCTCTATGGTAGTTTTCGGGTTACCAAAGCAGCTATACCTCATCTGAAGCCCGGATCA 

TCGATAATCTTTACATCGTCCATTCAGGCGTACCAACCTTCGGAAACCCTCTTGGATTAC 

GCCATGACTAAGGCGGCATTGAACAATTTGTCAAAGGGCTTGGCAAGTAGTCTGATAGGC 

GATGGCATTCGGGTAAATTCTGTAGCCCCAGGTCCTTTCTGGACGCCGTTGCAACCCAGC 

CATGGTCAGCCACAAGAGAAAATAGAAGGATTTGGCCAGCACGCTCCGATTGGAAGAGCG 

GGTCACCCTGTTGAGTTGGCAGGTGCGTACGTTTTTCTCGCTTCTGACGAAGCCAGCTAT 

GTGGTAGGAGAAACCCTGGGAGTCACAGGTGGGACGCCCACCCCA 

>RXA02 654 -downstream 
TAGTCGGTACAAGCGGAATCACT 

>RXA02 66 6-upstream 

GCTCGGCGACGAGGAAGAGAAGAAGGACGCATTCGACGACTTCGACGATTCCGACGTGGA 
TCTTGACGATCTGAGCTTCGACGACGAAGATTAGACGCCC 

>RXA02 666 

ATGTCGTCTACACGAATCCCCGTCATCGCACTCCTCGCGGCGGCGGGGCGCGGAACCCGC 
CTCGGCGGACCCATCCCCAAAGCATTCGTCACGTTGCGTGAACGCACACTTTTAGAGCGC 
TCGCTCCAAGCCATGCTCACCTCCGAAAGCGTCGACGAAATCATCATCCTCGTCAGCCCC 
GACATGGAAACCTACGCCCGCGATTTGCTGCGCAAACGCGGTCTTTTGAACGACCCCGAA 
GGGGTACGCGTACGGCTCGTGCACGGCGGCGGGGAGCGCGCGGACTCGGTCTGGGCAGGC 
CTTCAGGCAATTTCGCTTGACGACGCCACCCCCGATGCAATTGTCTTAATCCACGACAGC 
GCCCGAGCGCTCACACCACCCGGCATGATTGCGCGCGTGGTGCGCAAAGTCCACGAAGGC 
GCCACCGCAGTCATCCCAGTACTGCCAGTATCGGACACCATCAAACGAGTGTCCCCTGAT 
GGCGGAGTAGTTGTCGACACACCCAACCGTGCAGAACTTCGCGCCGTCCAAACCCCACAA 
GGCTTCCTGCTGTCCGAACTTGTTGCAGCGAATGAGAAATTCTTCGCCGACCCCAACCCA 
GGCTTCATCCCAACCGATGACGCCAGCTTGATGGAATGGTACGGCGCAGATGTAGTCTGC 
GTACAAGGCGACCCAATGGCGTTTAAAGTAACAACCCCCATTGATATGATGCTGGCACAA 
CGCATCACCGACGAAGCCGAACCCACAATATTTGAGGTACCAGGTGAC 

>RXA02 666-downstream 
TAACCCAATCATCCCCCGCGTAG 
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>RXA02 67 5 

ATCCTCATGACCGGCATGCGCCACGAAAACTTCGGCATCATGATCGCCCGCGGAGACCTC 
GCCGTCGAACTCGGCTTCGACCGCATGGCAGAAGTCCCCCAACTGATCATGGCCCTTGCA 
GAAGCCGCCCACGTCCCAACCATCTTGGCCACCCAAGTCCTGGAAAACATGGCCAAAAAC 
GGACTCCCATCTCGCGCAGAAATCACCGACGCAGCAATGGCACTTCGCGCTGAATGCGTC 
ATGCTGAACAAGGGACCACACATCAACGACGCCATCAAGGTCCTCACCGAAATGAGCCGC 
AAACTTGGTGCATCCCAACGAAAGAGTAGGCTGCTGCTGCGCAAGGTGAAGAGCTGGGAA 
GAG 

>RXA02 675-downstream 
TAACTCACAAAGGCGATTGGCGT 

>RXA02 694 -upstream 

ATTAAAGGTGTAACAAAGGAATCCGGGCACAAGCTCTTGCTGATTTTCTGAGCTGCTTTG 
TGGGTTGTCCGGTTAGGGAAATCAGGAAGTGGGATCGAAA 

>RXA02 694 

ATGAAAGAAACCGTCGGTAACAAGATTGTCCTCATTGGCGCAGGAGATGTTGGAGTTGCA 
TACGCATACGCACTGATCAACCAGGGCATGGCAGATCACCTTGCGATCATCGACATCGAT 
GAAAAGAAACTCGAAGGCAACGTCATGGACTTAAACCATGGTGTTGTGTGGGCCGATTCC 
CGCACCCGCGTCACCAAGGGCACCTACGCTGACTGCGAAGACGCAGCCATGGTTGTCATT 
TGTGCCGGCGCAGCCCAAAAGCCAGGCGAGACCCGCCTCCAGCTGGTGGACAAAAACGTC 
AAGATTATGAAATCCATCGTCGGCGATGTCATGGACAGCGGATTCGACGGCATCTTCCTC 
GTGGCGTCCAACCCAGTGGATATCCTGACCTACGCAGTGTGGAAATTCTCCGGCTTGGAA 
TGGAACCGCGTGATCGGCTCCGGAACTGTCCTGGACTCCGCTCGATTCCGCTACATGCTG 
GGCGAACTCTACGAAGTGGCACCAAGCTCCGTCCACGCCTACATCATCGGCGAACACGGC 
GACACTGAACTTCCAGTCCTGTCCTCCGCGACCATCGCAGGCGTATCGCTTAGCCGAATG 
CTGGACAAAGACCCAGAGCTTGAGGGCCGTCTAGAGAAAATTTTCGAAGACACCCGCGAC 
GCTGCCTATCACATTATCGACGCCAAGGGCTCCACTTCCTACGGCATCGGCATGGGTCTT 
GCTCGCATCACCCGCGCAATCCTACAGAACCAAGACGTTGCAGTCCCAGTCTCTGCACTG 
CTCCACGGTGAATACGGTGAGGAAGACATCTACATCGGCACCCCAGCTGTGGTGAACCGC 
CGAGGCATCCGCCGCGTTGTCGAACTAGAAATCACCGACCACGAGATGGAACGCTTCAAG 
CATTCCGCAAATACCCTGCGCGAAATTCAGAAGCAGTTCTTC 

>RXA02 6 94 -downstream 
TAAATCTTTGGCGCCTAGTTGGC 

>RXA02 695-upstream 

AAGTGTTTCATTGGAACACTTGCGCTGCCAACTTTTTGGTTTACGGGCACAATGAAACTG 
TTGGATGGAATTTAGAGTGTTTGTAGCTTAAGGAGCTCAA 

>RXA02 695 

ATGAATGAGTTTGACCAGGACATTCTCCAGGAGATCAAGACTGAACTCGACGAGTTAATT 
CTAGAACTTGATGAGGTGACACAAACTCACAGCGAGGCCATCGGGCAGGTCTCCCCAACC 
CATTACGTTGGTGCCCGCAACCTCATGCATTACGCGCATCTTCGCACCAAAGACCTCCGT 
GGCCTGCAGCAACGCCTCTCCTCTGTGGGAGCTACCCGCTTGACTACCACCGAACCAGCA 
GTGCAGGCCCGCCTCAAGGCCGCCCGCAATGTTATCGGAGCTTTCGCAGGTGAAGGCCCA 
CTTTATCCACCCTCAGATGTCGTCGATGCCTTCGAAGATGCCGATGAGATTCTCGACGAG 
CACGCCGAAATTCTCCTTGGCGAACCCCTACCGGATACTCCATCCTGCATCATGGTCACC 
CTGCCCACCGAAGCCGCCACCGACATTGAACTTGTCCGTGGCTTCGCCAAAAGCGGCATG 
AATCTAGCTCGCATCAACTGTGCACACGACGATGAAACCGTCTGGAAGCAGATGATCGAC 
AACGTCCACACCGTTGCAGAAGAAGTTGGCCGGGAAATCCGCGTCAGCATGGACCTCGCC 
GGACCAAAAGTACGCACCGGCGAAATCGCCCCAGGCGCAGAAGTAGGTCGCGCACGAGTA 
ACCCGCGACGAAACCGGAAAAGTACTGACGCCCGCAAAACTGTGGATCACCGCCCACGGC 
TCCGAACCAGTCCCAGCCCCCGAAAGCCTGCCCGGTCGCCCCGCTCTGCCGATTGAAGTC 
ACCCCAGAATGGTTCGACAAACTAGAAATCGGCAGCGTCATCAACGTCCCAGACACCCGC 
GGATCCCGCCGAGCATTCACCGTGACCAGGGTTTTTGATGGCGCGGTCCTCGCCGAAGGC 
CCACAAAAAGCCTACATCTCCT^CGGCACCCTCCTGGAACACAACTACGACCGCTCCCGG 
GTCTACGGCATCCCCGCCGTAGTTCAGCGCATCAACCTCAAAGTCGGCGACCGCCTCATC 
CTTACCGACGAAGAACTCACCTACGATCCATCCCTCGGATCCGGCCGCACACCACGCATC 
AGCTGCACCCTTCCACAAGCAGTCGATGCAATTAAAGTCGGGCACCGCGTGCTTTTCGAC 
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GACGGAGCCATCGCCGCAGTCTGCATCGACAAGACCTCCACTGCCGACGGCCACAACGAC 
GTAGAATTGGAAGTCACCCACGCCCGCCCACAAGGCGTAAACCTGGCCGCATACAAGGGA 
ATCAACCTCCCAGACTCCGAACTTCCACTCCCAAGCCTCACTGAAGAAGACCTCCAACAC 
CTGCGCTTTGTCGTCAAATACGCCGACATCGCAGCCATCTCCTTCATCCGAAACGTCGCC 
GACGTGGAATACCTCCTCCAAGCACTCGCCGACATCGGAGAT 

>RXA0272 9-upstream 

GAATTAATTGCAGGCACGGTACCTAGCGTGACGAAAACTACGATCCCCACTGCCCTTATT 
CATCGTGAATCAATCATCAACTCCACTTTAAGGAAGAAGG 

>RXA0272 9 

ATGGACTCCCCAATGAGTAACTCAACCGGTACCGACATTGTCGTTGTCGGATCCATCAAT 
GCCGATCTCACCGCAAAAGTTCAACGCCACCCTGAACCTGGAGAAACCCTCCTGGGTAGC 
GGCGGCACAGTGAGTGCTGGTGGCTyy^GGCGCCAACCAAGCTGTGGCGGCAGCGCAATTA 
GGTGCCAAAGTCACCATGATCGGTGCGGTCGGAACCGATCAAATGGCTGGCGAGGCGCTG 
ACACATTTGCGTCAATCAGGAGCAGATATGTCCGCGATTGCCACTGTGGACGGTCCCACT 
GGTCTTGCCATCATCACTGTGTCTGACGATGGGGAAAACACCATCATCGTTATCCCTGGC 
GCTAACGCTTCTGTCACCGCGGAATTTGTTGATAAACACTCCCAACTCATTGAGAACGCC 
GGCATTGTGTTGCTTCAGGGTGAGATCCCTGCCGATGGTTTCGAGCGTGCCGTTGATCTT 
TCACAAGGACGTGTGGTGATCAATCTGGCTCCAGTTGTGCCCGTGGGACATGATCAGCTG 
CGTCGTGCCGATCCATTGCTGGTCAACGAACACGAAGGCGCTCTGGTGCTGGACATGCTT 
GGAACTCCAGCGACCACGTCTGATCCCCAAAGTTTGGTCACTGAATTGCTGGAGCAGGGT 
TTTACTTCCGTGGTGATGACACTTGGTGCCGAAGGTGCTCTGGTTGGCACGCCGGGCCAA 
CTCACGGCAATTCCTACCCCAAAG 

>RXA02 7 30-upstream 

CCAACATCGCCTTGCACGTAATAGGTTAAAACACAAGTGAATGTAATCGTTTGCAGCAAT 
CGATTACATAAAGGTAGATAATGAGATAAAGCGAGGCGCT 

>RXA02730 

ATGGCGACGGAAAAATTCCGACCGACTCTTAAAGATGTCGCTCGTCAAGCAGGTGTCTCC 
ATCGCCACAGCATCACGAGCACTAGCGGATAATCCGGCGGTTGCTGCATCGACTCGTGAA 
AGAATCCAACAATTAGCCTCTGATCTGGGTTACCGGGCCAATGCTCAAGCTCGTGCGCTT 
CGCAGTTCTCGCAGCAACACCATTGGTGTGATTGTTCCCAGTTTGATTAACCATTACTTC 
GCCGCAATGGTTACTGAAATTCAAAGCACCGCCAGCAAAGCTGGACTTGCCACGATTATC 
ACCAACAGCAATGAAGATGCGACCACTATGTCTGGGTCTTTGGAGTTTCTCACCTCGCAT 
GGTGTCGATGGAATCATCTGCGTACCTAATGAGGAATGCGCGAATCAACTAGAGGACTTG 
CAGAAGCAAGGAATGCCAGTGGTGTTGGTTGACCGAGAGCTTCCAGGAGACTCCACCATC 
CCAACGGCGACCTCTAACCCCCAACCAGGAATCGCCGCAGCAGTAGAACTCCTGGCTCAC 
AACAACGCGTTGCCGATTGGTTACCTCTCAGGTCCCATGGACACCTCAACAGGTAGAGAG 
CGATTAGAGGATTTCAAAGCAGCCTGCGCCAACTCCAAAATTGGCGAACAGCTCGTTTTT 
CTGGGTGGGTACGAACAAAGCGTTGGATTTGAAGGCGCTACGAAATTGCTCGATCAAGGA 
GCTAAAACTCTTTTTGCCGGCGATTCTATGATGACGATCGGTGTCATTGAAGCCTGCCAT 
AAGGCTGGTTTGGTTATCGGCAAGGATGTCAGCGTGATTGGTTTTGATACACATCCGCTT 
TTTGCCCTGC7VACCTCATCCGTTGACAGTGATTGATCAAAATGTAGAACAACTAGCCCAA 
CGAGCAGTGTCTATCCTCACCGAATTAATTGCAGGCACGGTACCTAGCGTGACGAAAACT 
ACGATCCCCACTGCCCTTATTCATCGTGAATCAATCATCAACTCCACTTTAAGGAAGAAG 
GATGGACTCCCCAATGAG 

>RXA027 30-downstream 
TT^CTCAACCGGTACCGACATTG 

>RXA02 7 37 -upstream 

AGCACGCTGCATCAGTAACGGCGACATGAAATCGAATTAGTTCGATCTTATGTGGCCGTT 
ACACATCTTTCATTAAAGAAAGGATCGTGACACTACCATC 

>RXA027 37 

GTGAGCACAAACACGACCCCCTCCAGCTGGACAAACCCACTGCGCGACCCGCAGGATAAA 
CGACTCCCCCGCATCGCTGGCCCTTCCGGCATGGTGATCTTCGGTGTCACTGGCGACTTG 
GCTCGAAAGAAGCTGCTCCCCGCCATTTATGATCTAGCAAACCGCGGATTGCTGCCCCCA 
GGATTCTCGTTGGTAGGTTACGGCCGCCGCGAATGGTCCAAAGAAGACTTTGAAAAATAC 
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GTACGCGATGCCGCAAGTGCTGGTGCTCGTACGGAATTCCGTGAAAATGTTTGGGAGCGC 
CTCGCCGAGGGTATGGAATTTGTTCGCGGCAACTTTGATGATGATGCAGCTTTCGACAAC 
CTCGCTGCAACACTCAAGCGCATCGACAAAACCCGCGGCACCGCCGGCAACTGGGCTTAC 
TACCTGTCCATTCCACCAGATTCCTTCACAGCGGTCTGCCACCAGCTGGAGCGTTCCGGC 
ATGGCTGAATCCACCGAAGAAGCATGGCGCCGCGTGATCATCGAGAAGCCTTTCGGCCAC 
AACCTCGAATCCGCACACGAGCTCAACCAGCTGGTCAACGCAGTCTTCCCAGAATCTTCT 
GTGTTCCGCATCGACCACTATTTGGGC/y^GGAAACAGTTCAAAACATCCTGGCTCTGCGT 
TTTGCTAACCAGCTGTTTGAGCCACTGTGGAACTCCAACTACGTTGACCACGTCCAGATC 
ACCATGGCTGAAGATATTGGCTTGGGTGGACGTGCTGGTTACTACGACGGCATCGGCGCA 
GCCCGCGACGTCATCCAGAACCACCTGATCCAGCTCTTGGCTCTGGTTGCCATGGAAGAA 
CCAATTTCTTTCGTGCCAGCGCAGCTGCAGGCAGAAAAGATCAAGGTGCTCTCTGCGACA 
AAGCCGTGCTACCCATTGGATAAAACCTCCGCTCGTGGTCAGTACGCTGCCGGTTGGCAG 
GGCTCTGAGTTAGTCAAGGGACTTCGCGAAGAAGATGGCTTCAACCCTGAGTCCACCACT 
GAGACTTTTGCGGCTTGTACCTTAGAGATCACGTCTCGTCGCTGGGCTGGTGTGCCGTTC 
TACCTGCGCACCGGTAAGCGTCTTGGTCGCCGTGTTACTGAGATTGCCGTGGTGTTTAAA 
GACGCACCACACCAGCCTTTCGACGGCGACATGACTGTATCCCTTGGCCAAAACGCCATC 
GTGATTCGCGTGCAGCCTGATGAAGGTGTGCTCATCCGCTTCGGTTCCAAGGTTCCAGGT 
TCTGCCATGGAAGTCCGTGACGTCAACATGGACTTCTCCTACTCAGAATCCTTCACTGAA 
GAATCACCTGAAGCATACGAGCGCCTCATTTTGGATGCGCTGTTAGATGAATCCAGCCTC 
TTCCCTACCAACGAGGAAGTGGAACTGAGCTGGAAGATTCTGGATCCAATTCTTGAAGCA 
TGGGATGCCGATGGAGAACCAGAGGATTACCCAGCGGGTACGTGGGGTCCAAAGAGCGCT 
GATGAAATGCTTTCCCGCAACGGTCACACCTGGCGCAGGCCA 

>RXA027 37-downstream 
TAATTTAGGGGCAAAAAATGATC 

>RXA027 38-upstream 

TTGTTGTTAATCGGTACAAAGGGTCTTAAGCACATCCCTTACTTGCCTGCTCTCCTTGAG 
C AC AG T T C AAG AAC AAT T C T T T T AAGG AAAAT T T AG T T T C 

>RXA027 38 

ATGTCTCACATTGATGATCTTGCACAGCTCGGCACTTCCACTTGGCTCGACGACCTCTCC 
CGCGAGCGCATTACTTCCGGCAATCTCAGCCAGGTTATTGAGGAAAAGTCTGTAGTCGGT 
GTCACCACCAACCCAGCTATTTTCGCAGCAGCAATGTCCAAGGGCGATTCCTACGACGCT 
CAGATCGCAGAGCTCAAGGCCGCTGGCGCATCTGTTGACCAGGCTGTTTACGCCATGAGC 
ATCGACGACGTTCGCAATGCTTGTGATCTGTTCACCGGCATCTTCGAGTCCTCCAACGGC 
TACGACGGCCGCGTGTCCATCGAGGTTGACCCACGTATCTCTGCTGACCGCGACGCAACC 
CTGGCTCAGGCCAAGGAGCTGTGGGCAAAGGTTGATCGTCCAAACGTCATGATCAAGATC 
CCTGCAACCCCAGGTTCTTTGCCAGCAATCACCGACGCTTTGGCTGAGGGCATCAGCGTT 
AACGTCACCTTGATCTTCTCCGTTGCTCGCTACCGCGAGGTCATCGCTGCGTTCATCGAG 
GGCATCAAGCAGGCTGCTGCAAACGGCCACGACGTCTCCAAGATCCACTCTGTGGCTTCC 
TTCTTCGTCTCCCGCGTCGACGTTGAGATCGACAAGCGCCTCGAGGCAATCGGATCCGAT 
GAGGCTTTGGCTCTGCGCGGCAAGGCAGGCGTTGCCAACGCTCAGCGCGCTTACGCTGTG 
TACAAGGAGCTTTTCGACGCCGCCGAGCTGCCTGAAGGTGCCAACACTCAGCGCCCACTG 
TGGGCATCCACCGGCGTGAAGAACCCTGCGTACGCTGCAACTCTTTACGTTTCCGAGCTG 
GCTGGTCCAAACACCGTCAACACCATGCCAGAAGGCACCATCGACGCGGTTCTGGAGCAG 
GGCAACCTGCACGGTGACACCCTGTCCAACTCCGCGGCAGAAGCTGACGCTGTGTTCTCC 
CAGCTTGAGGCTCTGGGCGTTGACTTGGCAGATGTCTTCCAGGTCCTGGAGACCGAGGGT 
GTGGACAAGTTCGTTGCTTCTTGGAGCGAACTGCTTGAGTCCATGGAAGCTCGCCTGAAG 

>RXA027 38-downstream 
TAG AAT C AG C AC G C T GC AT C AG T 



>RXA027 3 9-upstream 

CCTTTGCCAAATTTGAACCAATTAACCTAAGTCGTAGATCTGATCATCGGATCTAACGAA 
AACGAACCAAAACTTTGGTCCCGGTTTAACCCAGGAAGGA 

>RXA027 39 

TTGACCACCTTGACGCTGTCACCTGAACTTCAGGCGCTCACTGTACGCAATTACCCCTCT 
GATTGGTCCGATGTGGACACCAAGGCTGTAGACACTGTTCGTGTCCTCGCTGCAGACGCT 
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GTAGAAAACTGTGGCTCCGGCCACCCAGGCACCGCAATGAGCCTGGCTCCCCTTGCATAC 
ACCTTGTACCAGCGGGTTATGAACGTAGATCCACAGGACACCAACTGGGCAGGCCGTGAC 
CGCTTCGTTCTTTCTTGTGGCCACTCCTCTTTGACCCAGTACATCCAGCTTTACTTGGGT 
GGATTCGGCCTTGAGATGGATGACCTGAAGGCTCTGCGCACCTGGGATTCCTTGACCCCA 
GGACACCCTGAGTACCGCCACACCAAGGGCGTTGAGATCACCACTGGCCCTCTTGGCCAG 
GGTCTTGCATCTGCAGTTGGTATGGCCATGGCTGCTCGTCGTGAGCGTGGCCTATTCGAC 
CCAACCGCTGCTGAGGGCGAATCCCCATTCGACCACCACATCTACGTCATTGCTTCTGAT 
GGTGACCTGCAGGAAGGTGTCACCTCTGAGGCATCCTCCATCGCTGGCACCCAGCAGCTG 
GGCAACCTCATCGTGTTCTGGGATGACAACCGCATCTCCATCGAAGACAACACTGAGATC 
GCTTTCAACGAGGACGTTGTTGCTCGTTACAAGGCTTACGGCTGGCAGACCATTGAGGTT 
GAGGCTGGCGAGGACGTTGCAGCAATCGAAGCTGCAGTGGCTGAGGCTTU^GAAGGACACC 
AAGCGACCTACCTTCATCCGCGTTCGCACCATCATCGGCTTCCCAGCTCCAACTATGATG 
AACACCGGTGCTGTGCACGGTGCTGCTCTTGGCGCAGCTGAGGTTGCAGCAACCAAGACT 
GAGCTTGGATTCGATCCTGAGGCTCACTTCGCGATCGACGATGAGGTTATCGCTCACACC 
CGCTCCCTCGCAGAGCGCGCTGCACAGAAGAAGGCTGCATGGCAGGTCAAGTTCGATGAG 
TGGGCAGCTGCCAACCCTGAGAACAAGGCTCTGTTCGATCGCCTGAACTCCCGTGAGCTT 
CCAGCGGGCTACGCTGACGAGCTCCCAACATGGGATGCAGATGAGAAGGGCGTCGCAACT 
CGTAAGGCTTCCGAGGCTGCACTTCAGGCACTGGGCAAGACCCTTCCTGAGCTGTGGGGC 
GGTTCCGCTGACCTCGCAGGTTCCAACAACACCGTGATCAAGGGCTCCCCTTCCTTCGGC 
CCTGAGTCCATCTCCACCGAGACCTGGTCTGCTGAGCCTTACGGCCGTAACCTGCACTTC 
GGTATCCGTGAGCACGCTATGGGATCCATCCTCAACGGCATTTCCCTCCACGGTGGCACC 
CGCCCATACGGCGGAACCTTCCTCATCTTCTCCGACTACATGCGTCCTGCAGTTCGTCTT 
GCAGCTCTCATGGAGACCGACGCTTACTACGTCTGGACCCACGACTCCATCGGTCTGGGC 
GAAGATGGCCCAACCCACCAGCCTGTTGAAACCTTGGCTGCACTGCGCGCCATCCCAGGT 
CTGTCCGTCCTGCGTCCTGCAGATGCGAACGAGACCGCCCAGGCTTGGGCTGCAGCACTT 
GAGTACAAGGAAGGCCCTAAGGGTCTTGCACTGACCCGCCAGAACGTTCCTGTTCTGGAA 
GGCACCAAGGAGAAGGCTGCTGAAGGCGTTCGCCGCGGTGGCTACGTCCTGGTTGAGGGT 
TCCAAGGAAACCCCAGATGTGATCCTCATGGGCTCCGGCTCCGAGGTTCAGCTTGCAGTT 
AACGCTGCGAAGGCTCTGGAAGCTGAGGGCGTTGCAGCTCGCGTTGTTTCCGTTCCTTGC 
ATGGATTGGTTCCAGGAGCAGGACGCAGAGTACATCGAGTCCGTTCTGCCTGCAGCTGTG 
ACCGCTCGTGTGTCTGTTGAAGCTGGCATCGCAATGCCTTGGTACCGCTTCTTGGGCACC 
CAGGGCCGTGCTGTCTCCCTTGAGCACTTCGGTGCTTCTGCGGATTACCAGACCCTGTTT 
GAGAAGTTCGGCATCACCACCGATGCAGTCGTGGCAGCGGCCAAGGACTCCATTAACGGT 

>RXA027 39-downstream 
TAATTGCCCTGCTGTTTTTAGCT 

>RXA027 4 0-upstream 

AACGCAAGGTGCACACTCACCGCAGGGATATTTAAATAATAAGGACTCACAACTTAAATA 
TATGAGTGATTTGAAAATGCAACGTTCTGGAGGAGAACCC 

>RXA02740 

TTGGACACGATCAAGGCCTATATTGCGCTAACGAAGCCCAGGGTTATTGAACTCCTCCTT 
GTCGCCACAATCCCCACAATGCTTCAGGCTGAACGCGGTGAGAACAACATTGTGCTCATC 
TTGCTGACTGTGTTCGGTGGCTGGATGGGTGCGGCCGCCGCCAACACCTTCAACATGGTG 
GCAGACTCCGATATTGATCAGCGCATGGGACGCACTAGGGCTCGCCCTTTGGTGCGCCAC 
ACCGTGAGTAATCGCGACGCCTCCATTTTTGCGTGGGTCCTGACAGTGGCCAGCTTCTTG 
TGGCTGTGGCTGCTGTGCGATTCGATGCTCGCCGGCATCTTCGTGTTGATCACGATTTTC 
TTCTACATTTTTGTCTACACCAAGTGGCTGAAGCGCCGCACGCACATGAATATCGTGTGG 
GGCGGAGCCGCAGGTTGTATGCCAGTGCTCGTCGGCTGGGCAGTGATCGTTGATCAGTTT 
GAGCCAGGCGTTCCACAGCAGTGGTGGCAGGCAATTGTCCTGTTCATGGTGATTTTCTTC 
TGGACCCCACCTCACACCTGGGCTCTGGCCATGAAGTACCGCGAAGACTACAAGGCGGCT 
GGCGTCCCAATGCTTCCTGTCGTGCGCACCCCAGTCCAGGTCACCGCACT^AATCGTGTGG 
TACTCCGTGGCAACTGTGCTGACCACCTTCTTGCTCATCCCAGCAACTGGTTGGATCTAC 
GCAGCGATCGCCGTCATTTCCGGCGTCACCTTCTTGTTCATGGCCATCAAGCTGCACCTC 
GGCATCAAAAACGGTGGCAAGGTCAAGCCTCTGAAGCTGTTTATTTTGTCCAACAACTAC 
TTGGCAGTCCTCTTCGTGGCATTGTCCGTCGACGCGGTCCTCGGCCTTGAGACCATCGGC 
GAGATGCTCGGCTGGACCACCACCTTCTTC 

>RXA027 4 0-downstream 
TAAAAGCTTGCTTTTCGACGAAA 
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>RXA027 41 -upstream 

ACTGGTCACCTGGTTTGGTCTGCACTCTGACTCCCCTCAAAAGGGCACAATTTGGTCAAT 
TTCCCAACCTTGTCTTTCAGTCATGGTTAGTGTGGGAACC 

>RXA027 41 

ATGAAGGCAATCTTAGTTTCCCGCACCGGCGGACCAGAGGTGTTGGAGTTCACCGACACT 
GACGCCCCAAAGCCCACTGATGATCAGGTTTTAGTTGAAGTTGATATGGCTGGCGTCAAC 
TTTATTGATACTTACTATCGCCAGGGTGAATATCACGCTCGCCTGCCGTTTATCCCAGGT 
TTTGAAGGCACTGGTCGGGTGTTGGAGGATCCGCAGGGGTTGATTGCGGCGGGTACCAAG 
GTGGCGTGGTGTGATGCCATGGGTTCGTATGCTCAGCAGGTGTGTGTGCCGCGGGATCGC 
TTGGTGGCGGTTCCCGAGGGCGTGAGTTCGGAAGTGGCTGCGTCGATGTTGATGCAGGGA 
ATCACTGCGCATTATCTAACCAATGGTGTGTATGAGCTTGAAGAGGGCGATTCTTGCCTC 
ATCACTGCTGGCGCGGGTGGTGTTGGATTGTTGGCTACGCAGATGGCGGCGGCCAAGGGA 
GTGCGCGTGTACAGCGTGGTGTCCACGGATGAAAAAGCTGAGCTTGCTTTGGATGCCGGT 
GCTTATGAGGTGTTTCGTTATTCCGATTiATTTGGCGGAGCAGGTTCGTCGGCACAACGGG 
GGTCGCGGAGTTGATGTGGTGTATGACGGTGTCGGCCAGTCCACGTTCAATGAGTCCTTA 
GAGGCTGTTCGTCCGCGCGGCACTGTGTGTTTGTTTGGTGCGGCGTCGGGTCCTGTGGAG 
CCTTTTGATCCGCAGCTGTTGAACACTCACGGTTCGATCTTCTTGACCCGCCCAAGCATT 
GGCGCGTGGACGTCTGAGGAGGGCGAATTTGCCAAGCGTGCACAGGCGGTCACGCAGGCC 
ATCGTCGAAGGCACCTTGCGGGTTCGCGTTACTGGCACATATTCGCTTGCCGACGCCTAC 
ATCGCCCACCGCGACCTTCAGGCGCGTAGCACGAGCGGTTCTTTGGTCTTGGAAATCCCG 
AAGGAC 

>RXAO 27 4 1 -downs t ream 

T AAAC AC G C AT AAAAAG AT C C T G 

>RXA027 4 3-upstream 

ATATCCTTAAAAGTTCCCGGGAGTTTCAGTGGCAAATACCACCACTTCCATACCGGGAAC 
AATTGTATAAAACTAGCCATGACCTGCTAGGATCAGCGAC 

>RXA02 74 3 

GTGTCTACTTCAGATGCTCCCTCAAATAATCCAGTTGAGTTGAAGCCCATTACTTTCTGG 
GCACCGACCATCAAAGTGCAGCGCATTCTCGCGCTCCTACTGTTGATTTTCCAGGGAGGC 
ATCACCGTTACGGGCTCTATCGTCCGTGTCACAGGCTCCGGCCTCGGTTGTGATACCTGG 
CCACTATGCCACGAAGGTTCACTAGTCCCAGTCGCAGGCGCAGCACCATGGATCCACCAG 
GCAGTGGAATTTGGTAACCGCATGCTCACTTTCGTGCTTGCTGCCGCAGCGCTTGCGTTG 
TTCATTGCAGTTCTTGGCGCA/W^CGCCGCCGCGAGATCCTGGTCCATTCCTTCATCCAG 
GGTTTGGGCATCATCTTGCAGGCTGTCATCGGTGGCATCACCGTGCTGGTTGATTTGCAC 
TGGTACGCCGTTGCTTTGCACTTCCTGCCATCCATGATCCTTGTTTTCATGGCCGCGATT 
TTGTACACCCGCATCGGCGAGCCCGATGACGGCGAGATTACCACCACATTCCCCACGTGG 
ATCCGCAATGTAGCTGTCATTGGTGCAGTAGCGCTCTCCGTAGTACTGATCACCGGCACC 
ATGACCACCGGCGCTGGCGTTCACTCTGGCGATGCATCAATCACCATGGATGATCGCCTC 
GATGTCAGCATCGACTTGATGGCCCACATCCACGGCTACAGCATGTACATCTACCTCTTC 
TTCACCCTCATCGTGGTCGCCGGTCTGTACAAGGCAAAAACCACCAAGCACAACAAGCAG 
CTTGGCCTCATGCTGATTCTGTTCATTCTGATTCAGGCAGGTATCGGCATCTTGCAGTAC 
CGCATGGGTGTGCCACGCTGGAGCATCCCATTCCACATCGCAATGTCTTCTGTCGTTGTT 
GCCTTCACTTCCCTTCTGTGGGCGCAGGGTCGTATACGCGTCGGCGGTAAAGCCACCGTT 
ACTGGTTCTGTTGATGGCGATATTAAGAACGAGATCATTACGAACCCCTTTGAGAAGAAA 
TCAAAGCAGCCTGTTAAA 

>RXA027 4 3-downstream 
TAACACGCAACTGTATCGGTAAA 

>RXA02 7 97 -upstream 

ACAGTCTCATGAAGCCATAATAACCACCTTCTACAAAGATCGACGTAGAATGGAATAACC 
CCTTATGAAAACGTTTGCATAACTCCGCTAAGGATGTTCC 

>RXA027 97 

ATGAATAATCGAATTGTCGTAGTCGGCTCCATCAACGCTGATCTTAATGTTCTCGTTGAC 
CGCCACCCAGCACCTGGCGAAACACTGTTGGGCAGTGGTGGACACATCACTGCAGGAGGC 
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AAAGGCGCCAACCAGGCAGTAGCTGCCGCTCTTCAAGGTGCAGACGTCGCCTTTGTCGGC 
GCTGTGGGCAAGGATCCTTACGCTGCCCCAGCCTTAGAATTCCTTCGTTCGTCAGGCGTC 
GACCTTACGGCAGTATCCGAAGTAGATGACACCACCGGGCTTGCAGTTATCACCGTTGCC 
AAAGACGGCGAGAACAATATCGTTGTCATCCCCGGCGCGAATTCCCTGGTCAATTGTGAT 
TATGTAAGCAGCCAATCCGCTCTTTTAGCTGAAGCTGGAATCCTGTTGCTGCAAGGTGAG 
ATCCCTGCGGATGGCTTCAAAGAGGCCATTCACCACACCATGGGTCGCGTCGTGGTGAAT 
CTAGCGCCCGTCATCGAGGTAGAGAAGTCCGCGTTACTTGAGGCTGATCCGATCATCGCC 
AATGAGCACGAGGCCGGCCTGATTCTGGATCAATTCGGGGCAGGCATCGATTCCATGGAT 
CCCCACGAGCTCGCGCAAGCTCTCCTCGACGCCGGTTTCGCCTCTGTTGTTTTAACGCTT 
GGATCCGCAGGCGCGTTGGTCGCCGATGCCACCGGTATCACGGACATCGCCACACCAACG 
GTGCAGGCAGTTGACACCACGGGAGCCGGTGACGCTTTTGCCGGAGCCTTCTGCGCACGA 
CTAATTAAAGGCGATTCGCTTATCGACGCCGCCACCCACGCAGCACGCGTCGGCGCTTAC 
TCGGTGCAAACCGCCGGAGCGCAAGCGTCCTATCCGGACGCGAGCGTTTCACTTCCCTCT 
GTT 

>RXA027 97-downstream 

T AAAAAAAC T AT T T AAG AAG AG G 

>RXA028 03 

TCTGGAGAGATGCTCGCGGCAGCACTTTCAGCAGGCATGGCCAGCCAGGGTGTTGATGTC 
ATTCGTGTTGGTGTCATCCCAACCCCAGCTGTTGCATTCCTCACCGATGATTATGGCGCT 
GACATGGGCGTGATGATTTCTGCATCCCACAACCCAATGCCGGACAACGGAATCAAGTTC 
TTTTCTGCAGGTGGACACAAGCTTCCAGACCATGTGGAAGACGAGATTGAGCGTGTTATG 
GACAGCTTGCCAGCAGAAGGCCCAACAGGGCATGGAGTTGGCCGTGTCATCGAAGAAGCA 
ACCGATGCACAGGACCGCTACCTAGAGCACCTGAAGGAAGCTGTTCCTACGTCACTTGAA 
GGCATCAAGATTGTTGTGGATGCAGCCAATGGTGCGGCA 

>RXA02 8 07 -upstream 

AAAGCGTGGCAACAACTGGAATTTAAGAGCACAATTGAAGTCGCACCAAGTTAGGCAACA 
CAATAGCCATAACGTTGAGGAGTTCAG 

>RXA028 07 

ATGGCACACAGCTACGCAGAACAATTAATTGACACTTTGGAAGCTCAAGGTGTGAAGCGA 
ATTTATGGTTTGGTGGGTGACAGCCTTAATCCGATCGTGGATGCTGTCCGCCAATCAGAT 
ATTGAGTGGGTGCACGTTCGAAATGAGGAAGCGGCGGCGTTTGCAGCCGGTGCGGAATCG 
TTGATCACTGGGGAGCTGGCAGTATGTGCTGCTTCTTGTGGTCCTGGAAACACACACCTG 
ATTCAGGGTCTTTATGATTCGCATCGAAATGGTGCGAAGGTGTTGGCCATCGCTAGCCAT 
ATTCCGAGTGCCCAGATTGGTTCGACGTTCTTCCAGGAAACGCATCCGGAGATTTTGTTT 
AAGGAATGCTCTGGTTACTGCGAGATGGTGAATGGTGGTGAGCAGGGTGAACGCATTTTG 
CATCACGCGATTCAGTCCACCATGGCGGGTAAAGGTGTGTCGGTG 

>RXA02 821-upstreain 

AGCCCGAACACACGGGCACCAGAAAGGGAACGACACCTCATGAACGAGATCATCTTGGCA 
CAGGACGCAACCGAGTCCACCATCACCGGACCTTGGCGCT 

>RXA02 821 

GTGGGCTACGGCATCGCAACCATCGGACCTGGCCTCGGCATCGGCATCTTGGTTGGTAAG 
GCTCTCGAGGGTATGGCACGTCAGCCTGAGATGGCTGGACAGCTCCGTACCACCATGTTC 
CTGGGCATCGCCTTCGTTGAGGCCCTGGCACTGATCGGCCTTGTTGCTGGCTTCCTGTTC 

>RXA02 821-downstream 

T AA T C AG C T AAC T T AAC C G AAAG 

>RXA0282 9-upstreain 

TTTTTCGTTTAATCTCATATTTAAACACGTTCCTTTTAATTGGTTTTATAAATTGATAAA 
CTGAATTCGTCAGTTAAAGTGTATCGAAAGGAGACTGGAC 

>RXA02829 

ATGCAAAAAAATATTCTAAAAAGTGGCATCGAAATTTCTGAACTTGGGTTAGGTTGCATG 
AGTTTAGGCACAGATTATAAAAAAGCGCAACCAATTATTGAAAGTGCAATTGATAATGGT 
ATTACGTATTTTGATACTGCAGATATTTACGATCAAGGAGTTAATGAAGAAATTGTTGGT 
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AAAGCCTTAAAAAAATATCAAAATCGTGATGACATCGTTATCGGAACTAAAGTTGGAAAT 
CGATTAACTGACGATGGACATATGACGTGGGGATCC 

>RXA02852 

GTTGCAGTGTCTGACTTCTCCACTGATCTGCCAAACCAGATCCGTGAATGGGTCCCAGGC 
GACTACACCGTTCTCGGTGCAGATGGCTTCGGTTTCTCTGATACCCGCCCAGCTGCTCGT 
CGCTTCTTCAACATCGACGCTGAGTCCATTGTTGTTGCAGTGCTGAACTCCCTGGCACGC 
GAAGGCAAGATCGACGTCTCCGTTGCTGCTCAGGCTGCTGAGAAGTTCAAGTTGGATGAT 
CCTACGAGTGTTTCCGTAGATCCAT^CGCTCCTGAGGAA 

>RXA02 8 52 -downstream 
TAAATCACCTCAAGGGACAGATA 

>RXA02 8 53-upstream 

AATTCAGCAGTAATCATTTAGACTTGGAACCGCTTACCAGTGGTTTCAACAATGCATTCA 
CCCAGCTCACACGTGTGGAGGTGCCTTA 

>RXA02 8 53 

ATGGCAAAGAGGATCGTAATTATCGGCGGTGGACCTGCAGGCTATGAAGCCGCACTCGCA 
GGCGCTAAATACGGTGCAGAAGTTACCGTTATTGAAGATGTCGGAGTTGGCGGATCCGCA 
GTCACCATGGACTGTGTACCTTCAAAGTCCTTCATCGCTGGTACCGGTATCAAAACCGAC 
CTCCGACGTGCTGATGACATGGGACTTAACCGTGGGCTTGGAAAAGCACACCTAGAAATC 
GATGCACTGAACATCCGTGTGAAGGACCTTGCGAAAGCACAGTCCGAAGATATCTTGGGC 
CAGCTGCAGCGCTCAGATGTCCGCATGATTAACGGTGTGGGCCGCTTTGATGATTACAAC 
ACCAAGCAAACCACCCACTACATTAAAGTCACCCACAGCGATGGCTCCGAAGAAACCGTT 
GAGTGCGATCTGGTGCTGGTTGCAACTGGTGCAACCCCCCGCATTCTTAAAGGTGCAGAG 
CCAGACGGCGAGCGCATCTTGACCTGGCGTCAGGTCTACGACATTGAAGAACTCCCCACC 
CACCTTATCGTGGTTGGTTCCGGTGTGACCGGTGCGGAATTTGTCTCTGCGTTTGCTGAA 
CTCGGCGTCAAAGTCACCATGGTGGCATCCCGTGACCGCATTTTGCCTCACGATGACGCA 
GATGCCGCAGACGTGCTGGAAACCGTTCTGGCTGAGCGCGGAGTATCCCTGGAAAAGCAT 
GCCCGCGTGGAGTCTGTCACCCGCACCGAAGACGGTGGCGTGTGTGTTCGCACTGCTGAC 
GGACGAGAAATCTACGGTTCTCACGCGTTGATGACTGTTGGTTCCATTCCAAACACGGCA 
GATCTTGGCCTGGAGAACATCGGTGTTGAGCTGGCACCATCCGGCCATATCAAGGTTGAC 
CGNGTCTCCCGCACCAACATCCCCGGTGTGTACGCAGCAGGTGACTGTACTGACCTATTC 
CCACTGGCGTCCGTTGCAGCGATGCAGGGCCGTATCGCCATGTATCACGCACTCGGTGAA 
GGCGTGAGCCCCATCCGTTTGAAGACTGTTGCCACCGCAGTGTTTACCCGCCCAGAGATC 
GCAGCAGTAGGTATCACCCATGCACAAGTTGATTCCGGCGAAGTGTCTGCTCGCGTGATT 
GTGCTTCCTTTGGCTACTAACCCACGCGCCAAGATGCGTTCCCTGCGCCACGGTTTTGTG 
AAGCTGTTCTGCCGCCGTAACTCTGGCCTGATCATCGGTGGTGTCGTGGTGGCACCGACC 
GCGTCTGAGCTGATCCTACCGATCGCTGTGGCAGTGACCAACCGTCTGACAGTTGCTGAT 
CTGGCTGATACCTTCGCGGTGTACCCATCATTGTCAGGTTCGATTACTGAAGCAGCACGT 
CAGCTGGTT C AAC AT GAT GAT C TAG G C 

>RXA02 8 53-downstream 
TAATTTTTCTGAGTCTTAGATTT 



>RXA028 54 -upstream 

AATACCTTTCTGTTTTGTCCGCAGGCGTATCAGGAAAACCTGCAGCGCGGTAGAGTCGAG 
TCTAATAGTGATCCCACGAAAACAAAGGATCGGGGTGTTC 

>RXA028 54 

ATGGACGAGTCTCGTCAGCTTAGTTTCGGCACAGCAGGGTTGCGTGCACCAGTTGGCCCG 
GCGCGCCATCAGATGAATGTTTTGCAGGTAACCAGAACTACAGCAGGTGTTGCTAGTTGG 
TTGGCAGAACGTGCGGCACTAAATCCAGTGCCGCATTTGGTTCCTGAGGATGAAACAGGA 
ATCGGCAGGGCGTTGTATCCCCAAGATGGTCCGTTGCGGGTCGTTGTGGGGTATGACGCT 
CGCTATGGTTCGCATACTTTTGCTGCAACCACTGCGGAGGTGTTCGCGGGTGCTGGTTTT 
GAGGTGACGTTGCTCCCCACGCCTAGCCCTACGCCGTTGATTCCGTGGTTGGTGAACAAG 
CATGGGTTGGATGCGGGCGTTCAGATCACGGCTTCGCATAATGGTGCGGCGGACAATGGC 
TACAAGGTGTTTTTGTCTAATGGTCGCCAGCTTTATTCTGAACTGGAGCCTGAGCTTGAG 
GCGCATATCAATGCTGTGGAAGATCCGATTCGGGTTCCTCGGGTGACGGTGCGCCCCACT 



Appendix A, Page 90 



Attoi^PDocket No.: BGI-126CP 



GCTGATCAGCTGCGTCGATATGTTGATGAGATGGTGTCGTTGGTGACTCCTGATCAGGCT 
GATTTGTTGCGGGTGAATTCTGAGCGGGGCAATCTTCGCGTGGTGTATACCGCTCTGCAT 
GGTGTGGGTGGCCGCGCGATGGCCAATGCTTTCCAATTTGCTGGTTTTCCCCATACTCAT 
GGCGTGAAGGCTCAGCAGTATCCTGATCCCACCTTCCCCACTGTGGCGTTCCCCAATCCG 
GAAGAGCCTTCTGCGATTGAGTTGTTGTTGGAACGCGCAAAGGAAAAGAACGCTGACATT 
TTGTTTGCGCTTGATCCTGATGCCGATCGTTGTGCTGTGGGTATTCGTACCGCTGATGGC 
GGCCACCGAATGCTCTCTGGCGATGAGGTGGGCACACTTTTGGCTACTCGTTTGGTTCCG 
GAGTATTCCGGTGAAGGCCCACGTCCCGTGGTTGCCACCACGGTGGTGTCTTCGCAGCTT 
CTGGGTATCATCGCCGAGGATAAAGGGTGGGATTATTCCGAGACACTGACGGGATTCAAA 
AATCTGTCGAGGGCTGCCGATGGTCTCGACGGACCGCTTGCTTTCGCTTATGAGGAAGCT 
GTGGGCACCTGCCCGGTTCCAGATGTCGTGCCGGATAAGGACGGCATCTCTACAGCGTTG 
TTCATGGCGTCGTGGGCTGCCGAACTGAAGGCTCAGGGCGCAAGCCTGCAGCAAAAACTC 
AATGAGTTGTATCGCCGATATGGGTATTTTGCGTCCTCGCAAATTGCTGTGCGCACGAGC 
AGTCCACGCGAGTTAGTTGATCACTGGATTGCGCATCCTCAGCAAGAACTCATTGGAGTG 
TCTGTCACCCCACATATTCTTCCTGAAAAACAGGGCATTGCTTTGCATGGCCAGGTGGGG 
CATGTGCATATCCGTGCTATTGGTCGAGTCTCTGGAACTGAGGCGAAAGCCAAGCTCTAT 
TTGGAAGTTGGTCAGGCCAGCTCCCATGATGAAGCAGCTCAGTTGTTGCATCAGCTGGAG 
GATGAAGTCCAAAGCTGGTTGAGC 

>RXA02 872 

GCTCGTGAGGCATGGCGCATTTTCATGTCCCACTGGGATCTCTACGCAGGAACCGCAACT 
GGCTACTGGGTGGAGCAGGAATTTGAGCACGTTTTCGGCATCAACGCGGAGCGCCTGAAT 
GTTGGCACCCCAGAACATGCTGACGCCATCTTTGATGAGCTGACCGATATTCTTGCCAAG 
CCAGATTTCCGACCACGCGCACTGGCTGAGCAGTTCAACTTGGAAGTTCTAGCCACCACC 
GACGATCCGCTCGATGACCTGGCAGATCACAAGGCACTGGCAGATGATCCAACCTTCTCC 
CCTCGTGTGCTCCCTACCTTCCGCCCAGACGCATACACCAAGATGTACAACGCTGGTTGG 
GCAGAAAAAACCACCAAGCTTATCGATACCGCAGGTGACGGCAAGGCAGGCTGGGAGGGT 
TACCTTCAGGCAATGCGCAACCGCCGCCAGTACTTCATCAATCACGGTGCAACCTCCGCG 
GACCACGGTCTCCACGACACCGACACCACCCCACTGAGCCACAAAGATGCCCAGAAGATC 
TTGGACAAGGGTCTCGCTGGCACAGCAACCTTGGCTGAAATGCATGCCTTCGAAGCCAAC 
ACCACCTACCGTTTCGCGGAAATGTCCCAAGAAGACGGCCTGGTCATGACCATCCACCCA 
GGTGTGTACCGC 



>RXA028 7 3 

TTCGGTGAGAACAAAGATCTCATCTCTGACAGCAGTTTCAACCGCTGGCTGCGTACGGTT 
TCCCTCGGATCGACCCAGGATGCCGATATGGCTGCAGCTTCCAACTTGGCAGCCAATTCT 
AAAATGGCCCGCCAGAACACCCGCGATATCCTCGACGCAGTCTCTGATGGTGGCGTCATG 
CTCGGCCGAAACGGTGCCCTAGTGTTGGGACCTGTGGTTGGAACTCTCCACATTAAATTC 
ATTGCGCCTTTGAACAAGCGTGTGGAAAGAGTCATGTACAAAACTGGACTCTCAGAAGCT 
GCTGCAGCTGAGCAATGTGCTTTGGAGGATCGTCTCCGCGAAGAGATGGCCCACGCTTTG 
TATCAATGGAATCCGGGACGCGATGAAAACTATGACCTCGTGATCAACACCGGTTCGATG 
ACATACGAACAAATCGTTGATCTAGTTGTGGAAACTTACGCCAGGAAGTATCCGCTCCAC 
G T G AG AAT CAT T C C G AACG G AAAAG AC C AA 

>RXAO 2 8 7 3 -downs t ream 
TAAACATACAGTCCCCGTGATGT 

>RXA028 8 7 -upstream 

TTCGTGCACTTCGGCGTGCCACAATTAGGTACGACCAAGAATGGGACCGGGAAACCGGGA 
CGTATAAACGAAATAAAACATTCCAACAGGAGGTGTGGAA 

>RXA02 8 87 

ATGGCCGATCAAGCAAAACTTGGTGGCAAGCCCTCGGATGACTCTAACTTCGCGATGATC 
CGCGATGGCGTGGCATCTTATTTGAACGACTCAGATCCGGAGGAGACCAACGAGTGGATG 
GATTCACTCGACGGATTACTCCAGGAGTCTTCTCCAGAACGTGCTCGTTACCTCATGCTT 
CGTTTGCTTGAGCGTGCATCTGCAAAGCGCGTATCTCTTCCCCCAATGACGTCAACCGAC 
TACGTCAACACCATTCCAACCTCTATGGAACCTGAATTCCCAGGCGATGAGGAAATGGAG 
AAGCGTTACCGTCGTTGGATTCGCTGGAACGCAGCCATCATGGTTCACCGCGCTCAGCGA 
CCAGGCATCGGCGTCGGCGGACACATTTCCACTTACGCAGGCGCAGCC 
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>RXA02897 

GATCTCGATGGCTTCCGTCAGGAAGTTTCCCGTGAGCAGGGTGGCATTCCGTCCTACCCT 
CACCCACACGGTATGAAGGACTTCTGGGAGTTCCCAACTGTGTCCATGGGTCTTGGCCCA 
ATGGATGCCATTTACCAGGCACGTTTCAACCGCTACCTCGAAAACCGTGGCATCAAGGAC 
ACCTCTGACCAGCACGTCTGGGCCTTCCTTGGCGACGGCGAAATGGACGAGCCAGAATCA 
CGTGGTCTCATCCAGCAGGCTGCACTGAACAACCTGGACAACCTGACCTTCGTGGTTAAC 
TGCAACCTGCAGCGTCTCGACGGACCTGTCCGCGGTAACACCAAGATCATCCAGGAACTC 
GAGTCCTTCTTCCGTGGCGCAGGCTGGTCTGTGATCAAGGTTGTTTGGGGTCGCGAGTGG 
GATGAACTTCTGGAGAAGGACCAGGATGGTGCACTTGTTGAGATCATGAACAACACCTCC 
GATGGTGACTACCAGACCTTCAAGGCTAACGACGGCGCATATGTTCGTGAGCACTTCTTC 
GGACGTGACCCACGCACCGCAAAGCTCGTTGAGAACATGACCGACGAAGAAATCTGGAAG 
CTTCCACGTGGCGGCCACGATTACCGCAAGGTTTACGCAGCCTACAAGCGAGCTCTTGAG 
ACCAAGGATCGCCCAACCGTCATCCTTGCTCACACCATTAAGGGCTACGGACTCGGCCAC 
AACTTCGAAGGCCGTAACGCAACGGACCAGATGAAGAAGCTGACGCTTGATGATCTGAAG 
TTGTTCCGCGACAAGCAGGGCATCCCAATCACCGATGAGCAGCTGGAGAAGGATCCTTAC 
CTTCCTCCTTACTACCACCCAGGTGAAGACGCTCCTGAAATCAAGTACATGAAGG7U\CGT 
CGCGCAGCGCTCGGTGGCTACCTGCCAGAGCGTCGTGAGAACTACGATCCAATTCAGGTT 
CCACCACTGGATAAGCTTCGCTCTGTCCGTAAGGGCTCCGGCAAGCAGCAGATCGCTACC 
ACCATGGCGACTGTTCGTACCTTCAAGGAACTGATGCGCGATAAGGGCTTGGCTGATCGC 
CTTGTCCCAATCATTCCTGATGAGGCACGTACCTTCGGTCTTGACTCTTGGTTCCCAACC 
TTGAAGATCTACAACCCGCACGGTCAGAACTACGTGCCTGTTGACCACGACCTGATGCTC 
TCCTACCGTGAGGCACCTGAAGGACAGATCCTGCACGAAGGCATCAACGAGGCTGGTTCC 
GTGGCATCGTTCATCGCTGCGGGTACC 

>RXA02 902 -upstream 

CATCAACGCCGAGTACAACTAAGGACAACTGATAATGACAAATGCTGCAATTGTCGGATG 
AGGAGACGTCGCAACCGTTCATACAGAAGCGCTGGAAGCT 

>RXA02 902 

TTGGCTTCCGATCTTGGTATTAAGTTCGTCGCAGTGGTGGATAAAGATCTAGAGACTGCT 
GAGAAATTTGCGACGGGACTTGGAGCTGCTGGCGATTCTTCAGAAAGCAGCGTCAAGGCC 
CACGGCAGCCTGCCGGCTTTGTTCTCCAAAAAGAAGATCGATGTTCTACACATCACCACC 
CCCCACGACCAACACATTGGTTTGGCTCTCGAAGCGCTACACCACGGTGTAAATGTCATC 
CTGGAAAAGCCGTTGGCTAATGAGTTGGACCAGGCGCAGCGTCTCATCGACTACTTGGAT 
GAAAACCCCGATGGTCCAAAGATTGCAGTGTGCTATCAGAACCGTTACAACGTTTCCTCC 
CAGGAACTGCGTCGTCTGCTCGATTCAGGTGACCTCGGTGCCATCAATGGTGCATATTCC 
TCTGTGGTGTGGACCCGCACCCCAGGCTACTACACCCAGAAACCTTGGCGTGGCCAGCAA 
GCACACTCCGGTGGTGGCCTGCTGATGAACCAAGCAATTCACACCCTGGATCTGCTGCAG 
TGGTTCCTTGGAAAGGCAACAGAAGTCAAGGGCACTGTCTCCACCGATAAGTATGCCGAT 
GTCATCGATGTTGAAGACACCGCACACGCATACATCGGTCACGAGTCCGGAGTCCACACC 
AGTGAAGTGAGT 

>RXA02 902 -downstream 

T G AAC CATGCTATTGGT GAT AC A 

>RXN00013-upstream 

CTGCAGAAAATTCGGGACGCATGATTGCACATATTACCCGCACCGATTGTGATTCTTAGA 
ACGCCACCTTATTCAGCACACTTGGCCGACGGCATGCACA 

>RXN00013 

ATGGAAGGCATGACTAATCCAGAGCAGACACATCCCGCTGCAAGCCTCGAAGACATGATC 
AAAACCATCACAAAGACCTTCGTGATTGCTCACGATCAGGATTCTGATGAGCATCTTGCG 
CAGGCACTGGTGTACAACGCTGGACGTTTGGCATGGCGCATGCGCGAAAACGGTGTGGAT 
ACGGATTACAAGACTTCTGTGTCTGATGTGGTCACGGATGCCGATCGTGCGGCCGAGGCC 
TTCGTCGCAGGCGTTCTTGAAGCGTTGCGGCCTGAGGACGGCGTGCTTGGCGAGGAAGGC 
GCGGACCGGGCGTCGAAAAGCGGAAAAACCTGGGTCATCGACCCGGTTGATGGCACCTAC 
AACTTCACCCAGGGCTCAGATTATTGGTGCTCGGCGCTCGCGCTGGTCGAGGGCGATCCA 
TCCGCGCCATCGCGCGTGCTTTTCGGCGCCGTACACCGCCCAGCCATGGGTTATACGTGG 
TTCGGTGGCCCGGGAATCCGCACCACGCTCGACGGCAAGGAGCTAGATTTGCTTGTCGAC 
GCCCCCCTCAATCAAATCTCCCTGGCCACCTACATCCACCCGTCACGCATCGCGGAACCT 
GATATTCAAAAGGCGTGGATGAGCGTTGCCACCCACCCTGCAACGCTGCGCATGTTCGGC 
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GCCGGCTCCATCGATTTGGCCAACATCGCCGACGGCAGCATGGGCGCATGGGTGCAGCAC 
AGCGTCGCAGATTGGGACTGGCTACCCGGCCGCGCACTCATCGAAGGCGTCGGCGGAGCA 
TGCATCAAAGTGACCGCCGGCGGCGTCGAATGGTCCGTTGCAGGAAACGCGGAAGCAGTT 
AGTGAGATCTCCGAAACTTTAAGCGCACTAGAC 

>RXN00013-downstream 
TAACAACACATGAGCAAATATGC 

>RXNOOO 14 -upstream 

CATCAAAGTGACCGCCGGCGGCGTCGAATGGTCCGTTGCAGGAAACGCGGAAGCAGTTAG 
TGAGATCTCCGAAACTTTAAGCGCACTAGACTAACAACAC 

>RXN00014 

ATGAGCAAATATGCAGACGATTTAGCCTTAGCCCTCGAACTTGCCGAACTTGCCGATTCC 
ATCACCCTCGACCGCTTCGAAGCCTCTGACCTGGAAGTATCCTCCAAGCCAGACATGACT 
CCCGTCAGCGATGCCGACCTGGCGACCGAAGAAGCACTCCGTGAGAAAATCGCCACCGCC 
CGCCCCGCCGACTCCATCCTCGGTGAAGAATTCGGTGGCGACGTAGAATTCAGCGGCCGC 
CAGTGGATCATCGACCCCATCGACGGCACCAAAAACTACGTCCGCGGCGTCCCCGTATGG 
GCAACCCTGATCGCGCTGCTCGACAACGGCAAACCCGTCGCAGGTGTCATCTCCGCACCC 
GCACTGGCTAGGCGTTGGTGGGCATCCGAAGGGGCCGGCGCATGGCGCACCTTCAACGGC 
AGCTCCCCACGCAAACTGTCCGTGTCCCAGGTGTCCAAGCTTGACGACGCCTCCCTCTCC 
TTCTCCTCCCTCTCCGGCTGGGCCGAACGAGATTTGCGCGATCAGTTCGTCTCCCTAACT 
GATACCACCTGGCGACTCCGCGGCTACGGCGACTTCTTCTCCTACTGCCTCGTCGCCGAA 
GGTGCCGTCGATATCGCCGCTGAACCAGAAGTCAGCCTCTGGGATCTTGCTCCCCTGTCC 
ATCCTGGTCACCGAAGCCGGAGGAAAGTTCACCTCACTGGCTGGCGTCGATGGACCACAC 
GGTGGCGATGCAGTAGCCACCAACGGCATCCTGCACGATGAGACGCTGGATCGTTTAAAA 

>RXNOOO 14 -downstream 
TAGACTCCCGGGTTTTGCTTGGT 

>RXN0004 3-upstream 

AACAGCAGGCCTCAAGTCCGAAGATAATTAACCTAAATCCGTAGACATAAGACATCATAC 
GTCCTATGCTTGCTGGAAGGAAGCAAATAACCTCAGAAAG 

>RXN00043 

ATGGCAGAAGTGGTGCATTATCAAGAAAATGCAGGTCAAGCAGTTAAAAAAATTGAAGGA 
AGAATTGTTACCCCCCACGGGGTGATTGATGGCTTTCTCCAACTCGAAAACGGCATCATC 
ACGGAACTCTCTGGAGAACCAGCACCTAAAAACGCAGGATTCCACCCCGAACTCCCCACG 
ATTGTTCCCAGTTTTATTGATCTTCATAATGACGGTGGAAACGGTGGCGCGTTTCCTACG 
GGAACGCAGGACCAGGCGAGGAATGCCGCGCAGTATCACCGCGAACATGGCACGACCGTG 
ATGTTGGCAAGCATGGTTTCGGCGCCGGCTGACGCACTGGCAGCGCAGGTGGAAAACCTT 
ATTCCCTTGTGTGAAGAGGGCCTGCTGTGCGGCATTCACCTCGAGGGTCCTTTCATCAAC 
GCATGCCGTTGTGGTGCTCAAAACCCGGATTTTATTTTTCCCGGCAACCCAACAGATCTT 
GCCCAGGTGATCCATGCGGGAAAAGGTTGGATCAAATCGATCACAGTAGCGCCGGAAACT 
GACAATCTTACTGAGCTTCTCGATCTCTGCGCAGCGCACCACATCATTGCTTCCTTCGGG 
CACACTGATGCAGATTTTGATACCACTACCAGCGCAATTGCCTTGGCTAAAGAGAAAAAT 
GTGACGGTCACGGCTACGCATTTGTTCAATGCGATGCCTCCGCTGCATCATAGGGATCCC 
GGCAGCGTGGGCGCTTTGCTTGCTGCGGCACGTGCCGGGGACGCATATGTTGAGTTGATC 
GCCGACGGCGTGCATTTGGCCGATGGAACGGTCGATCTAGCTCGTTCCAACAACGCCTTT 
TTCATCACGGACGCCATGGAAGCCGCCGGAATGCCAGACGGTGAGTACATTTTGGGCGTT 
TTGAACGTCACCGTCACCGATGGCGTCGCCCGTCTGCGCGATGGCGGCGCCATCGCCGGG 
GGTACCAGCACACTAGCGAGTCAGTTCGTGCACCACGTGCGCAGGGGTATGACGCTTATC 
GACGCGACCCTCCACACCTCAACCGTCGCCGCCAAAATTCTCGGACTTAGCGATCACGAA 
ATCGTTAAATCCAACCCTGTAAATTTTGTGGTCTTTGACTCAAACGGCCAGTTACAACAG 
GTC C AT T TAG AC CAT C AAGT AAT T 

>RXN0004 3-downstream 
TAAATACGAGCAAAACTTTCCTG 

>RXN0014 8-upstream 

CTTTGAGGGCAGCGCGCATGCGCCCGATGGTTATTTGAACATGACAATTGATGCCGCGGC 
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GACGCTGGCTGACCTGCTAGATGCTTTGGGAGCTTAAATC 
>RXN00148 

ATGACGTCGATCCCTAATTTTTCAGACATCCCATTGACTGCTGAGACACGTGCATCGGAG 
TCACACAACGTTGACGCCGGCAAGGTGTGGAACACTCCCGAAGGCATTGATGTCAAGCGC 
GTATTCACGCAGGCTGACCGCGACGAGGCGCAAGCGGCGGGACATCCGGTGGATTCTTTG 
CCAGGTCAAAAGCCATTTATGCGCGGGCCGTACCCAACTATGTACACCAATCAGCCGTGG 
ACGATTCGCCAGTACGCAGGCTTTTCAACCGCCGCGGAATCCAATGCGTTTTATCGGAGG 
AACCTTGCTGCGGGTCAAAAAGGTTTGTCGGTTGCGTTCGATCTAGCGACCCACCGCGGT 
TATGACTCGGATAATGAGCGCGTGGTCGGCGATGTGGGTATGGCCGGCGTGGCGATTGAT 
TCGATTTTGGATATGCGTCAGCTGTTTGATGGCATTGATTTGTCCAGCGTGTCGGTGTCG 
ATGACCATGAATGGCGCTGTGCTGCCGATTCTTGCGTTCTATATCGTGGCGGCTGAGGAA 
CAAGGTGTGGGTCCGGAGCAGCTTGCGGGCACGATCCAGAATGACATCTTGAAAGAATTT 
ATGGTGCGCAACACCTATATTTATCCGCCGAAGCCGTCGATGCGCATCATTTCCAACATC 
TTTGAGTACACCTCCTTGAAGATGCCACGTTTTAACTCCATTTCGATTTCTGGCTATCAC 
ATCCAGGAAGCGGGAGCGACTGCCGATTTGGAGCTGGCCTACACTCTGGCGGATGGTATT 
GAATACATCCGTGCAGGTAAAGAGGTAGGCCTTGACGTGGATAAGTTCGCGCCTCGTCTG 
TCCTTCTTCTGGGGTATTTCTATGTACACCTTCATGGAGATCGCAAAGCTGCGTGCGGGA 
CGACTGCTGTGGAGCGAGTTGGTGGCAAAATTCGATCCGAAAAACGCCAAGTCCCAGTCG 
CTGCGCACGCACTCGCAGACCTCTGGTTGGTCGTTGACCGCGCAGGATGTGTACAACAAC 
GTCGCCCGCACCGCGATTGAGGCGATGGCTGCAACCCAGGGCCACACCCAGTCGCTGCAC 
ACCAATGCACTTGATGAGGCGTTGGCGCTGCCCACCGATTTCTCTGCTCGTATCGCCCGA 
AACACCCAGCTGTTGCTGCAGCAGGAATCTGGCACGGTGCGTCCAGTTGATCCATGGGCG 
GGCTCCTATTACGTGGAGTGGTTGACCAATGAGCTGGCTAACCGCGCGCGCAAGCACATC 
GATGAGGTGGAGGAAGCCGGCGGAATGGCGCAGGCCACCGCGCAGGGAATTCCTAAGCTG 
CGCATTGAGGAATCAGCGGCACGCACCCAGGCTCGCATTGATTCCGGCCGCCAGGCGCTG 
ATCGGCGTGAATCGCTACGTGGCGGAAGAAGATGAGGAAATTGAAGTCCTCAAGGTTGAC 
AACACCAAGGTTCGCGCAGAACAGTTGGCTAAACTCGCGCAACTGAAAGCAGAGCGCAAC 
GATGCGGAAGTCAAGGCTGCGCTGGATGCGTTGACAGCTGCTGCCCGCAACGAGCATAAA 
GAGCCAGGGGATTTGGATCAGAACCTGCTCAAACTTGCCGTCGATGCTGCGCGCGCAAAA 
GCTACCATTGGAGAGATCTCCGATGCTTTGGAAGTTGTCTTTGGCCGCCACGAAGCAGAA 
ATCAGGACGCTGTCTGGCGTGTACAAGGATGAGGTTGGAAAGGAAGGCACAGTGAGCAAC 
GTCGAACGCGCGATCGCCCTGGCTGACGCCTTTGAGGCTGAGGAAGGCCGCCGCCCACGT 
ATCTTTATTGCC7\AGATGGGCCAGGATGGACATGACCGTGGACAGAAGGTTGTCGCGTCT 
GCCTATGCTGACCTGGGCATGGACGTGGATGTTGGACCGCTGTTTCAAACTCCAGCCGAA 
GCTGCCCGCGCCGCCGTGGACGCCGATGTTCACGTGGTGGGTATGTCTTCGCTGGCAGCA 
GGCCACCTCACCTTGCTGCCCGAGCTGAAGAAAGAACTTGCAGCTCTTGGCCGCGATGAC 
ATTCTGGTCACCGTGGGCGGCGTCATTCCGCCGGGCGATTTCCAGGATCTCTACGATATG 
GGTGCCGCCGCGATTTACCCTTCAGGAACCGTCATCGCGGAGTCGGCGATCGATCTGATC 
ACCCGACTCGCCGCACACCTGGGCTTTGACCTGGATGTGGATGTGAATGAA 

>RXNO 0 14 8 -downstream 

T GAT CACGGTTTCC T AG AAG AC A 



>RXN002 00-upstream 

AACCCGGAGTCATTTGATCAGATGTGGCAGACCAAGCAAGTGGGACCTTTCGTGGTGGTA 
ACGCACAATGAGTAATTCCTCACCAAACGACCCAAGCCCT 

>RXN00200 

ATGCGCCAAGTCGGTGGTAATGGGGGCCATCAACTAGACTCGATC7VACGTGTCAGATGTA 
GTTGAGTCGAAGAAACTA^AGGGTTCTGCGCAAGAACCCCCGCAGGTTGCCCCGGGCTGG 
CTGAAGAAACTGGCTATCTCATCAGGTCTGCTTGGCCTGTTGATGTTTGTGCTGTTGCCT 
TTCCTGCCAGTGAACCAGGTGCAGTCTTCGCTGTCATGGCCACAAAATGGTGAGCTTTCC 
AGCGTTAACGCCCCGCTGATTTCCTACGCACCGCAGTCGATGGATGCGTCCATCCCTGTG 
TCCGCGCTGGACAGTCTCAATGACAATCAGTCGTTGGTGATGGGCACGTTGCCTCTGGAC 
AGTACGGACGCCACCAACCGTGGTCTGTTTGTGCGCACCATCGACGGTAACCTTGACGTG 
ATTGTTCGCGGTGAGGTGCTGTTGGATCTTTCACCAACAGAGGTGAACCGTCTGCCAGAT 
GATGCGATCCTAGAGATTTCCTCCACCGAGGAAACCACCAGCGCGGAAATCACCGGCACG 
GCATTCAGCGGCGAGACCGAAGGCGATGAGCGGCCTCAGGTCACCGGCGTTTACACCGAG 
CTTGTCGACGACCCCTCCACCGCATCGGCCCTGGCCTCAGCGGGCTTAAACGTTGATATT 
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GAGATCAACTCCCGCTTCACTTCATCCCCCAGCCTTCTAAAGTACGCAGCCATCTTCATT 
GGCCTTGCGTCTGTGTTGGTCTCCCTGTGGACACTGCACCGCATGGATATTTTGGATGGT 

cgaaaagcacaccgcttcctgcctgccaactggtacaagctgaagccacttgatggtgtt 
gtcgtagcgattttggtgttctggcacttccttggcgccaacacctctgacgacggcttc 
atcatgaccatggcccgcgtgtcccagaacgcggattatatggccaactactaccgctgg 
ttcggtgtcccagaatcaccattcggcgcaccatattacgacttgctggctctgatggcc 
tacatctcaacctcatcaatctggcttcgtctacccgcattgctcgctggactgatcatg 
tggttcgtgatcaccagagaggtcatgccacggtttggctcattggttaacggtcgccgc 
gttgcgcactggtctgcagccatggtgttcctggcgttctggcttccatacaacaacggc 
actcgcccagagccaatcatcgcgatgggagctctacttgcgtgggtttccttcgagcgc 
gctatcgctacctccaggttgttgcccgctgccattggtgtcattatcgccaccatttcc 
ctggcatcaggccccaccggtctaatggcagttgctgcgttgctggtcagtttgtccgcg 
ttgattcgcattctttataggcgcttgccgcttattggggcgtcgaggggggcgtcgaaa 
agcaaagtctttggcggt,tcgatggctatgcttgcccgattccttgcgtctggcacc:gcg 
attctcatcgccgtttttggcgatcagactctgtcaaccgtcatggaatccatcagcgtg 
cgctccgcgaagggcccggcactgacctggtaccacgaatatgtgcgctaccaaaccgtc 
atggaacaaaccgttgatggttccttcacccgccgttttgctgtgctgatgctcatggcg 
tgtctggctattgtggtcatcgcgatcctgcgttacggccgcattccaggcgctgcgaag 

GGACCATCACTGCGTTTGATGATGGTCATTTTCGGCACCATGTTCTTCATGATGTTCACC 

ccaaccaagtggactcaccacttcggtgtctacgcaggacttgccggcgcattggccgga 
cttgctgccgtggggctgtcctatgttgcggtgaaatcaccacgcatgcgcaccatttcc 
atcggtgcgttcctcttcctgctggcgctggctctcgcaggcgtgaacggattctggtac 
acctccagctacgccgtgccatggtgggataaaaccatccagatcaagggcatcgaagca 
tccaccgtagtgctcgtgatcgccgtgatcgtgctgatcatcggtgttattcaatccttt 
gtccacgatgtgaaaaccgcgcaagccgaaaccaatcactccatgggcgaactcgtggcg 
gaagatgaagcaaagcgcgagcgtgcctccaggttcaccggccttgcggcctcccctatc 

GCAGGAGTGTCCGCCCTCGTTGTGCTGATTACCTGCGCATCCATGGGCAAAGGCTTTGTG 

gaccaataccccgcgtactccgtgggtcttggcaacctccgctccctgaccggcaacaca 

TGTGGCCTTGCCTCCGACGCCATGCTGGAAACCAACTCCAACGATTCCTTCCTCACTCCA 

gtgaactccacacttggcgagtccctggaatccgaagatattcgcggctttagtgctgcc 
ggcatcccaccatcaatcagccaggaccaagcagacctgtctgctgttggtgccattgcc 
aacactgacgactccaccgaaaccggcggatccgacgaatcatccggacaatccaccggc 
aacaccggcggtgtccgaggctccgaaggcatcaacggctccaacgcccgcctgccattc 
aacctggactacacccaagttccagtcgtcggctcctggtccgctggcacccaaaaccca 
gcaaacatcaccaccgactggtacgaaatcccagaagccaccgaagaagcacccatcatc 
gtggtatctgcagcaggtcgcatcgaacactacgacatcaacggcgtccgccaatccgga 

CAATCCGTCATGCTCGAATACGGTCGCCTTCGCGATAACGGCGACGTTGAAGACCTCGGC 

gaagccatgatgtacgacatcggccccgagccatcctggcgcaacctccgctacccactt 
gaccaactcccagaagaagcggacgtcgtgcgcatcgtcgccaccgacgtcaacctcgac 
gaagaccaatgggtagcactgacgccaccacgcgtacctaacctagattctctgaacaac 
gtcatcggatccgaaaccccaggactcctcgactgggcagttggcctgcaattcccatgc 
caacgcaccttcgaccactacgccggagtcaccgagattcctgaataccgaatctcccca 
gaccacggcggaaaatccaccctctccccattccaagactgggcaggcggcggatccatg 
ggcacggccgaagcagtaaacaacgcctacgaaatcccgtcctacctccgcaacgactgg 
ggccgcgactggggttccatcgaacgctactcgctgcgcaccaactccaacggcgatgca 
cctaaggttgcagacatcaaccttgaaaccatccaacgttccggactctggaatccaggg 
catatgaaggtagatgaa 

>RXN00200-downstreain 
TAAGACCTTCAGTACTGGAAGTT 

>RXN00231-upstream 

CAGGACTACCTCGACGCCGGCGCCAACTTTGTCCGAGTCGGTGCCGATGTCCAGCAACTC 
AACGCTGCTGGATACGAAAAGTGAAGGAAAATAACGCATC 

>RXN00231 

ATGACTATTAATGTTTTCGAACTACTTGTCAAAAGTCCCACGGGTCTACTGATTGGTGAT 
TCCTGGGTGGAAGCATCCGACGGCGGTACTTTCGATGTGGAAAACCCAGCGACGGGTGAA 
ACAATCGCAACGCTCGCGTCTGCTACTTCCGAGGATGCACTGGCTGCTCTTGATGCTGCA 
TGCGCTGTTCAGGCCGAGTGGGCTAGGATGCCAGCGCGCGAGCGTTCTAATATTTTACGC 
CGCGGTTTTGAGCTCGTAGCAGAACGTGCAGAAGAGTTCGCCACCCTCATGACCTTGGAA 
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ATGGGCAAGCCTTTGGCTGAAGCTCGCGGCGAAGTCACCTACGGCAACGAATTCCTGCGC 
TGGTTCTCTGAGGAAGCAGTTCGTCTGTATGGCCGTTACGGAACCACACCAGAAGGCAAC 
TTGCGGATGCTGACCGCCCTCAAGCCAGTTGGCCCGTGCCTCCTGATCACCCCATGGAAC 
TTCCCACTAGCAATGGCTACCCGCAAGGTCGCACCTGCGATCGCTGCAGGTTGTGTCATG 
GTGCTCAAGCCAGCTCGACTTACCCCGCTGACCTCCCAGTATTTTGCTCAGACCATGCTT 
GATGCCGGTCTTCCAGCAGGTGTCCTCAATGTGGTCTCCGGTGCTTCCGCCTCTGCGATT 
TCCAACCCGATTATGGAAGACGATCGCCTTCGTAAAGTCTCCTTCACCGGCTCCACCCCA 
GTTGGCCAGCAGCTGCTCAAAAAGGCTGCCGATAAAGTTCTGCGCACCTCCATGGAACTT 
GGTGGCAACGCACCTTTCATTGTCTTCGAGGACGCCGACCTAGATCTCGCGATCGAAGGT 
GCCATGGGTGCCAAAATGCGCAACATCGGCGAAGCTTGCACCGCAGCCAACCGTTTCTTA 
GTCCACGAATCCGTCGCCGATGAATTCGGCCGTCGCTTCGCTGCCCGCCTTGAAGAGCAA 
GTCCTAGGCAACGGCCTCGACGAAGGCGTCACCGTGGGCCCCCTGGTTGAGGAAAAAGCA 
CGAGACAGCGTTGCATCGCTTGTCGACGCCGCCGTCGCCGAAGGTGCCACCGTCCTCACC 
GGCGGCAAGGCCGGCACAGGTGCAGGCTACTTCTACGAACCAACGGTGCTCACGGGAGTT 
TCAACAGATGCGGCTATCCTGAACGAAGAGATCTTCGGTCCCGTCGCACCGATCGTCACC 
TTCCAAACCGAGGAAGAAGCCCTGCGTCTAGCCAACTCCACCGAATACGGACTGGCCTCC 
TATGTGTTCACCCAGGACACCTCACGTATTTTCCGCGTCTCCGATGGTCTCGAGTTCGGC 
CTAGTGGGCGTCAATTCCGGTGTCATCTCTAACGCTGCTGCACCTTTTGGTGGCGTAAAA 
CAATCCGGAATGGGCCGCGAAGGTGGTCTCGAAGGAATCGAGGAGTACACCTCCGTGCAG 
TACATCGGTATCCGGGATCCTTACGCCGGC 

>RXN00231-downstream 
TAGCATCTGCCCCTTTACAAATC 

>RXN002 96-upstream 

TTTTTGTTGGCATGTCTGACATTATCGCACAATTCACCACAGTAACCGGTAACATGTTAC 
TCAAAGCCCGCTTGGATCGAATTTCACAAAAGGACCCACC 

>RXN00296 

ATGACTCACACCATCAAATTCAACAGACTCGACCCAGAAGTATTTAGCCAGCATTCTCGC 
GCGAAGCTGCGCACGGATATGACAACCCGTGCAGCATATTCTTCTGATGCAGGAATTTTT 
AGACGCGTCCCTGCAGCTGTAGCTGAACCAGAAAATGTGGAACAAATTCGTGATGCCATT 
GCTGTTGCGGTGGCACGAGGGTGGTCTGTTGTTGGGCGCGGTGGAGGAAGCTCGGTTGCT 
GGAAATGCGATCGGTGAAGGTTTGATCATCGATACGTCACGCTATTTCAACCGCATTTTA 
GATATTGATCCAGTTGCACAAACTGCAGTTGTGGAACCCGGTGTGGTGTGTGATGCCTTG 
CGCGATGCAGCCGCAGAATTCGGATTAACTTACGGCCCGGATCCTTCCACGCATTCCCGG 
TGCACGATCGGTGGCATGGTTGCCAACAATGCGTGTGGTTCACACTCGGTTGCATTCGGT 
ACAGCTGCGGAAAATCTCGTGGATGTCACGCTCATGCTCAGCGATGGCCGAGAAGTCACT 
GTGACAAAAGATGGCTGCGATGATGCTGAGATCAATCAGAAGCTCACCGACTTAGCGTCC 
AAGAATCAGGACCTTATTAGTAAAGAACTGGGTCGTTTCCCTCGCCAAGTGTCGGGCTAC 
GGTTTGCATTATCTTGCCCACGACATGGCCAAAGCAATGGCGGGCACCGAGGGAACCATT 
GGAATCATTACTCGGTTGACGGTGAAGTTGGTTCCAACACCCAAAGTGAAAGCGCTTGCT 
GTCCTGGCTTTCGACACGGTTTTTGACGCCGCCCGAGCAGCCGCCAAATTGCGACTGCCT 
GGGGTAGCAACCATTGAAGGCATGGGCGGAGATCTCCTCGCTGCGCTGCGCAGTAAACAG 
GGACAATCAGAAGCTGGGCAGT^TCTTCCAGGAAACCGCATCGGCATTGAAGCCGGCGGA 
TGGTTGTACTGCGAGACAGGAAGTGACACCCTGCAGGCCGCGGTACAAGCCGCCGAGGAA 
GTCGCAACCGCCGTTGACACCATTGATTACGTGGTCGTGTCTGAGCCTTCTGAAATGCGG 
GAATTGTGGCGCATCCGTGAATCCTCGGCGGGCATTGTCACGCGCTTAGCTGATGGTGGG 
GAAGCGTGGCCGAATTGGGAAGACTCGGCGGTGCCTCCAGAGAATTTAGCTGATTATCTC 
CGCGATCTTTATGCGCTGATGGATAAGTTCGATTACCAGGGTATTCCATTTGGACACTTT 
GGAGAAGGCTGCGTCCACGTTCGCATCAGTTTTGATTTCTCTACCAAGGAAGGCCTGAAG 
TUU^TTCGAGGCGTTCATGAATGAAGCCTCCACCTTGGTGGCGTCTTATGGTGGCAGCCTC 
TCGGGCGAGCATGGAGACGGTCGCGCCCGCTCATCCTTCCTTGACCGCATGTATTCAGCA 
GAAATGCGTGCACTCTTCGAAGAATTCAAGCTGATTTTCGATCCCCAGCGCATCTTCAAT 
CCGGGAGTGTTGGTCTGGGCAGATCCTGTCATGCAAGGACTTCGCATGGACCCGGGCCAG 
CGCGCCCTCGACATCACGCCCGTACACAAATTCTCTAAAGACAAAGGTTCCATGATCAAC 
GCGGTGAATCGCTGCGTGGGTGTATCCGCATGCCGCTCAGAATCCGACGCGATGTGCCCG 
TCCTTCCAAATCACCGGCGACGAAGTACATTCCACCAGAGGCCGCGCCCGCTTGCTCTCT 
GAGATGTTCCGCGGTGAATCCATCGCCGACGGCTACCGCAGCGAAGAAGTCAATGAAGCC 
CTTGACCTGTGCCTTTCCTGCAAAGCATGCGCATCGGAATGTCCAGTCAACGTCGACATG 
TCCACCTACAAAGCCGAATTCCTGGACAAACACTACGCCGGCCGACTTCGCCCCATGGCC 
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CATTACGTCATGGGCTGGCTGCCGCTTCTGGGACACGTTGCCCATAAAATACCGCTTCTT 
CCTACGCTTATCGACGCCACCATGCAGTCAGCACTCACCGCCCCAGTGGTGCGCAAGGTC 
GGCGGGCTCGCTGATCGCCCGTTGATTTCCTTCGCCCACCGCTCGCTGCGCAAGTACAAG 
CCGAAGAAAAACTCAGGTGAAACGGTGGTGCTGTGGCCCGATTCCTTCAACACCAACCTC 
GACACCGGACCAGCTCACGCAGCGATCAAAACTCTTGAAGCCCTCGGTTACAACGTGGTC 
ATCCCAGATGGCTTCGTCTGCTGTGGACTCACCTGGCATTCCACCGGCCAATTGAGCATG 
ACAAAGAAAGTCCTAGAACAAACGGCGAAAGTGATGAAACCCTACCTGGACCAAGGTCTA 
ACAGTCGTTGGTTTGGAACCTTCGTGCACCGTCATGCTTCAAGATGAGGCAACAGAACTC 
TCCGATAACCCTGATCTGGCACGCCTTGCAGCACTGACCAAACCATTCGCTGAGGTCATC 
GCACCAAAGATCACCGAGCTAGTCGAGTCTGGAAGCCTCCAGCTAACAGAATCAACTGCG 
CTTACCCAGGTGCACTGCCACGAGCGTTCGCTAGGCGACCCACAACAATCGGCACTCGTT 
CTTGAAGCTTTGGGTGTAAAAGATGAACAAATTGCCACTGGTTGTTGCGGGCTTGCCGGA 
AACTGGGGCTTTGAAAAAGACCACGCTGAAATGTCCTTCGCACTTGGTGAACGAGAGCTG 
TTCCCCAAGGTCAGAT^AAGCAGAAGGACATGTGATTGCTGACGGTTTCTCCTGCCGCACC 
CAGATCGAACAAGGCACCGGAAAACAAGCAACGCACCTTGCAGAGGTGGTCTTAAGCATC 
T T GGAGCA7\AACAACAT GG CAC AA 

>RXN002 96-downstreain 
TAACGATCATGCAACAGGTGCTC 

>RXN00310-upstream 

TTGCGGGATTCATCATCGGCGCAATCGCACTGTCTGCCGCAGTTATTTTGACCACCAAGG 
AAAC CGCCTTCAC C AAG C T T G AAG AT C T AG G G AAG AAAT A 

>RXN00310 

ATGTCTGACAAGATCTGGAAAGTCGGCATCATCGGTTGCGGTGCAATCAGCCGAAACCAT 
ATCGAAGCAGTTCAGGCAATCCCCGGCGCAGAAGTCAGCGCAGTCTGTGATGTGGATGGT 
GCGAAAGCATCGGAAACCGCAGCGAAATATGGAATTTCTCCCAGTTTCACGTCTGTCGAT 
GAGATCCTCGCCTCCGGGGTGGACATTGTCGCAGTCTGCACCCCACATCCAACCCACGAA 
ACAGTGGTCCTCGCCGCTGCTGCCGCCGGAGTGCACGTGCTTTGTGAGAAGCCAATCGCC 
ATCGAACTCGATTCCGCACAGCGCATGATCGATGCCTGCGAGTCCGCAGGGGTCCAACTT 
GGCGTGCTCTTCCAGCGCCGCTTCTGGCCCGCGGCTCAAAAAATGAAAAAGGAGCCGTCA 
TGGGCCAATGCACGG 

>RXN00310-downstream 
TAGCGCTTTACCGAGAGCATTCC 

>RXN00316-upstream 

AGCGCATGATCGATGCCTGCGAGTCCGCAGGGGTCCAACTTGGCGTGCTCTTCCAGCGCC 
GCTTCTGGCCCGCGGCTCAAAAAATGAAAAAGGAGCCGTC 

>RXN00316 

ATGGGCCAATGCACGGTAGCGCTTTACCGAGAGCATTCCTATTACACAGCAACCCCATGG 
CGAGGAACCTGGGCAGCCGATGGCGGTGGAGTGCTCATGACTCAAGCCATCCACTACATC 
GATCTTTTGTACTGGCTGTTGGGCGAACCCGTGGAAGTTTTCGGCTACACCAACTCCTTC 
AAACACGGCGACAACATCGAAGTCGAAGACAGCGCCGTTGCCACTGTGCGTTTTGAATCG 
GGCGCGTTGGCCACAATTTCAGCCACCACCGCCGCAGAGCCAGCACTCGGCGCACAAGTG 
CAGGTGATGGGAACAAAGGGTGCCACCATGACGATCCTGGAATTCCCTGAAGGTACCGAC 
GGCAGGCTCATTGTTCGCAGTGAAAACGACACCCGTCGAAACCACCCCATTCCACCCCGC 
GGATCTTTATCCCAATGCCGATCTTTCCATCATCAACGGTGCTTTGATCCCGTATCACAC 
CGCCCAGATCGCAGACTTTATCGATGCGCTCAACGAAGGCCGCCCACCACTGATCACCGG 
CCGCGATGCCACCAGAGCTCTGAAAGTTCTCCTTGGTGTCTACGAATCAGCAGCCACCCA 
CCAGCCGGTCTCTTTGATCTAACGGAAGCTTTTAAAACGTCACGCCAAATCGGTCTTGCA 
CCTTTATCCTCCCTGTCCACACCACCTGATCAACTAGTGCGCCTCGCAGCTGCCACTGGT 
TTCTCCTTTGTCGGTCTGCGCGTCATCGCAGTAACCCCCAACG7VACGTGTATATGACCTT 
TCCCCAGGATCCCCACTGCTGGCTGCAACCCAACAAGCGTTGAAAGAAACCGCCCTGTAT 
GTGCTCGACACTGAATTCCTACAGGTAAACGCAGACACCACCCGCGAGGCCTGGCTTCCC 
GCACTAGAAGCCGCCGGAGCACTGGGAGCTAAAACCTTCACCATCGCCGCCGGTGATGAC 
AACATTGCGCCCCTGACCGACACGATCGGTGCCATGGTTGACGATGCCCGTGATTTCGGA 
GTCACCCCAGCCCTAGAGCCAATCTCTTACCGCAGCGTGCATTCCATTCCGCAGGCAGCA 
GCAATCGCCAGAGACTCCGGCGGAAAAGTCGTGGCGGACACCTTGCACATGGCCAGGTTC 
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GGAGCC 

>RXNO 03 17 -upstream 

CAACGGTTACATCACTCACGCATTAACTCCCCTGGTTGGTACCGCATGTTCGTTTCCCAA 
GTCTAGCCAAGCCTTGAAA7VATTCTGGCAAGGTTAATGGT 

>RXN00317 

GTGACTACGCCTTCTAAGAAAACTCTGCTCTTTGATCTCGACGGAACCCTCGTCGATTCT 
TTCCCCGGTATCCGCACTTCATTCCTTCACACCCTGCACGAAAAGAACTGGGAAATCCCC 
TCTGAGGAACGCATCTCGCAAGTTCCAGGACCTCCCATGGAATGGACGTTCCAGGATTTG 
GGCATGACTCCAGAGCAGGCACAAGACGCTCTGCAGACCTACCTTGAGCATTACGGCCAG 
GTGGGTTGGGATCTTTCCGAAGCATTCCCCGGCATGCGAGATTTGCTGATCCGCTTGAAA 
TACGAAGGTTTCCGTCTGTGCACCGCCACCTCCAAGGGCGAGTTCTTTGCGGAGAAGGTA 
CTTCGCAAATTCGAGATGTTCGATCTCTTCGAATTCATGGGTGCCGCCACCGACAGCGGC 
AACCGACGCAGCAAATCTGCCGTGATCAAACATGTCCTCGACAGCGTTGGGTTGGACGAA 
CCAAATGATATTTTGATGATTGGTGATCGATCACACGATATTGAAGGTTCGAGTGAATTC 
GGCATCGATTGTGTTGCCGTAACCTGGGGCTACGGCAGCAAAACTGAATGGGACGCTGCC 
CGCTACACCGTGAGCACCGCAGAAGAATTAGAAAGGATCATCCATGACTGGGCC 

>RXN00317-downstream 
TAAAACTTCGCTACCTGTGGAAA 

>RXNOO 3 37 -upstream 

GGACGCTTATTGGTGAGCATTCGGATTACGCCGGTGGTGTGGTGCTGGCGGCTAATGCGA 
ATTGCCGGACTGCGGCTGCCGTCAATAAAGAACCGCGACG 

>RXN00337 

ATGTTGTTAACGTATGCGTTTGTGGATGTGGAGGGAGGCGTCGAAAAGCATTCTTTAAGC 
ACTGCGGACATTGCAGCTCGCGCACACGCCCATATGAAATCCCATGATGTTTTGGGGCGG 
CAGACTACGCCGCCTCAGCCGGAGGGCGGCGTTGCTGCCCGGTTGGGCGGGATTGCGTGG 
ACAATGATCCATAAGCAAATGCTTTCGCGTGACACAAAAGGCCTGGATATCACCGTGTTG 
AGCACCATTCCTGAGGGGGTGGGGCTGGGTGAAAATTCCGCCATGGATGTGGCGCTCGCA 
TTGGCGCTGTATCGGGAAAATATTGAGGAAGCCCCCACGAAGGCGCGCATTGCGGAGATT 
TGTTCGCAGTCCGCATTCATGTTCAGTGAGACTTCAGTGTTGCGTGCGCGGCACACCGTG 
GCGTTGCGGGGTGAAACTGGACAGATTTCGGTGGTTGATTACGCCGATGGTTCGGTCACT 
CAGGCGCCACATCCGGTGAGTCGTTCCGCTGGTTTGTCGGCATTTGTTGTTGCTGCGCAA 
ACTGAAACTGATCCGAGCATTTACCGCGAGATCTATGCTCGACATGCGTTTATCGATGAA 
GCTGCGCGCGCTTTCAGTGTGGAATCTTTGCGGTTGCTTCCCGACGCTTCCACTCGTGTT 
GTGGATTGGTTGCAGGCCGTGATTGAGGTGACTGGTCGAGAGGATCTGCCCTCGATTGAA 
CAAGCCCAGCGCTGGTTGAATCTGTGGGAAAACGAAACCCGGCGCGCTCAGAGGACAGCC 
AATGCCCTGCGTTCGAGAAGGCTGAGTGAGTTTTCTGAGCTGCTGATGGAATCCCAAGAT 
GATTTGAGCGACACCTTCGATTTCCCCCCTGCTGATTTGGCGCTTGCTCGTTTGTGCGTC 
GAGCGGGGTGCCACAGCTGCTCGGTCCACGTCAGCGCGCGGTGTGATTGCGTTGGTTGAT 
GCCCATCATGCGCACAATTTTGCTGCGGATCTCAGCGAGGATGGCTTGTTGGTGGTTCCT 
CTCGGGCACGGGGACGTCGCGGAACAGGGC 

>RXNO 03 37 -downstream 
TAGCACGCCTACTTAACCAGCCT 

>RXN00387-upstream 

TTCCGCGCCGGCGCCAACTTCGACGGCACCGGGCTGACCACCTTCTGCTTTGAAGCGCAC 
GATTTCTCCGCCGACTACCTCGCCAACGGGCCAGGCCGAG 

>RXN00387 

ATGTTCCGCTCGAATATTTCCTACGCAGTCGGCGACGACATCCAAAACGACCCAGAAACC 
TGGGAAGACTACGAACTTCGCGTCAACCACCCACTGCGCATCGAAGGCGACCGCGTCTAC 
CTTCAGGGCCACGGCTTCGCCCCAACATTCACCGTGACCTGGCCAAATGGCGAGACCCGC 
ACCCAGACCGTGCAGTGGCGCCCAGACGACCCGACCTTCTTCCTGTCCTCAGGCGTGGTC 
CGTTTCGATCCACCCGCCGGCATGTACCCAGACCTTTACGAGCGCCGCCAAAACCAGTTG 
GCCATCCAGGGACTTTTCGCACCGACCGCGGAATGGGAAGGCGACAACAACGAACTGCTG 
ACCTCCTCCTACCCGGCGATGCGTGACCCAGCCGTGGCGATCGATATTTACCGCGGCGAC 
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AATGGCCTCGATACCGGCATCGGACAGTCATTGTTCAGCCTGGACTCTAGTCTCATGCAC 
AGCGGCGTGCTGCAAAAAATTGAGCGCGTCAACCTCCAAATCGGCGACACCGTCACCCTG 
GATGATGGCACCACCGTCTCCTTCGACGGCGCGTCAGAATTTGCCAACTACCAGATCAGC 
CGCGACCCCACACAAAACTGGGTGCTGGTCACCACCGTGATTTCGCTGGTCTCCCTGGTT 
GGATCCCTGATGATCCGACGCCGCCGCATTTGGGTGCGTTTCTATCCACAAGAAAACGGA 
ACCACCCGCGTGGAAACCGGCGGACTTGCCCGCACCGACCGCGCAGGCTGGGGTGGCGAA 
TACGAGAAATTCCACCGCGAACTGCTGGGTCTGAAGGAGGAAGATGAAGACGAAGAGTAC 
TTCGACCACGACGAC 

>RXN0038 7 -downstream 
TAACACCGCAATTTAAAGGCTTT 

>RXN0038 8 -upstream 

GAAGAGTACTTCGACCACGACGACTAACACCGCAATTTAAAGGCTTTTCAAGCCTGCCCC 
ACATCGAAGCAGTTTTCACAAAGAATAAGGTTGGAAAATT 

>RXN0038 8 

ATGTTGCCCGTCAACCAAACGTATGCGCAGTTCTCAGACACTGCCTTCGTATCGGCATAC 
ATCATCTACGTTCTGGCACTCATCCTCTCCCTCGTCTACTACGTAAAACAACAAGGCATT 
ATCGACGCCCGCCGCGAGCAAACCCGCGTCAGCGAACTCGTTGGTGCAGGCGGCAGCGCT 
GATGTTGATACTGACCTGCCTGATGACATCGCCGACGGTGTCCTCGCCGACGAAGACCTT 
GCAAAACGCGAAGAAACCGCACGCAAACTAGCCAACATGACCCAATCTCTCATGTGGCTC 
GGCGTCATGGTGCACCTCGTATCCGTCGTGATGCGCGCGCTGTCTGCCAGCCGATTCCCC 
TTCGGCAACCTGTATGAATACATCCTCATGGTCACCCTCTTCGCCATGATCGGAGCCGTA 
CTCATCCTGCAGCGCCCACAATTCCGCGTGGTATGGCCATGGATCCTCACCCCAATGCTG 
GCACTGCTCTTCTACGGTGGCACCCAGCTGTACTCCGACGCAGCACCAGTCGTTCCAGCA 
CTGCAGTCCTTCTGGTTCCCGATCCACGTTTCCTCCGTCTCCATCGGCGCATCCATCGGT 
ATCGTCTCCGGTATTGCATCCCTGCTGTACATACTGCGCATGTGGCAACCAAAGGGTAAA 
GAAAAGGGCTTCTTCGGCGCAGTAGCAAAACCACTCCCATCCGGAAAAACCCTGGATAAC 
CTGGCATACAAGACCGCGATCTGGACTGTCCCAATCTTCGGCCTGGGCATCATCTTGGGT 
GCCATCTGGGCAGAAGCAGCCTGGGGTCGTTTCTGGGGATGGGATCCTAAGGAAACAGTC 
TCCTTCATCACCTGGGTTCTCTACGCTGGTTACCTCCACGCACGTGCAACTGCTGGTTGG 
CGCAACACCAACGCTGCATGGATCAACATCCTGGCGCTGGTCACGATGATTTTTAATCTG 
TTCTTCATCAACATGGTCGTATCTGGTCTGCACTCTTACGCCGGACTGAAC 

>RXNO 03 8 8 -downstream 
TAAGCACTTTTGGTTGGCGGGGT 

>RXN0038 9-upstream 

CCACCACTGCGTAACCTTTCCGAGCAAGATATCGCGGACCTGTCGGATTTGCTTGCCACC 
TCTGGCGCAGGTTCCTACCGCCTTCAGTTGAGGTGAAAGC 

>RXN00389 

ATGATCACCGCAACCGCACTGCATGGGTGTTCACTGATTGATGGCGAGTGGGTCGCTGGA 
AAAAATGGTGAGATTACAGGATTCGATCCGCGCACCAATGCGAGTCTGTU^CCCTTCCTAC 
TCTTTAGCAAACAGCGCACAGCTGCGCGCCGCCACAACATCGGCGAAGCGAGCTTTTGAA 
AGCTACCGACTCACTACTCCAGAGGTTAGAGCAGATTTCCTGGATTCCATCGCTGACAAC 
ATCGATGCGCTATCCGGCGAGATCGTGCAACGGGCGAGCCTGGAGACAGGTTTGGGAACT 
ACCCGACTCACAGGCGAAGTAGCCCGCACCAGCAACCAGCTCCGCCTGTTTGCAGAAACC 
GTGAGAAGCGGACAGTTCCACCGAGTACGCATTGAACGAGGACCGCGGATTGATCTTCGC 
CAGCGTCAGGTTCCGTTGGGACCAGTCGCGGTATTCGGGGCAAGCAACTTCCCCGTCGCT 
TTCTCTACTGCTGGTGGCGATACAGCATCAGCGTTGGCTGCAGGCTGCCCTGTGGTTTTT 
AAGGCGCATAATGCGCACCCTGGAACAGCTGAGCTCGTCGGGCAAGCGGTGCGGGGAGCC 
GTCGAAAAGCATGAGTTTGATGCTGGTGTGTTTAACCTTGTCTACGGCCGTGGCGTGGAA 
ATTGGCCAGGAGCTGGCTGCGGATCCGAATATCACGGCAATCGGTTTTACCGGTTCACGC 
CAGGGTGGTTTGGCACTGTCACAGACTGCGTTTAGCCGCCCAGTTCCCGTTCCAGTCTTT 
GCAGAAATGAGTGCCACCAACCCTGTGTTCGTCTTCCCCGGCGCGCTGGCGGATTTGGAT 
GCATCGAGTTCCTTGGCTGAGGCGTTTACCGCTTCCGTCACCGGCAGTTCCGGGCAATTG 
TGCACCAAGCCTGGCCTCGTTTTCATCCCGCGCGGTGTTGTTGGTGATGCTTTTGTGGCG 
CTCGTAGCAGCCAAATTTAAAGAAACCACGGGTCAAACGATGCTCACGCAAGGCATCGCT 
CAGGCATGGCAGCGCGGAGTCGACAACCTTGCAGCACAGCCAAGTGTAAAAATCCTCGCC 
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CAAGGCACCCCCGGAGATGGAGAGAACGCGCCGGGCCCGGTGGTGTTTGAAAGTGATGTG 
CAGGCGTTGCTAAATAATGTGGTGTTGCAGGAAGAAATCTTCGGTGCGGCATCGCTGGTG 
GTGCGTTATGATTCCCCGGATCAACTCCACCAAGTAGCCAATTCACTCGAGGGACAATTA 
ACAGCCACGATCCACGCATCCCAGGATGATTTCCAGGAAGTCTCGAAACTTATCCCCCTC 
TTGGAGGATCTCGCGGGCCGTGTTCTTTACGGCGGCTGGCCAACGGGTGTGGAAGTTGGG 
CACACGGTTATCCATGGAGGCCCTTATCCGGCGACCTCAAATGCGCAGTCGACAAGTGTT 
GGAACCCTGGCAATCGAGAGATTTATGCGCCCGGTTTCTTATCAAACTTTCCCGGCTGAG 
CTGCTTCCAGATCCAGTTTCTGAGGCGAATAAATGGGCTGTACCTCGGGAAATAGACCGT 

>RXN0038 9-downstream 
TAATAGCTGGTCTTTACATTTGC 

>RXNO 04 01 -upstream 

CTTTTAAGCATTTCAACATGCCAAACTAATCTTGGACAGGTATCACTGGCTCCTCTTAGA 
CTCCAAAGTGTCTTAGAAAACACTCACCCAAGGAGCCCTC 

>RXN00401 

ATGGCACGCTTTTCACCACAAGATCTCGCAGACCACCTCAAGGATGGACTGCTCTCTTTC 

CCGGCCACCGCTTTCCAAGATGACCTCGAAGTAGATGAAGCTGCTTATGTCGAGCACATT 

GAATGGCAGTCCAGCTACCCAGTCGCCGGCCTCTTCGCAGCTGGCGGTACTGGCGAAGGA ' 

TTCAGCCTTACCGTTGAGGAAAACCACCGTGTCACTCAACTTGCAGTTCAGGCGTCCAGC 

CCGGAAGTTCCCGTGTTGGGGTCTGCTACTGGCTCAACTAAGTCTGCCATCGCAAACGCA 

CAGGGCGCAGAGGCAGCAGGCGCTGAAGGTGTCCTCCTGCTTCCTCCCTACCTCACCGAA. 

TGCGACGCAGAAGGCCTGTACAACCATGCAGCCGCAGTCTGTGAATCCACTTCTCTTGGT 

GTCATCGTGTACAACCGTGCCAATGCCATCTACTCCCCAGAGGTTATCGCTCGACTCTCT 

GAGCGCTACCCCAACTTCATTGGATTTAAAGATGGCACCGGAAACATCGAGCACCTAGCA 

AAGATCACCACGCTATGCGGAGATCGCCTGTTCTACCTCGGTGGACTTCCCACCGCTGAG 

ACCTTTGCACTACCACTGCTTCAGATGGGCATGAGCACCTACTCCTCTGCAATGTTCAAC 

TTCATTCCAGATTTCGCACTGAGCTTCTACGCCGATGTTCGTGCGCAGGACAGCGCAGCA 

GTAAAGCAGAAGCTGAGCGATTTTGTGCTCCCCTACTTGGATATCCGCGATCGCGCACAA 

GGCTACGGTGTCTCCATTGGTAAGGGCGGACTCAAGGCTGTTGGCCGCAACGCTGGCGGC 

GTTCGCCCACCACTGCGTAACCTTTCCGAGCAAGATATCGCGGACCTGTCGGATTTGCTT 

GCCACCTCTGGCGCAGGTTCCTACCGCCTTCAGTTGAGG 

>RXN004 01-ciownstream 

T G AAAG C A T GAT C AC CGCAACCG 

RXN004 27 -upstream 

GCGGTCATTGTGACCCACAATCGTGTGGAATTGCTGCGGCATTCCCTCGAGGTTGTTGCC 
AATCAAACCTATCCGGTGAAACACATTGTGGTGGTGGATA 

>RXN00427 

ATGGGGCGGATCCTAGTATTCTATAGTGTCACTTTAGAGGTGGCGGGAGACCGTCCCGTT 
TACACGCCTTCGCGCACCAATTTGGGCGACGGTGGCGGTTTTGCTTTTGGTTTTTTGACG 
GCGTTGGCGCTGGGGGCGAACGCGGTGTGGTGCACAGACGATGACGGCCGGCCGGAGGGG 
CCAGGGGTGTTGAAGACGCTTATCGACGCCGCTTCTCGGCATAATCTGGAGGAGGTTTCT 
CCGGTGGTATGCAATGCTGATGATCCGGAGCGGTTGGCATTTCCGCTGCGTCGGGGCTTG 
GAGTGGCGTCGGATGCGCAGTGAGTTGATTGATCCAGCCAACCCGGAGGATGATTTGCTG 
CCGGGCATCGCCTCCTTGTTCAATGGTGCCCTGATCAGCGCTTATGCAATGGAGCGCATT 
GGCGTGCCGGACTATCGACTGTTTATTCGCGGCGATGAGGTGGAGTATCACCGCCGTTTG 
GTGCGTTCCGGTTTGCCGTTTGGTACGTGTTTGACCACGGCGTATTTGCACCCGGATGGT 
TCTGATGAGTTCAAGCCGATTCTGGGTGGGCGGATGCATACGCAGTATCCGGATAATGAT 
TTCAAGAGGTTTTTCACCTACCGCAACCGTGGCTACCTGATGAGCCAGCCGGGAATGCGC 
AAGCTTCTCCCTCAGGAATATGCGCGCTTTGCGTGGTTCTTCCTGGTTCAGAAACGGGAT 
GTGAAGGGATTCCGGGAGTGGCTGCGCCTGCACAAACTGGGCCGCGACGAGAAATTCAAT 
AGGCCC 

>RXN004 2 7 -downstream 
TAGATCAGTTTTAGTAGTTCCTC 

>RXN004 8 3-upstream 
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AGACCCAAGAGTAAAATCCCAGGATTTGCTTATACTTGCGCTCATGGATAATCAACTTCG 
TCCCACTTTGCATTATCAAGCTCAAAACCCGCACCGGCGA 

>RXN00483 

GTGCTGGTCACCGGTGCGACAGGCTACATTGGCGGCAGGTTGATTACTGAGTTACTTGCT 
GCCGGTTTCCAAGTTCGGGCCACCTCGAGGAAAAAAACAAGTCTTCAGCGCTTTGACTGG 
TACGAGGACGTCGAGGCAGTGGAAGCGGATCTGACTGACGCGACTGAGTTAGATACGTTA 
TTTAAGGATGTAGACGTTGTTTACTATCTAGTGCATTCCATGGGAGGTAAGAATGTTGAT 
TTTGAAGAGCAAGAGCAACGCACTGCTG7VA71ATGTAATTCAAGCTGCTGATCAAGCCGGG 
ATAAAACAGATTGTCTACCTTTCCGGCTTACACCCGCGT/^TCGAAAAATAGAAGAACTA 
TCTAAGCACATGCGCTCACGGGAAAAGGTCGCCCAGATTTTGCTGGCAGGCCAGACACCA 
GCTTTAATTTTAAGGGCTGCCACAATTATTGGTTCCGGCTCTGCATCATTTGAAATAATC 
CGTCATCTCACGGAGCGTTTGCCTAGAATGATAGCGCCTCAGTGGATTACTAATCAGATT 
GAGGCTTTAGCAATACGGGATGTTTTGCATTACCTAATCTCGGCGGCTGATTTAAAGGAT 
CCAGTCAACCGCTCCTGCGATATTGGGTGTGGAAAGTCGTATGAATTTGCGGATCTATTG 
CGTATCTATGCCGATGTTCGGGGACTGAAACGTCATGTAAATTCCGTACCTCTCAATTTG 
CCCATGGACAAGCTATCCGGTCTTTGGATTAGTCTAGTGACACCTGTTCCATTTCAATTG 
TCTTTCCCTTTAGCTCAATCAATGGCTGAGGATGCCGTCACTGAAGAGCACAGCATTAAA 
GATATTATTTCAGATCCACCCGATGGTTTTATTGAGTATCGGGAAGCAGTGGAGCTGGCA 
TTAGCTGCAGAATTTGATCGTGGAGTTCCAACGTCATGGGATCGAAGCTGGACTGTACAA' 
CAACCGTGGGCTGGCCAGCCTACCGATCCAGAGTGGGCGGGCAAAGCTGTATATGAAGAC 
GTCCGCACAGAAGATACTGATCTCCGAGCAGCGCAGGTCTGGCCGATCATTGAAGGTTTG 
GGTGGCGTGAACGGCTGGTATTCTGCACCACTGCTATGGCGATTGCGGGGTATCGCTGAC 
AGACTCATCGGCGGTCCAGGTTTGGGCGGACGGCGGGATCCCCGTCATTTGAAACTTGGG 
GATCGCATTGATTGGTGGCGGGTTACTGAGATCGATCCACCACATAGATTAGTGCTCACC 
GCAGAGATGAAAGTAGATGGTGGCGCTTGGCTGATCCTGGAAGTTGCGGACAAGG7\AAAT 
GGCGGATGTACTTATACCCAGCGCGCT^TATTTGAGCCGAAGGGTTTGCCCGGTTATCTC 
TATTGGTGGGTTGTTTCACCGTTCCATGCGATTATTTTTCCTTATATGCGTTCGAATATT 
TTAAAAGCTGCGCGTAAACTCACT 

>RXN004 8 3-downstream 
TAATCGCAGAGTAGGCGTCTAAA 

>RXN00519-upstream 

TTTCCATGCGGGGCTGAAACTGCCACCATAGGCGCCAGCAATTAGTAGAACACTGTATTC 
TAGGTAGCTGAACAAAAGAGCCCATCAACCAAGGAGACTC 

>RXN00519 

ATGGCTAAGATCATCTGGACCCGCACCGACGAAGCACCGCTGCTCGCGACCTACTCGCTG 
AAGCCGGTCGTCGAGGCATTTGCTGCTACCGCGGGCATTGAGGTCGAGACCCGGGACATT 
TCACTCGCTGGACGCATCCTCGCCCAGTTCCCAGAGCGCCTCACCGAAGATCAGAAGGTA 
GGCAACGCACTCGCAGAACTCGGCGAGCTTGCTAAGACTCCTGAAGCAAACATCATTAAG 
CTTCCAAACATCTCCGCTTCTGTTCCACAGCTCAAGGCTGCTATTAAGGAACTGCAGGAC 
CAGGGCTACGACATCCCAGAACTGCCTGATAACGCCACCACCGACGAGGAAAAAGACATC 
CTCGCACGCTACAACGCTGTT7\AGGGTTCCGCTGTGAACCCAGTGCTGCGTGAAGGCAAC 
TCTGACCGCCGCGCACCAATCGCTGTCAAGAACTTTGTTAAGAAGTTCCCACACCGCATG 
GGCGAGTGGTCTGCAGATTCCAAGACCAACGTTGCAACCATGGATGCAAACGACTTCCGC 
CACAACGAGAAGTCCATCATCCTCGACGCTGCTGATGAAGTTCAGATCAAGCACATCGCA 
GCTGACGGCACCGAGACCATCCTCAAGGACAGCCTCAAGCTTCTTGAAGGCGAAGTTCTA 
GACGGAACCGTTCTGTCCGCAAAGGCACTGGACGCATTCCTTCTCGAGCAGGTCGCTCGC 
GCAAAGGCAGAAGGTATCCTCTTCTCCGCACACCTGAAGGCCACCATGATGAAGGTCTCC 
GACCCAATCATCTTCGGCCACGTTGTGCGCGCTTACTTCGCAGACGTTTTCGCACAGTAC 
GGTGAGCAGCTGCTCGCAGCTGGCCTCAACGGCGAAAACGGCCTCGCTGCAATCCTCTCC 
GGCTTGGAGTCCCTGGACAACGGCGAAGAAATCAAGGCTGCATTCGAGAAGGGCTTGGAA 
GACGGCCCAGACCTGGCCATGGTTAACTCCGCTCGCGGCATCACCAACCTGCATGTCCCT 
TCCGATGTCATCGTGGACGCTTCCATGCCAGCAATGATTCGTACCTCCGGCCACATGTGG 
AACAAAGACGACCAGGAGCAGGACACCCTGGCAATCATCCCAGACTCCTCCTACGCTGGC 
GTCTACCAGACCGTTATCGAAGACTGCCGCAAGAACGGCGCATTCGATCCAACCACCATG 
GGTACCGTCCCTAACGTTGGTCTGATGGCTCAGAAGGCTGAAGAGTACGGCTCCCATGAC 
AAGACCTTCCGCATCGAAGCAGACGGTGTGGTTCAGGTTGTTTCCTCCAACGGCGACGTT 
CTCATCGAGCACGACGTTGAGGCAAATGACATCTGGCGTGCATGCCAGGTCAAGGATGCC 
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CCAATCCAGGATTGGGTAAAGCTTGCTGTCACCCGCTCCCGTCTCTCCGGAATGCCTGCA 
GTGTTCTGGTTGGATCCAGAGCGCGCACACGACCGCAACCTGGCTTCCCTCGTTGAGAAG 
TACCTGGCTGACCACGACACCGAGGGCCTGGACATCCAGATCCTCTCCCCTGTTGAGGCA 
ACCCAGCTCTCCATCGACCGCATCCGCCGTGGCGAGGACACCATCTCTGTCACCGGTAAC 
GTTCTGCGTGACTACAACACCGACCTCTTCCCAATCCTGGAGCTGGGCACCTCTGCAAAG 
ATGCTGTCTGTCGTTCCTTTGATGGCTGGCGGCGGACTGTTCGAGACCGGTGCTGGTGGA 
TCTGCTCCTAAGCACGTCCAGCAGGTTCAGGAAGAAAACCACCTGCGTTGGGATTCCCTC 
GGTGAGTTCCTCGCACTGGCTGAGTCCTTCCGCCACGAGCTCAACAACAACGGCAACACC 
AAGGCCGGCGTTCTGGCTGACGCTCTGGACAAGGCAACTGAGAAGCTGCTGAACGAAGAG 
TVAGTCCCCATCCCGCAAGGTTGGCGAGATCGACAACCGTGGCTCCCACTTCTGGCTGACC 
AAGTTCTGGGCTGACGAGCTCGCTGCTCAGACCGAGGACGCAGATCTGGCTGCTACCTTC 
GCACCAGTCGCAGAAGCACTGAACACAGGCGCTGCAGACATCGATGCTGCACTGCTCGCA 
GTTCAGGGTGGAGCAACTGACCTTGGTGGCTACTACTCCCCTAACGAGGAGAAGCTCACC 
AACATCATGCGCCCAGTCGCACAGTTCAACGAGATCGTTGACGCACTGAAGAAG 

>RXN0 0519-downstreain 
TAAAGTCTCTTCACAAAAAGCGC 

>RXN00595-upstream 

CGACGACACCCGGTCCATCGAACCAGATGACGATCAATCGCCTTTGACTACTAGCGCTCG 
T T GAG T C AC C AAC C C AAC AG AT GAG GAG G AT AAAGC T T AA 

>RXN00595 

ATGGCCATGGATGTTCTCCTTCCTATTTTCGTTGCAGTTCCCCTTGCTGCCTCTGCCATT 
GCGGTGCTTCTGCCGTGGCGTCTCATCCGCGATATTTTGCACATCATCGTGCCTTTCGCG 
GGTATTTTTGCTGGCATCTGGTTGTTTGCACACACCGCTGAACACGGCCCGATTGCTCAC 
AACGTGGGCCTTTATGTCGGTGGCGTGGCAATCCCCTTTGCTGCCGATACGTTCAGCGCC 
ATCATGTTGATCACCACCTCGATCGTTGCGGTGGCTGCCAACTGGTTTGCCACCATCGTC 
GGTGAAACCCGCGCGCGTTTCTATCCAGCGCTCACATTGATGCTGATCACGGGCGTCAAC 
GGTGCTCTGCTGACTGCCGATCTGTTCAACTTCTTTGTGTTCATCGAAGTGATGCTGCTG 
CCTTCCTATGGTTTGATCGCCATGACCGGAACGTGGGCGCGCCTAGCCTCTGGACGAATC 
TTCGTACTAGTCAATCTCTCTGCCTCCACATTGCTGGTTGCAGGTGTGGG7\ATCGTCTAC 
GGTGTCATAGGCTCAGTCAACATCGCAGCTCTGCAAGATGTCGTAGAGGGCAACCCCCTG 
GTTGCCAGCGCAATGGGCATCGTGGTTATTGCCATCGCGGTTAAAGCCGGTGTATTCCCA 
GTGCACACATGGCTGCCACGCACCTATCCTGGTACATCAGCAGCTGTGATGGGGTTGTTC 
TCCGGTTTGCACACCAAAGTCGCGGTATACATGCTCTATCGCATTTGGGTCCACATTTTT 
AACATGGATCCCACGTGGAATTGGCTGATTGTCGCATTCATGGTGATATCCATGCTGGTC 
GGTGGCTTCGCTGGACTTGCTGAAAACTCCATCCGTCGCGTCCTTGCCTACCAAATGGTC 
AACGGCATGCCATTTATTCTCATCATGATGGCGTTTACCTCTGACGATCCACAGCGCGCA 
CTTGCCGCTGGTCTGTTGTACACCCTGCACCACATGATCACCATCGCCGCATTGGTGCTC 
ACTTCCGGCGCAATCGAAGAAACCTACGGCACCGGTATGTTGTCCAAGCTGTCTGGCCTT 
GCACGCCGCGAACCCGTCGTCGCAGCAGTGTTCGCTGCAGGTGCCTTCTCTGTTGTCGGT 
TTCCCACCGTTTTCCGGTATGTGGGGCAAAGCGCTCATCCTGCTCGAGATCGCCCGCGTC 
GGCAATATTGCAGCATGGATCGCAATCGCCGCCATCATCATCGCCAGCCTGGGCGCACTG 
CTCTCGATGATCCGCGTGTGGCGTGAAGTCTTCTGGGGTGGCGCAATGCACCAGCGCGGC 
GTCTCGCCGCAGCTGCGCATCAGCCCAGCAAAAATCGCCCCAGCGCTCAGCCTGATCATT 
TTATCGGTAGGCATGTTCATCTTCGCGGGCCCGCTTATCGACGCGACCCTCACCGCCACC 
GACGGCCTCTTGAACACCGATGCATACCAACAGGCTGTGCTCGGTGAAAATGCCATCGGA 
GTGCCAAGCCCTAGCTACCAGGGAGGAAAC 

>RXN005 95-downstream 
TAATGCTTAACGCCCTGAAATTC 

>RXNOO 52 8 -upstream 

TTCTGCTGGGAATCCCCACATTTTGGAACGTAGCGTCGATAAGCGTGCGGCGAAGCTTTT 
TCGGTCGCGGCCGTTATCTTTTTAAGAGGAGAAATTTTAG 

>RXN00528 

ATGAGCACGTCCACCATCAGGGTTGCCATTGCCGGAGTCGGAAACTGCGCGACCTCCCTC 
ATTCAGGGTGTGGAATATTACCGAAATGCGGATCCTTCCGAAACTGTCCCGGGTTTGATG 
CACGTCAAATTCGGTGATTACCACGTTGGCGACATTGAATTCGTGGCCGCGTTCGACGTC 
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GACGCCGAAAAAGTAGGCATCGATCTTGCCGACGCCACCGAGGCTTCACAAAACTGCACT 
ATCAAAATCGCCGATGTCCCACAGACCGGCATCAACGTGCTGCGTGGCCCGACTCTCGAC 
GGCCTGGGCGATCATTACCGCGCGACCATCGACGAGTCCACCGCCGAGCCAGTCGACGTT 
GTCCAGGCGCTTATCGACGCAAAAGCCGATGTTTTGGTGTCCTACCTCCCAGTGGGCTCC 
GAAGAAGCCGACAAATTCTACGCACAAGCCGCCATCGATGCAGGCTGCGCCTTTGTCAAC 
GCTCTCCCAGTATTCATCGCCTCCGACCCTGAGTGGGCTAAGAAGTTCACTGACGCTGGC 
ATCCCi\ATTGTTGGCGATGACATCAAATCCCAGATCGGTGCAACCATCACCCACCGTGTC 
CTCGCACGCCTTTTTGAAGAACGTGGCGTTCGCGTAGATCGCACCATGCAGCTCAACGTC 
GGCGGCAACATGGACTTCAAAAACATGCTTGACCGCAATCGCTTGGAATCC7U\GAAGGTC 
TCCAAAACCCAAGCAGTGACCTCCAACATTCCAGATGGTCCACTGTCTGGAAAGGTGGAA 
GACCGCAACGTCCACATCGGACCATCCGACCACGTCCAATGGCTCGATGACCGCAAGTGG 
GCTTATGTCCGCCTCGAAGGCACCGCATTCGGTGGAGTTCCCCTCAACCTTGAGTACAAA 
CTCGAGGTGTGGGATTCACCCAACTCTGCCGGCATCATCATCGACGCTGTTCGCGCCGCC 
AAGATCGCCCTCGATCGCGGTATCGGCGGACCGATCATGCCAGCAAGCTCCTACCTGATG 
AAGTCCCCACCTGAGCAGCTTCCAGACGATGTTGCTTGTGAACGCCTAGAGGCATTCATC 
ATCGAGGCG 

>RXNO 052 8 -downstream 
TAAAATTAGGCTAAAAATTTGGG 

>RXN00606-upstream 

TGCGGTGGCGATTGCTGCGACCCAAGCTGGCACCACCAGCCTCGATGGTATTTTGCACTC 
TGATTTCTGGCGGAGAAGCCA . 

>RXN00606 

GTGCTCACGGGTGTTATTGCGGTGCTGATTGCAATGTCCGCGTTCACTAAGTCCGCACAG 
TTCCCGTTCCACTTCTGGCTGCCTGAGGCGATGGCTGCGGCC7\CCCCAGTGTCGGCGTTC 
CTGCACGCTGCGGCCGTGGTCAAGGCGGGTATTTACCTGTTGCTGCGCTTTAGCATTGTG 
TTCCATGATGTTGCGGTCTGGAATTGGTTGCTGATTATCGTCGGCATGGGTACGGCCATC 
ATGTCGGCGTATTTCGCGGTGCAGAAGACCGATCTGAAGAAGCTCACGGCATATTCCACG 
GTGTCGCATTTGGGTTGGATCGTAGCGACCATCGGCGTGGGCACTCCTTTCGCGCTCGGC 
GCTGCCATTGTGCACACGCTCAGCCACGCGCTGTTTAAGTCCTCGTTGTTCATGCTCATT 
GGCGTGATTGATCACCAGACTGGCACGCGCGATATTCGTCGCCTCGGTTTCCTGGTCAAG 
AAGATGCCGTTCACGTTTGTGTCTGTATTAATAGGTGCGTTGTCGATGGCATCGGTTCCG 
CCGTTGCTCGGCTTCGTGTCCAAAGAAGGCATGATCACAGCGTTCATGGACGCCCCCATC 
GGCAACTCCTATGTTGTATTACTGCTGGTCGGCGCAGCAATCGGCGCGGTCCTAACCTTC 
ACATACTCCGCGAAACTCGTGCTCGGCGCATTCGTCGACGGCCCACGCGACATGTCACAC 
GTCAAGGAAGCCCCCGTCTCCCTCTGGCTTCCGGCCGCCCTGCCTGGACTTATGTCTCTG 
CCACTAGTCCTAGTACTTTCGCTTTTCGACGCCCCCGTCTCCGCCGCAGCCACCTCCGCC 
GCGGGGGAAGCGGCGCACATGCACCTGGCATTGTGGCACGGCATCAACACCCCACTGTTG 
ATTTCCTTGGGTGTGCTGGTGGCCGGAATCCTTGGTGTGCTGTTCCGCAAAGAGCTGTGG 
AAAATCGCCGAGACCAGCCCTTTCCCCATCGCCACAGGCAACGACATCCTATCGATGCTG 
GTTTACCGAGCCAACTTGCTGGGTAAATTCTTCGGTCGCATGGCTGATTCGATGAGCCCA 
CGCAGGCACTTGGTCAGCCTCATCGTGCTGCTCTGGGCGCTGGCTGCTTTTGCCACCATT 
CACCCCTCGGTTCAGCTTGCACCAAAGCAACCGGGAATTGATCGTTGGATCGACCTCATT 
CCGCTTGCCATCATCGCGCTATCTGTCTTCGGCCTGCTCACCACCCGAAACCGCCTCAGC 
GCAGCCGTGCTTGTGGGTACCGTTGGTGTGGGTGTTTCCTTCCAGATGCTACTTCTGGGC 
GCTCCCGATGTTGCACTTACCCAGTTCCTGGTAGAAGGCCTCGTCGTGGTAATCATCATG 
ATGGTTGTCCGGCACCAGCCTGCCAACTTCAAGCGCATCAAGCCCAGCAGAAGGCGCAGC 
ACCGTTCTTGTCGCCGTCCTTGCTGCCTTCGCCGCATTCATGGCGGTGTGGGGATTGCTT 
GGCCGTCACGAACGTTCTGAGCTGGCCATGTGGTACCTCAACCAAGGTCCAGAGATCACC 
TCTGGCGCCAACGTGGTGAACACCATCCTCGTGGAATTCCGTGCACTGGATACGTTGGGC 
GAGCTCTCCGTGCTTGGCATGGCAGCTGTCGTCATCGGTGCGATGGTGGCTTCCATGCCT 
CGTCATCCGTTTGCCAAGGGCACCCACCCTCGCCCCTTTGGCCAATCACAGTTGAACTCC 
ATTCCGCTGCGCATGCTGCTTAAGGTGCTGGTTCCAGCGCTATGCTTCTTGAGCTTCATG 
GTGTTCATGCGTGGACACAATGATCCGGGAGGCGGTTTCATCGCAGCCCTAATTGCCGGT 
GGCGCGCTGATGCTCCTGTACCTGTCCAAGGCCAAAGATGGCCGCATTTTCCGCCCGAAT 
GTTCCTTTCATTCTCACTGGTGCGGGCATCTTGATGGCAGTGTTCTCGGGCGTACTGGGA 
CTCACCCACGGTTCTTTCCTGTACGCCATCCACTTCAACTTCGTAGGCCAGCACTGGACC 
ACCTCGATGATCTTCGACCTCGGCGTGTACCTGGCCGTGTTGGGCATGGTGTCCATGGCA 
ATCAACGGCCTGGGCGGATACCTGCGCCCAGGTACCGACAATGCAGATCTGGACTACGCC 
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CGCCGAAGTGGCCCACTGCCAGCAACGCCAACGGTTGAACCCGAACCAGAAGGCGATGAA 
GACTGGCCCGAACCCATCAACCCCGCAGGCGATAACAAAGAGGAGGCAAACCGA 

>ElXN00 60 6-downstream 
TGATTCTCGCACTGACAGTCGCG 

>RXN00 635-upstream 

CTGGCAGGCGGGCGAAGCGTGGCAACAACTGGAATTTAAGAGCACAATTGAAGTCGCACC 
AAGTTAGGCAACACAATAGCCATAACGTTGAGGAGTTCAG 

>RXN00 635 

ATGGCACACAGCTACGCAGAACAATTAATTGACACTTTGGAAGCTCTiAGGTGTGAAGCGA 
ATTTATGGTTTGGTGGGTGACAGCCTTAATCCGATCGTGGATGCTGTCCGCCAATCAGAT 
ATTGAGTGGGTGCACGTTCGAAATGAGGAAGCGGCGGCGTTTGCAGCCGGTGCGGAATCG 
TTGATCACTGGGGAGCTGGCAGTATGTGCTGCTTCTTGTGGTCCTGGAAACACACACCTG 
ATTCAGGGTCTTTATGATTCGCATCGAAATGGTGCGAAGGTGTTGGCCATCGCTAGCCAT 
ATTCCGAGTGCCCAGATTGGTTCGACGTTCTTCCAGGAAACGCATCCGGAGATTTTGTTT 
AAGGAATGCTCTGGTTACTGCGAGATGGTGAATGGTGGTGAGCAGGGTGAACGCATTTTG 
CATCACGCGATTCAGTCCACCATGGCGGGTAAAGGTGTGTCGGTGGTAGTGATTCCTGGT 
GATATCGCTAAGGAAGACGCAGGTGACGGTACTTATTCCAATTCCACTATTTCTTCTGGC 
ACTCCTGTGGTGTTCCCGGATCCTACTGAGGCTGCAGCGCTGGTGGAGGCGATTAACAAC 
GCTAAGTCTGTCACTTTGTTCTGCGGTGCGGGCGTGAAGAATGCTCGCGCGCAGGTGTTG 
GAGTTGGCGGAGAAGATTAAATCACCGATCGGGCATGCGCTGGGTGGTAAGCAGTACATC 
CAGCATGAGAATCCGTTTGAGGTCGGCATGTCTGGCCTGCTTGGTTACGGCGCCTGCGTG 
GATGCGTCCAATGAGGCGGATCTGCTGATTCTATTGGGTACGGATTTCCCTTATTCTGAT 
TTCCTTCCTAAAGACAACGTTGCCCAGGTGGATATCAACGGTGCGCACATTGGTCGACGT 
ACCACGGTGAAGTATCCGGTGACCGGTGATGTTGCTGCAACAATCGAAAATATTTTGCCT 
CATGTGAAGGAAAAAACAGATCGTTCCTTCCTTGATCGGATGCTCAAGGCACACGAGCGT 
AAGTTGAGCTCGGTGGTAGAGACGTACACACATAACGTCGAGAAGCATGTGCCTATTCAC 
CCTGAATACGTTGCCTCTATTTTGAACGAGCTGGCGGATAAGGATGCGGTGTTTACTGTG 
GATACCGGCATGTGCAATGTGTGGCATGCGAGGTACATCGAGAATCCGGAGGGAACGCGC 
GACTTTGTGGGTTCATTCCGCCACGGCACGATGGCTAATGCGTTGCCTCATGCGATTGGT 
GCGCAAAGTGTTGATCGAAACCGCCAGGTGATCGCGATGTGTGGCGATGGTGGTTTGGGC 
ATGCTGCTGGGTGAGCTTCTGACCGTTAAGCTGCACCAACTTCCGCTGAAGGCTGTGGTG 
TTTAACAACAGTTCTTTGGGCATGGTGAAGTTGGAGATGCTCGTGGAGGGACAGCCAGAA 
TTTGGTACTGACCATGAGGAAGTGAATTTCGCAGAGATTGCGGCGGCTGCGGGTATCAAA 
TCGGTACGCATCACCGATCCGAAGAAAGTTCGCGAGCAGCTAGCTGAGGCATTGGCATAT 
CCTGGACCTGTACTGATCGATATCGTCACGGATCCTAATGCGCTGTCGATCCCACCAACC 
ATCACGTGGGAACAGGTCATGGGATTCAGCAAGGCGGCCACCCGAACCGTCTTTGGTGGA 
GGAGTAGGAGCGATGATCGATCTGGCCCGTTCGAACATAAGGAATATTCCTACTCCA 

>RXN00 635-downstream 
TGATGATTGATACACCTGCTGTT 

>RXNOO 68 4 -upstream 

AGTCACACCTAAAAGTGATAGCCATCACGAATCTTTAGGAAAAGTGATTCAAACTTCACT 
GTGATCGGCTTCGGCCACACACTIAGTGTCAGGAGATGACA 

>RXN00684 

ATGACTTCCCAGACTTCCCAACAATCCACCTCAACCGGTGGATGCCCATTCGGGCACACA 
TCAGAGTCCACCAGCCATCACGGCTACCAGCCTTTCGATATGCACAACCCGTTTCCTGCA 
TATAAAGAACTCCGTCAGGAAGAGCCAGTGATGTTCGATGAGCGCATCGGCTACTGGGTG 
GTAACCAAATATGACGACATCAAAACCACCTTTGATGACTGGGAAACATTCTCCTCTGAA 
AATGCACAAGCCCCAGTCCGCAAGCGTGGACCTCAGGCAACCCAAATCATGACCGATGGC 
GGCTTCACTGCATACTCCGGATTATCAGCTCGTATTCCACCAGAGCACACCCGCATCCGC 
GCAATCGCACAAAAGGCCTTCACGCCACGCCGCTATAAAGCACTCGAACCAGATATCCGA 
GCAATGGTGATTGATCGTGTGGAGAAAATGTTGGCGAATGATCAACACGTCGGCGATATG 
GTGTCAGATCTTGCCTACGACATTCCAACCATCACGATCCTGACGCTGATCGGTGCAGAT 
ATTTTCATGGTGGTCACCTACAAGCGGTGGTCAGATTCCCGTGCGGCCATGACCTGGGGC 
GATCTTAGTGATGAAGAGCAGATCCCACACGCACACAATTTGGTTGAGTACTGGCAGGAA 
TGCCAACGCATGGTAGCTGATGCACATGCACACGGTGGCGACAACCTCACCGCTGATCTA 
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GTGCGAGCACAGCAAGAGGGTCAAGAAATCACCGATCATGAGATTGCTTCTTTGCTGTAC 
TCCCTGCTTTTTGCGGGGCACGAAACAACCACCACGTTGATCTCGAATTGTTTCCGAGTT 
CTCCTCGATCATCCAGAGCAGTGGCAAGCCATTCTAGAGAATCCAAAACTGATTCCTGCG 
GCAGTGGATGAGGTCTTGCGGTACTCCGGCTCGATCGTGGGGTGGCGTCGAAAAGCATTA 
AAAGACACCGAGATCGGCGGCGTTGCCATTAAGGAAGGCGATGGTGTTCTGCTGCTCATG 
GGTTCCGCGAACCGCGATGAAGCTCGCTTTGAAAATGGCGAGGAATTCGATATCAGCCGC 
GCTAATGCGCGCGAGCACCTGTCTTTTGGTTTCGGCATCCACTATTGCCTAGGAAACATG 
CTGGCCAAACTTCTVAGCCAAGATCTGTCTCGAGGAAGTCACCAGGCTTGTTCCTTCCCTG 
CACTTGGTTGCGGACAAAGCTATCGGGTTCCGGGAGAACCTCTCCTTCCGCGTCCCCACT 
TCTGTTCCCGTGACTTGGAACGCT 

>RXNOO 68 4 -downs t ream 
TAACGCTTTATTAAATAAGGAGA 

>RXN0d7 05-upstream ' 

GTTCTGGAACAAGCACTGATGATTGGGCCGAGTCCACGTTGGTTAATGCTCTGCATCTTC 
AAGAAATCATCGCTAAAAATTACCCGGAGGCTAAATAAAA 

>RXN00705 

ATGGGTCGGATTACCCAAAACTTGCAGGTCCCACGCGTTGTGTCCACTGACGAGCAAGTT 
TTTGTTAACACTCGTCCGGATACTGTTGCGGTGGAGGAGCCTCTAGAAATTCGGGTTAAT 
GGCACTGCGCTTACCACCACTATGCGCACGCCCGGCGATGATATTGAGTTGGTGCATGGC 
CTCCTCTTGTCAGAAGGTCTGATCACGGATGGTTCTGAGGTTTTTACCGCCCGCTATTGT 
GCAGGAGCTGTTGGCCCAGATAATCAAAATACGTACAACGTCTTAGAACTTGATGTCATC 
CCCAAAGACAATCCGGCCCGGGATCCCGTCCAGAATCCCTCCCATAATCCCGAAGGCAGC 
CAACACGAAGCACTCCACATCCCAACTTTCCAACCGGTACGCGAACTAAACCTCGTGGCA 
GCCCAACGCAATGTGCTGACTACGTCTGCTTGTGGTGTTTGTGGCACGACGTCTATTGAG 
CAGTTGATGAACAAGAAGGGCTGGCCCATTACGCCGATTACACCGGATCCTCGGATGATT 
GTGTCGTTGCCAGATAAGTTGAAGTCGAAGCAGAAGATTTTCGACAAAACTGGTGGGGTT 
CATGCTGCTGGTTTGGCCACGCTTGATGGTGAGATGTTGATTATTCGAGAGGATGTCGGT 
CGGCATAACGCAGCTGACAAAGTTATAGGAAACATGCTGATGGCGGGAAAGCTCCCCTTG 
GAAAACACTATTTTGGTGATGAGTTCTAGGGCGTCTTTTGAGCTTGTCCAAAAGGCTGCC 
ATGGCTGGAATTTCGGGTGTAATCGCTGTTGGTGCTGCAACATCGCTGGCAATCGAGGCG 
GCGCAGGATTCAGGTATTTTCCTTGCTGGTTTTGTTCGGGGCAACAAGTTTAACCACTAT 
GCGGGCGAGCTCGGA 

>RXN007 OS-downstream 
TAATGCCAGAACAGGTAGAACAG 

>RXN007 99-upstream 

TTGTCTAACCCCGTATAGGTGAGAAATGTTGGACAAGTGTCTGTTTTTTGTGGGGGAAAT 
C T GAG TAG GAT G G T AAG AAAT AAGG AAAG AG AT TAG CAT T 

>RXN00799 

ATGTCTCAAGAGCGGCCTCAAATCGGCTCCCGCCTCTCTCGTGTCATTGAACAAGACGGC 
CTACAATTCCGCGATCTCGACGGCGACGGCGTACTTGCACCTTATGAAGATTGGCGTCTA 
ACCCCAGCAGAGCGTGCCGCTGACCTGGTGAAACGTATGAATGTGGAAGAAAAAGCGGGC 
CTGATGATCATCGGTTCGCACTACCCCGGATACTCGCCTTTGGCGCCGGAGAGTGAAGGC 
AAAGACGCGGAAAAGTGCGAGCCTTTGCTGAACCCTGTCGATATGTGGCGTGAGGATAAC 
CCGATCACGGGTGTTCCTTTCACCGAGCCTGTGCTGGCAACTTCTTCCACTGAAAATGCC 
ATTAACCTGCGCAATCAGCGTTACTTAATTGTTCGTGACAACCTGCCAGCTCGTGGGCTT 
GCTACTTGGACCAATGCTGTTCAGGAAGTCGCGGAGCGATCCCGTTTGGGTATTCCTGTT 
GCGTTTGCGTCGAATCCTCGTAACCACGTCGCGCTCGTTGCGCAGTTCGGTGTGAACGAG 
TCCGCGGGTGTGTTCTCTGAGTGGCCTGGCGAGCTGGGTCTTGCTGCGCTTCGCGATGCT 
GAACTGATGGAGACTTTCGGTACCGAGGCTGCTAAAGAATGGCGTGCCGGTGGTGTGCAC 
AAGCTGTACGGTTACATGGCTGACCTCGCTTCTGAGCCTCGTTGGTCCCGCTTCAACGGT 
ACTTTTGGTGAGGATCCGGAGTTGATCTCTGATTACATCGCTGCTGTTGTGCGTGGTTTG 
CAGGGCCCTGAGCTGTCCAAGAATTCCGTGTCGACCACCATTAAGCACTTCCCAGGTGGC 
GGCGTGCGCCTCGACGGCCACGATCCTCACTTCCACTGGGGTCAGACCAATGAGTACCCA 
ACCGAAGATGCGCTGGGCAAGTACCATCTGCCTCCTTTCCAGGCAGCTATCGACGCTGGC 
TGCGCCTCGATCATGCCTTACTACGCACGGCCAATGAACAACTCCGCCAACCAGCTCGAT 
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CAGCAGCTGTGGCAAAACCCGACCACGCAGTTCGAAGAGGTTGCGTTTGCCTACAACCGC 
ACCTTCATTCAGGATTTGCTTCGCGACGCCATGGGCCACCGTGGGTACGTCAACTCCGAC 
TCCGGCGTCATCGACGCCATGATGTGGGGCGTGGAGGT^CTCAGCGAGCCAGAACGCTTC 
GCCGCAGCAGTGCGTGCAGGCACCGACATTTTCTCCGACATGGCTAACCCACGTCGACTG 
CTCGAAGCAGTTGCTGAGGGACACCTTGATGAGTCAGAGCTG/VATCAGCCAGTCCAGCGA 
CTCCTGGAGGAAATCTTCCAGCTTGGTCTGTTTGAGAACCCATATGTCTCTGAAGATGAA 
GCAGAAAAGATCATTGGTGCGCCAGAGGTTTCTGCATTGGGCAACAAAGCACAGCTTGAT 
TCCGTCACCTTGCTGCGTAACAACCCCATCCGTGCTGCCACTGGATCCTGCAGCAAGCCT 
GAAGATCTACCCATTGGTTACTGGCCGTACCAAGATCGACGAGGTTCAACTACAGCTGGA 
AGCAGCCATTCGCGCAGAACTCCCAGGGGTAACCTTGGTGTCTTCCGAGTCAGAAGCAGA 
TCTTGCAATCGTGTGGGCTCGCCC 

>RXN007 99-downstream 
TGAT^ATTGCACTGTTTGAAGATG 

>RXN008 68-upstream 

CGATGACCCAGCGCACGCCTGGGTTCGAGATACATGGACCGGGCAAGCATTTGATGATCG 
CTTGCCATATGAGAACGCAAACAAGGAGGGATAAAATTTC 

>RXN00868 

ATGGCTGAAACGAAGAGAATGACAGTTAGCCAGGCACTGGTTGAATTCCTTGGTCACCAG 
TGGACTGTCGACGGCGATATCCGCGAGCGCACCATTCCAGGCATGTTCGGAATTTTCGGA 
CACGGAAACGTTGCTGGCATTGGCCAGGCACTCAAGCAGTACAACGTTGAACAACCTGAG 
CTCATGCCGTACTACCAGGCTCGTAATGAGCAGGCGATGGTGCACCAGTCTGTTGGATAT 
GCACGCATGCACCGCCGTCGTGGCACATACGCATCTGCCGCATCTGTTGGACCCGGCGCG 
ACCAACCTGTTAACCGGTGCGGCTCTTGCTACCACCAACCGTTTGCCAGCGTTGCTGCTG 
CCTAGTGATACTTTTGCCACCCGCGTGGCGGATCCAGTGTTGCAGCAGTTGGAGCAGCCA 
TGGGATATCGGGCTGACGGTTAATGATGCTTTCCGCCCTGTGTCTAAGTTCTTTGATCGG 
GTGCAGCGCCCGGAGCAGTTGTTCTCTATTGCGTTGGCTGCGATGCGTGTGTTGACTGAT 
CCCGCAGAAACCGGTGCGGTCACCATTGCGCTTCCAGAAGATGTGCAGGCTGAAATGCTC 
GATGTGCCGGTGGAGTTCTTGCAGGATCGTGAGTGGCACATTAGGCGCCCACGTCCAGAG 
CGTGCTGCGTTGGCTCGTGCGATTGAAGTCATCAAAAACGCTAAGAATCCGATGATCATT 
GCTGGTGGCGGAGTGTTGTACTCCGATGCGGAAACGCAGCTGCAGGCACTTGTGGAGCAG 
ACTGGCATTCCAGTGGGTACCTCCCAAGCTGGTGGTGGCGTGTTGGCGTGGGATCATGCA 
CAAAACTTAGGTGGTGTGGGTGCCACCGGAACGTTGGCTGCCAACCGCATTGCGGGTGAT 
GCTGATGTGATCATCGGTATCGGTACTCGTTACAGCGATTTCACCACCGCATCTCGCACT 
GCGTTCCAAAACCCTGATGTCACCTTCATCAACATCAATGTTGCTTCCTTCGATGCTTAC 
AAGCATGGCACTCAGTTGCCTGTGATTGCAGATGCACGCGAGGCAATTGTGGAGCTTGCT 
GAAGCCCTGCAGGGATTCACCGTGGCAGAGGATTACGCGCAGCGCATCGCGAAGGAAAAG 
GCTGCGTGGGACGCAGAAGTAGATAAGTCTTTTGCCCCCTCCGGTCTTGCGCTGCCTGGA 
CAGCCGGAGATCATCGGCGCGGTGCAGGCGTCGACAAGCGAAAAAGACGTCATTGTGCAG 
GCCGCTGGATCCTTGCCTGGTGACCTGCACAAGCTGTGGCGTGTGCGCGATGCGCTGGGC 
TACCACGTGGAATATGCGTTCTCGTGCATGGGCTATGAAATCGCGGGCGGTATCGGCGCG 
AAGCGTGGACTTGATGCCGCAGGCGATGACCGCGACGTGGTGATCATGGTTGGTGATGGG 
TCCTACCTCATGCTCAACACTGAGCTGGTCACGGCCGTGGCAGAAGGTATCAAGGTGATT 
GTGGTGCTCATCCAAAACCACGGTTATGCCTCCATCGGCCACCTGTCTGAAACTGTCGGT 
TCGCAGCGTTTTGGTACTTGGTACCGCGAATATGACGCTGAGGCGAAAAACTTCCAGGGC 
GAGCAGATTCTGCCTGTTGACCTGGCGATGAATGCACGCAGCTACGGCATGGATGTCATT 
GAAGTGGAACCAAGCGCGAATGCGATCGAGGATCTCAAAGCAGCGATGGCAACCGCGAAG 
GCTTCGGAGAAATCCACCTTCATCCACATCAACAGCGATCCGTTGATCTACGCACCAGAC 
GGTGCTGGTTGGTGGGACGTGCCGGTGTCGGAGACGTCCACTCTGGATAGCACCAACGCG 
GCTCGTGAAGATTACCTGAAA?^CCAAGCCCTCCAGCGTCCGCTGCTCGGC 

>RXN008 68-downstreaiTi 
TAAACCAGTTGGCTAAACCAAAA 

>RXN008 71-upstream 

GGGAAAAGGCGATCACCAGCCGTTGGCTCGACCCAGCAACCCACGGTGGCATTAACCTCG 
GTTTCCCACAGAACGATTAATTGAAGGAGAGCACAGGACT 

>RXN00871 
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ATGCGTTGGTTCCATAAGAAGGGCGAACTGGCCCGAGATGGTTGGCAAAGCGTTGTCGAT 
GCCACCACCCCAGGTTGGGAATATACCGGCATCCGCATTGCCGAACTGGGCAGTGGTGAA 
TCGCTTGAACTGAATGACACTGGTGTGGAACGCATCTTCATTCCACTTCAGGGCAGCTTC 
GATGTTGCCCACCATGGTCAGGTGACCCATCTTCACGGAAGAAAGTCAGTCTTTGATGGA 
CCAACCGATGTGCTCTACCTCCCCACTGGACAAACAGCAACGCTCAGTGGTCAGGGACGA 
GTCGCCGTGGCGGAAGCTCCCACTCAGGAACCCAAGGAGTGGAAGTACATCGCTCCAGCA 
GAAACTCCTGTGGAGTTGCGTGGAGCTGGCCGCTCGAGCCGACAAGTCCACAACTTTGGC 
ACCCCGGAAGCTCTCGATGCTGCTCGACTAATCGTGTGTGAAGTAATCACCCCAGGTGAA 
AACTGGAGCTCTTACCCTCCACACAAGCATGATGAGCACATCCCAGGACACGAGTCCAAG 
CTGGAGGAAATCTACTACTTCGAAAGCGCCCCATCGCGAGTTGGTGGCAGGGCCGAAGCA 
GCAGAAGGAGCTTTCGGAATGTTTTCCACCTACTCCTCACCAGCGGGGGAGATCGATATC 
AACGCCATGGTGTACAGCGGCGATATCGCGCTAGTTCCTTTCGGATACCACGGCCCTGCC 
GTGGCAGCACCTGGCTATGACTTGTACTACCTCAACGTCATGGCAGGACCTGATCCGGAG 
AGAATCTGGCTGATTAACGATGACCCAGCGCACGCCTGGGTTCGAGATACATGGACCGGG 
CAAGCATTTGATGATCGCTTGCCATATGAGAACGCAAACAAGGAGGGA 

>RXN008 71-downstream 

T AAAAT T T C ATGGC T G AAAC G AA 

>RXN008 72-upstream 

GAAATGTATTGCTTTGTCAGGACAATGTGTTATTGTCATGACATGCGATCGTGAGGGTCG 
CCACATTCCATCAAAAATGAGTGAAGGGTTGCATCGCCAC 

>RXN00872 

ATGACTAACTTGACGAGCACTCACGAAGTCCTAGCTATCGGCCGCTTGGGCGTAGATATT 
TACCCACTTCAAAGTGGAGTAGGAGTGGCCGATGTTCAATCTTTCGGCAAGTACCTCGGC 
GGAAGCGCAGCAAACGTTTCTGTTGCAGCCGCCCGCCATGGACACAATTCCGCACTGCTG 
TCCCGTGTGGGAAATGATCCTTTCGGCGAGTACCTGCTTGCTGAGCTGGAGCGTTTGGGC 
GTGGACAACCAGTACGTTGCCACCGATCAGACTTTTAAGACCCCAGTGACCTTCTGTGAA 
ATTTTCCCACCGGATGATTTCCCACTGTACTTCTACCGCGAACCAAAGGCTCCGGATCTC 
AATATTGAATCCGCAGACGTCAGCCTGGACGATGTGCGCGAAGCCGATATTTTGTGGTTC 
ACACTCACTGGTTTCAGTGAAGAGCCAAGCCGCGGCACACACCGCGAGATCTTGACTACT 
CGTGCGAACCGTCGCCACACCATCTTTGATCTGGACTACCGACCAATGTTCTGGGAATCC 
CCAGAAGAGGCCACCAAGCAGGCGGAATGGGCGTTGCAGCATTCCACGGTGGCGGTTGGC 
AACAAGGAAGAATGCGAAATCGCAGTGGGCGAGACCGAGCCAGAGCGCGCGGGCCGAGCA 
CTGTTGGAACGCGGTGTGGAGTTGGCCATCGTCAAGCAGGGACCTAAGGGTGTCATGGCG 
ATGACCAAGGACGAAACCGTAGAAGTTCCTCCGTTCTTCGTCGATGTCATCAACGGTCTT 
GGTGCCGGCGATGCATTCGGCGGCGCGCTGTGCCACGGTCTGCTCTCTGAATGGCCGTTG 
GAAAAGGTTCTCCGTTTTGCCAACACCGCGGGTGCGCTTGTGGCGTCCCGTCTTGAATGC 
TCCACCGCAATGCCTACTACCGATGAGGTGGAAGCCTCCCTCAACCAGAAAGTC 

>RXN0087 2-downstream 
TGATATGACTCCTCCGATTATCT 

>RXN0087 9-upstreaia 

CACCCCAAAGCCCAATCCAAAAGATGTATTTTCTAACAAACTTACCCTCACGCTACAAAT 
ATGCTGTGCCCACACGCTATTAGTGGCATAATGTTGTGTT 

>RXN00879 

GTGACTGCTCGCAGATTTTTGAATGAACTCGCCGATCTCTACGGCGTAGCAACTTCCTAC 
ACTGATTACAAAGGTGCCCATATTGAGGTCAGCGATGACACATTAGTGAAAATCCTGCGT 
GCTCTGGGTGTGAATTTAGATACAAGCAACCTCCCCAACGATGACGCTATCCAACGCCAA 
ATTGCCCTCTTCCATGATCGAGAGTTCACTCGCCCACTGCCTCCATCGGTGGTTGCAGTT 
GAAGGTGATGAACTAGTTTTCCCGGTGCATGTGCACGACGGTTCCCCTGCAGATGTCCAC 
ATCGTU^TTGGAAGACGGCACGCAGCGGGATGTTTCTCAGGTGGAAAACTGGACAGCGCCA 
CGGGAAATTGATGGGATTAGGTGGGGCGAGGCATCGTTTAAGATTCCTGGTGATCTCCCC 
TTGGGTTGGCACAAGCTTCACCTTAAATCCAATGAACGCTCAGCTGAGTGCGGTTTGATC 
ATCACCCCGGCTCGTCTGTCTACTGCTGATAAGTATCTTGATTCCCCTCGCAGTGGTGTC 
ATGGCGCAGATCTACTCTGTGCGTTCCACGTTGTCGTGGGGCATGGGTGATTTCAATGAT 
TTAGGAAACTTGGCAAGTGTGGTTGCCCAGGATGGAGCAGACTTCCTGCTCATCAACCCC 
ATGCACGCTGCAGAGCCGCTGCCTCCTACTGAGGACTCTCCTTATCTGCCCACAACCAGG 
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CGCTTTATCAACCCGATCTACATTCGGGTAGAAGATATTCCGGAGTTTAATCAGCTTGAG 
ATTGATCTACGCGATGATATCGCAGAGATGGCTGCGGAATTCCGCGAACGCAATCTGACC 
TCAGACATCATTGAGCGCAATGACGTCTACGCTGCAAAGCTTCAAGTGCTGCGCGCCATT 
TTTGAAATGCCTCGTTCCAGCGAACGTGAAGCCAACTTTGTCTCCTTCGTGCAACGGGAA 
GGCCAAGGTCTTATTGATTTCGCCACCTGGTGCGCGGACCGCGAAACTGCACAGTCTGAA 
TCTGTCCACGGAACTGAGCCAGACCGCGATGAGCTGACCATGTTCTACATGTGGTTGCAG 
TGGCTATGTGATGAGCAGCTGGCGGCAGCTCAAAAGCGCGCTGTCGATGCCGGAATGTCG 
ATCGGCATCATGGCAGACCTGGCAGTTGGTGTGCATCCAGGTGGTGCTGATGCCCAGAAC 
CTCAGCCACGTACTTGCTCCGGATGCGTCAGTGGGCGCCCCACCAGATGGATACAACCAG 
CAGGGCCAAGACTGGTCCCAGCCACCATGGCATCCAGTGCGTCTTGCAGAGGAAGGCTAC 
ATTCCGTGGCGTAATCTGCTGCGCACTGTGCTGCGTCACTCCGGCGGAATCCGCGTGGAC 
CACGTTCTTjGGTTTGTTCAGGCTCTTTGTCATGCCACGCATGCAATCCCCTGCTACGGGC 
ACCTATATCCGCTTCGACCATAATGCGTTGGTAGGCATTCTAGCCCTAGAAGCAGAACTC 
GCAGGCGCCGTTGTCATTGGTGAAGATCTGGGAACGTTTGAGCCTTGGGTACTU^GATGCA 
TTGGCTCAGCGTGGCATCATGGGCACCTCGATCCTATGGTTCGAGCATTCCCCAAGCCAG 
CCGGGTCCTCGCCGCCAGGAAGAGTATCGTCCGCTGGCCTTGACCACTGTGACCACTCAT 
GATCTCCCTCCGACTGCTGGTTATTTGGAGGGCGAGCACATTGCTCTTCGTGAGCGATTG 
GGGGTGCTCAACACTGATCCTGCTGCAGAACTCGCTGAGGATCTGCAGTGGCAAGCGGAG 
ATCCTTGATGTCGCAGCATCTGCCAACGCATTGCCAGCCCGGGAATACGTGGGACTCGAA 
CGCGATCAGCGCGGTGAGTTGGCTGAGCTGTTGGAAGGCCTGCACACTTTCGTTGCGAAA 
ACCCCTTCAGCACTGACCTGTGTCTGCTTGGTAGACATGGTCGGTGAAAAGCGGGCACAG 
AATCAGCCGGGCACAACGAGGGATATGTATCCCAACTGGTGTATCCCACTGTGTGACAGC 
GAAGGCAACTCCGTGCTCATTGAATCGCTGCGTGAAAATGAGCTGTATCACCGTGTGGCA 
AAGGCAAGCAAGCGAGAT 

>RXN008 7 9-downstream 
TAGGTCCGCTTCAGTTGTGGTGG 

>RXN00 999-upstream 

CCTCCTGTGACCTGGTAAAATCGCCACTACCCCCAAATGGTCACACCTTTTAGGCCGATT 
TTGCTGACACCGGGCTATGCCGTCAAGTACGATCAATAAC 

>RXN00999 

ATGACTAATGGAGATAATCTCGCACAGATCGGCGTTGTAGGCCTAGCAGTAATGGGCTCA 
AACCTCGCCCGCAACTTCGCCCGCAACGGCAACACTGTCGCTGTCTACAACCGCAGCACT 
GACAAAACCGACAAGCTCATCGCCGATCACGGCTCCGAAGGCAACTTCATCCCTTCTGCA 
ACCGTCGAAGAGTTCGTAGCATCCCTGGAAAAGCCACGCCGCGCCATCATCATGGTTCAG 
GCTGGTAACGCCACCGACGCAGTCATCAACCAGCTGGCAGATGCCATGGACGAAGGCGAC 
ATCATCATCGACGGCGGCAACGCCCTCTACACCGACACCATTCGTCGCGAGAAGGAAATC 
TCCGCACGCGGTCTCCACTTCGTCGGTGCTGGTATCTCCGGCGGCGAAGAAGGCGCACTC 
AACGGCCCATCCATCATGCCTGGTGGCCCAGCAAAGTCCTACGAGTCCCTCGGACCACTG 
CTTGAGTCCATCGCTGCCAACGTTGACGGCACCCCATGTGTCACCCACATCGGCCCAGAC 
GGCGCCGGCCACTTCGTCAAGATGGTCCACAACGGCATCGAGTACGCCGACATGCAGGTC 
ATCGGCGAGGCATACCACCTTCTCCGCTACGCAGCAGGCATGCAGCCAGCTGAAATCGCT 
GAGGTTTTCAAGGAATGGAACGCAGGCGACCTGGATTCCTACCTCATCGAAATCACCGCA 
GAGGTTCTCTCCCAGGTGGATGCTGAAACCGGCAAGCCACTAATCGACGTCATCGTTGAC 
GCTGCAGGTCAGAAGGGCACCGGACGTTGGACCGTCAAGGCTGCTCTTGATCTGGGTATT 
GCTACCACCGGCATCGGCGAAGCTGTTTTCGCACGTGCACTCTCCGGCGCAACCAGCCAG 
CGCGCTGCAGCACAGGGCAACCTACCTGCAGGTGTCCTCACCGATCTGGAAGCACTTGGC 
GTGGACAAGGCACAGTTCGTCGAAGACGTTCGCCGTGCACTGTACGCATCCAAGCTTGTT 
GCTTACGCACAGGGCTTCGACGAGATCAAGGCTGGCTCCGACGAGAACAACTGGGACGTT 
GACCCTCGCGACCTCGCTACCATCTGGCGCGGCGGCTGCATCATTCGCGCTAAGTTCCTC 
AACCGCATCGTCGAAGCATACGATGCAAACGCTGAACTTGAGTCCCTGCTGCTCGATCCT 
TACTTCAAGAGCGAGCTCGGCGACCTCATCGATTCATGGCGTCGCGTGATTGTCACCGCC 
ACCCAGCTTGGCCTGCCAATCCCAGTGTTCGCTTCCTCCCTGTCCTACTACGACAGCCTG 
CGTGCAGAGCGTCTGCCAGCAGCCCTGATCCAAGGACAGCGCGACTTCTTCGGTGCGCAC 
ACCTACAAGCGCATCGACAAGGATGGCTCCTTCCACACCGAGTGGTCCGGCGACCGCTCC 
GAGGTTGAAGCT 

>RXN00999-downstreain 
TAAAGGCTCTCCTTTTAACACAA 
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>RXN01025-upstreairi 

GGGCAGCAGCGGCAGGTTTCCAGGAGGTTTCCATGCGGGTGGCTTGGGACATGGGCTAAC 
CTGAGACGGTTAAATATCGTTTTCGAAAGGTGGGTTTCGC 

>RXN01025 

GTGGTTTCTGTAAGCGTGATGGGTGCAGGTTCCTGGGGAACCACGTTGGCCAAGGTCTTC 
TCTGATGCTGGCAACGCTGTGACGTTGTGGGCGAGGCGGGAAGAGTTGGCAAGCACCATC 
CGTGACAGCCATGAAAACCGTGATTACCTTCCGGGGATTACGTTGCCGGAGTCGCTGCAG 
GTCACATCATCGGCAACGGAGGCTTTAGAGGGCGCAGCCATTGTGGTGTTGGCGATTCCT 
TCGCAGGCGTTGCGTGGCAATTTGGCGGAGTGGAAAGAGACGATCCCGCAGGATGCGACC 
TTGGTGTCCTTGGCTAAAGGTATTGAAAAGGGCACGCACCTGCGGATGAGTGAAGTGATC 
GCGGAGGTGACGGAAGCGGATCCTT.CACGCATCGCGGTGTTGTCGGGGCCAAACCTTGCT 
CGTGAGATCGCGGAGGGGCAGCCTGCAGCTACGGTGATTGCTTGCCCTGATGAAAACCGA 
GCGAAACTTGTGCAGGCTGCAGTGGCTGCGCCGTATTTCCGCCCGTACACCAACACTGAT 
GTGGTGGGCACTGAAATCGGTGGTGCGTGTAAGAACGTCATCGCGCTGGCCTGTGGTATT 
TCCCATGGTTACGGCCTGGGTGAGAACACCAATGCATCGTTGATTACTCGTGGCCTTGCA 
GAGATCGCACGCCTCGGTGCCACATTGGGTGCGGATGCGAAGACTTTTTCTGGCCTTGCG 
GGAATGGGCGACTTGGTGGCTACGTGTTCATCACCGCTGTCGCGTAACCGCAGCTTCGGT 
GAGCGTTTGGGTCAGGGTGAATCCCTAGAGAAGGCTCGCGAGGCAACCAATGGTCAGGTT 
GCGGAGGGTGTTATTTCCTCGCAGTCGATTTTTGATCTTGCCACCAAGCTTGGTGTGGAG 
ATGCCGATCACCCAGGCTGTCTACGGTGTGTGCCACCGAGATATGAAAGTAACTGACATG 
ATTGTGGCTCTCATGGGCAGGTCTAAGAAGGCTGAG 

>RXNO 102 5-downst ream 
TAGTCTTAGGTTGTAAGCTTCAA 

>RXNO 104 8 -upstream 

AGCTACAGATTTAGCTAGTGTTTTTGTTCCAGAACCCTAAATGAGGTTCTACCCTTAACA 
GAGCTTCCCGCAAAAACACCGATTAACAAGGCTAAATGAT 

>RXN0104 8 

ATGACCATCGACCTGCAGCGTTCCACCCAAAACCTCACCCATGAGGAAATCTTCGAGGCA 
CACGAGGGCGGAAAGCTCTCCATTAGTTCCACTCGTCCGCTCCGCGACATGCGCGATCTT 
TCCCTTGCTTACACCCCTGGTGTTGCTCAGGTTTGTGAAGCAATCAAGGAAGATCCAGAG 
GTTGCGCGCACCCACACGGGCATTGGAAACACCGTCGCGGTTATTTCCGACGGCACCGCT 
GTTCTTGGCCTTGGCGATATCGGACCTCAGGCCTCCCTTCCCGTCATGGAGGGCAAGGCT 
CAGCTGTTTAGCTCTTTCGCTGGCCTGAAGGCTATCCCTATCGTTTTGGACGTTCACGAT 
GTTGACGCTTTGGTTGAGACCATCGCAGCCATCGCGCCTTCTTTCGGTGCTATCAACTTG 
GAGGACATCTCCGCTCCTCGTTGCTTCGAGGTGGAGCGCCGCCTCATCGAGCGTCTCGAT 
ATTCCAGTTATGCACGATGACCAGCACGGCACCGCTGTGGTTATCCTCGCTGCGCTGCGC 
AACTCCCTGAAGCTGCTGGATCGCAAGATCGAAGACCTCAAGATTGTTATTTCCGGCGCA 
GGCGCAGCGGGCGTTGCAGCTGTAGATATGCTGACCAACGCTGGAGCAACCGACATCGTG 
GTTCTTGATTCCCGAGGCATCATCCACGACAGCCGTGAGGATCTTTCCCCAGTTAAGGCT 
GCTCTTGCAGAGAAGACCAACCCTCGTGGCATCAGCGGTGGCATCAATGAGGCTTTCACC 
GGCGCGGACCTGTTCATTGGCGTGTCCGGCGGCAACATCGGCGAGGACGCTCTCAAACTC 
ATGGCCCCGGAGCCAATCCTGTTCACCCTGGCGAACCCAACCCCAGAGATCGATCCTGAG 
CTGTCTCAGAAGTACGGCGCCATCGTCGCGACCGGGCGCTCTGACCTGCCTAACCAGATC 
AACAACGTGCTGGCGTTCCCAGGAATTTTCGCCGGCGCTCTCGCAGCCAAGGCTAAGAAG 
ATCACCCCCGAGATGAAGCTCGCCGCTCAGAGGCAATCGCAGACATCGCAGCTGAGGACC 
TCGAGGTCGGCCGCATCGTGCCTACCGCCCTGGATCCCCGCGTTGCCCCAACAGTCAAGG 
CAGCTGTCCAGGCCGTCGCCAAAGCGCAAAACGCTTAAAAATTTGCTTATCGACGCCTCC 
CTCCCCGTCGAGGCGCCAATATTT 

>RXNO 104 8-downst ream 
TAAGAGCAAACTTGAGGCCCACA 

>RXN0104 9-upstream 

AAGCACAGCAATTGAGCAATACTCCCATGCATGTTTTCGCGTGATCACGCTATATCCTTA 
AAGAATATTCTTTATTAGTCAGACCTTTAAAGGAAACCTT 
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>RXN0104 9 

ATGGGATCAATTCCAACAATGTCCATCCCTTTTGATGACTCACGTGGACCTTATGTCCTT 
GCTATGGATATTGGTTCCACTGCATCACGAGGTGGACTTTATGATGCTTCCGGCTGCCCA 
ATCAAAGGCACCAAGCAGCGCGAATCCCATGAATTCACCACCGGTGAGGGCGTTTCCACC 
ATTGATGCTGACCAGGTGGTTTCGGAGATCACCTCAGTTATTAATGGCATTTTGAACGCG 
GCTGATCATCACAACATCAAAGATCAGATCGCCGCTGTCGCGCTAGATTCTTTTGCATCC 
TCATTAATCTTGGTCGATGGTGAAGGCAATGCGCTCACCCCGTGCATTACCTACGCGGAT 
TCTCGTTCTGCACAGTATGTGGAGCAGCTGCGCGCGGAAATCGATGAGAAGGCCTACCAC 
GGCCGCACCGGCGTCTGCTTGCACACCTCCTACCACCCATCGCGCTTGCTGTGGCTGAAA 
ACTGAGTTCGAGAAAGAGTTCAACAAAGCCAAGTATGTGATGACCATCGGTGAGTACGTC 
TACTTCAAACTTGCAGGCATCACCGGAATGGCTACTTCGATTGCCGCGTGGAGTGGCATT 
TTGGACGCCCATACCGGCGAACTTGATCTGACTATCTTGGAGCACATCGGTGTTGATCCG 
GCTCTGTTCGGTGAGATCAGAAACCCTGATGAACCAGCCACCGATGCCAAAGTTGTCGAC 
AAAAAGTGGAAGCACCTGGAAGAAATCCCTTGGTTCCATGCCATTCCAGACGGCTGGCCT 
TCCAACATTGGCCCAGGCGCCGTGGATTCTAAAACCGTCGCAGTCGCCGCCGCTACATCC 
GGCGCCATGCGCGTGATCCTTCCGAGCGTTCCCGAACAGATCCCCTCTGGCCTGTGGTGT 
TACCGCGTTTCCCGCGACCAGTGCATCGTTGGTGGCGCACTCAACGACGTCGGACGCGCC 
GTCACCTGGCTGGAACGCACCATTATCAAGCCTGAAAACCTCGACGAAGTGCTGATCCGC 
GAACCCCTCGAAGGCACCCCAGCTGTCCTGCCGTTCTTCTCCGGGGAACGCTCCATCGGC 
TGGGCAGCCTCAGCGCAGGCCACGATCACCAACATTCAGGAACAAACCGGCCCTGAACAC 
TTGTGGCGCGGCGTTTTCGAAGCCCTCGCACTCTCCTACCAGCGCGTTTGGGAACACATG 
GGGAAAGCCGGCGCAGCCCCTGAACGGGTCATCGCATCAGGACGAGTCTCCACCGACCAC 
CCAGAATTCCTCGCGATGCTTTCCGACGCCCTCGACACCCCAGTCATCCCTCTGGAAATG 
AAGCGCGCCACCCTCCGCGGCACCGCACTTATCGTCCTTGAGCAGCTCGAACCAGGCGGC 
ACGCGCGCGACGCCACCATTCGGCACGACGCATCAGCCGCGCTTTGCGCACCATTACTCC 
AAGGCAAGAGAGCTTTTCGACGCCCTCTACCTCAAGTTGGTC 

>RXN0104 9-downstreain 
TAGCTTTTCGCAGTGGAACGCGC 

>RXN01130-upstream 

AGTTCGTGGCGGATGCTGTGAACGTTTCCGGTGGTCGCGTGGGCGAAGAGGTTCTGTGTG 
G 

>RXN01130 

ATGGATCTGGCTCGCAAGCTTGGTCTTCTTGCTGGCAAGCTTGTCGACGCCGCCCCAGTC 
TCCATTGAGGTTGAGGCTCGAGGCGAGCTTTCTTCCGAGCAGGTCAATGCACTTGGTTTG 
TCCGCTGTTCGTGGTTTGTTCTCCGGAATTATCGAAGAGTCCGTTACTTTCGTCAACGCT 
CCTCGCATTGCTG/iAGAGCGTGGCCTGGACATCTCCGTGAAGACCAACTCTGAGTCTGTT 
ACTCACCGTTCCGTCCTGCAGGTCAAGGTCATTACTGGCAGCGGCGCGAGCGCAACTGTT 
GTTGGTGCCCTGACTGGTCTTGAGCGCGTTGAGAAGATCACCCGCATCAATGGCCGTGGC 
CTGGATCTGCGCGCAGAGGGTCTGAACCTCTTCCTGCAGTACACTGACGCTCCTGGTGCA 
CTGGGTACCGTTGGTACCAAGCTGGGTGCTGCTGGCATCAACATCGAGGCTGCTGCGTTG 
ACTCAGGCTGAGAAGGGTGACGGCGCTGTCCTGATCCTGCGTGTTGAGTCCGCTGTCTCT 
GAAGAGCTGGAAGCTGAAATCAACGCTGAGTTGGGTGCTACTTCCTTCCAGGTTGATCTT 
GAG 

>RXN01130-downstream 
TAATTAGAGATCCATTTGCTTGA 

>RXN0114 3 

ATCCCAGTTGTCACCACCTTGATGGCTTTGGGTACTTTCCCAGAGTCTCACGAGCTGCAC 
ATGGGTATGCCAGGCATGCATGGCACTGTGTCCGCTGTTGGTGCACTGCAGCGCAGCGAC 
CTGCTGATTGCTATCGGCTCCCGCTTTGATGACCGCGTCACCGGTGACGTTGACACCTTC 
GCGCCTGACGCCAAGATCATTCACGCCGACATTGATCCTGCCGAAATCGGCAAGATCAAG 
CAGGTTGAGGTTCCAATCGTGGGCGATGCCCGCGAAGTTCTTGCTCGTCTGCTGGAAACC 
ACCAAGGCAAGCAAGGCAGAGACCGAGGACATCTCCGAGTGGGTTGACTACCTCAAGGGC 
CTCAAGGCACGTTTCCCGCGTGGCTACGACGAGCAGCCAGGCGATCTGCTGGCACCACAG 
TTTGTCATTGAAACCCTGTCCAAGGAAGTTGGCCCCGACGCAATTTACTGCGCCGGCGTT 
GGCCAGCACCAAATGTGGGCAGCTCAGTTCGTTGACTTTGAAAAGCCACGCACCTGGCTC 
AACTCCGGTGGACTGGGCACCATGGGCTACGCAGTTCCTGCGGCCCTTGGAGCAAAGGCT 
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GGCGCACCTGACAAGGAAGTCTGGGCTATCGACGGCGACGGCTGTTTCCAGATGACCAAC 
CAGGAACTCACCACCGCCGCAGTTGAAGGTTTCCCCATTAAGATCGCACTAATCAACAAC 
GGAAAACCTGGGGCATGGGTTCGCCAATGGCAGACCCTATTCTATGAAGGACGGTACTCA 
AATACTAAACTTCGTAACCAGGGCGAGTACATGCCCGACTTTGTTACCCTTTCTGAGGGA 
CTTGGCTGTGTTGCCATCCGCGTCACCAAAGCGGAGGAAGTACTGCCAGCCATCCAAAAG 
GCTCGAGAGATCAACGACCGCCCAGTAGTCATCGACTTCATCGTCGGTGAAGACGCACAG 
GTATGGCCAATGGTGTCTGCTGGATCATCCAACTCCGATATCCAGTACGCACTCGGATTG 
CGCCCATTCTTTGATGGTGATGAATCTGCAGCAGAAGATCCTGCCGACATTCACGAAGCC 
GTCAGCGACATTGATGCCGCCGTTGAATCGACCGAGGCA 

>RXN0114 3-downstream 
TAAGGAGAGACCCAAGATGGCTA 

>RXN01 14 4 -upstream 

GGTGATGAATCTGCAGCAGAAGATCCTGCCGACATTCACGAAGCCGTCAGCGACATTGAT 
GCCGCCGTTGAATCGACCGAGGCATAAGGAGAGACCCAAG 

>RXN01144 

ATGGCTAATTCTGACGTCACCCGCCACATCCTGTCCGTACTCGTTCAGGACGTAGACGGA 
ATCATTTCCCGCGTATCAGGTATGTTCACCCGACGCGCATTCAACCTCGTGTTCCTCGTG 
TCTGCAAAGACCGAAACACACGGCATCAACCGCATCACGGTTGTTGTCGACGCCGACGAG 
CTCAACATTGAGCAGATCACCAAGCAGCTCAACAAGCTGATCCCCGTGCTCAAAGTCGTG 
CGACTTGATGAAGAGACCACTATCGCCCGCGCAATCATGCTGGTTAAGGTCTCTGCGGAC 
AGCACCAACCGTCCGCAGATCGTCGACGCCGCGAACATCTTCCGCGCCCGAGTCGTCGAC 
GTGGCTCCAGACTCTGTGGTTATTGAATCCACAGGCACCCCAGGCAAGCTCCGCGCACTG 
CTTGACGTGATGGAACCATTCGGAATCCGCGAACTGATCCAATCCGGACAGATTGCACTC 
MCCGCGGTCCGAAGACCATGGCTCCGGCCAAGATC 

>RXN0114 4 -downstream 

T AAAC AGO AAT T AAT C T G AT T GC 

>RXN0114 6-upstream 

TATTTAGTAAAGGAGCCAGAAAGTCGTGAATGTGGCAGCTTCTCAACAGCCCACTCCCGC 
CACGGTTGCAAGCCGTGGTCGATCCGCCGCCCCTGAGCGG 

>RXN0114 6 

ATGACAGGTGCAAAGGCAATTGTTCGATCGCTCGAGGAGCTTAACGCCGACATCGTGTTC 
GGTATTCCTGGTGGTGCGGTGCTACCGGTGTATGACCCGCTCTATTCCTCCACAAAGGTG 
CGCCACGTCTTGGTGCGCCACGAGCAGGGCGCAGGCCACGCAGCAACCGGCTACGCGCAG 
GTTACTGGACGCGTTGGCGTCTGCATTGCAACCTCTGGCCCAGGAGCAACCAACTTGGTT 
ACCCCAATCGCTGATGCAAACTTGGACTCCGTTCCCATGGTTGCCATCACCGGCCAGGTC 
GGAAGTGGCCTGCTGGGTACCGACGCTTTCCAGGAAGCCGATATCCGCGGCATCACCATG 
CCAGTGACCAAGCACAACTTCATGGTCACCAACCCTAACGACATTCCACAGGCATTGGCT 
GAGGCATTCCACCTCGCGATTACTGGTCGCCCTGGCCCTGTTCTGGTGGATATTCCTAAG 
GATGTCCAGAACGCTGAATTGGATTTCGTCTGGCCACCAAAGATCGACCTGCCAGGCTAC 
CGCCCAGTTTCAACACCACATGCTCGCCAGATCGAGCAGGCAGTCAAGCTGATCGGTGAG 
GCCAAGAAGCCCGTCCTTTACGTTGGTGGTGGCGTAATCAAGGCTGACGCACACGAAGAG 
CTTCGTGCGTTCGCTGAGTACACCGGCATCCCA 

>RXN0117 5-upstream 

TCGCGTCTCTTAGTCGATCTGCTCCCATTCCATAGGTTGGGAGAAAACTTAACTGTTATT 
CCATTCCTTAAAACACCGATATCGTGCTATGAATAGGGGT 

>RXN01175 

GTGAGTTGGACAGTTGATATCCCTAAAGAAGTTCTCCCTGATTTGCCACCATTGCCAGAA 
GGCATGCAGCAGCAGTTCGAGGACACCATTTCCCGTGACGCTAAGCAGCAACCTACGTGG 
GATCGTGCACAGGCAGAAAACGTGCGCAAGATCCTTGAGTCGGTTCCTCCAATCGTTGTT 
GCCCCTGAGGTACTTGAGCTGAAGCAGAAGCTTGCTGATGTTGCCAACGGTAAGGCCTTC 
CTCTTGCAGGGTGGTGACTGTGCGGAAACTTTCGAGTCAAACACTGAGCCGCACATTCGC 
GCCAACGTAAAGACTCTGCTGCAGATGGCAGTTGTTTTGACCTACGGTGCATCCACTCCT 
GTGATCAAGATGGCTCGTATTGCTGGTCAGTACGCAAAGCCTCGCTCTTCTGATCTGGAT 
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GGAAATGGTCTGCCAAACTACCGTGGCGATATCGTCAACGGTGTGGAGGCAACCCCAGAG 
GCTCGTCGCCACGATCCTGCCCGCATGATCCGTGCTTACGCT7VACGCTTCTGCTGCGATG 
AACTTGGTGCGCGCGCTCACCAGCTCTGGCACCGCTGATCTTTACCGTCTCAGCGAGTGG 
AACCGCGAGTTCGTTGCGAACTCCCCAGCTGGTGCACGCTACGAGGCTCTTGCTCGTGAG 
ATCGACTCCGGTCTGCGCTTCATGGAAGCATGTGGCGTGTCCGATGAGTCCCTGCGTGCT 
GCAGATATCTACTGCTCCCACGAGGCTTTGCTGGTGGATTACGAGCGTTCCATGCTGCGT 
CTTGCAACCGATGAGG7UVGGCAACGAGGAACTTTACGATCTTTCAGCTCACCAGCTGTGG 
ATCGGCGAGCGCACCCGTGGCATGGATGATTTCCATGTGAACTTCGCATCCATGATCTCT 
AACCCAATCGGCATCAAGATTGGTCCTGGTATCACCCCTGAAGAGGCTGTTGCATACGCT 
GACAAGCTCGATCCGAACTTCGAGCCTGGCCGTTTGACCATCGTTGCTCGCATGGGCCAC 
GACAAGGTTCGCTCCGTACTTCCTGGTGTTATCCAGGCTGTTGAGGCATCCGGACACAAG 
GTTATTTGGCAGTCCGATCCGATGCACGGCAACACTTTCACCGCATCCAATGGCTACAAG 
ACCCGTCACTTCGACAAGGTTATCGATGAGGTCCAGGGCTTCTTCGAGGTCCACCGCGCA 
TTGGGCACCCACCCAGGCGGAATCCACATTGAGTTCACTGGTGAAGATGTCACCGAGTGC 
CTCGGTGGCGCTGAAGACATCACCGATGTTGATCTGCCAGGCCGCTACGAGTCCGCATGC 
GATCCTCGCCTGAACACTCAGCAGTCTTTGGAGTTGGCTTTCCTCGTTGCAGAAATGCTG 
CGTAAC 

>RXN0117 5-downstream 
TAAGCTTTTAGACCAACTCTAAA 

>RXN01193-upstream 

GTGTGGCCAACCAGGCACGTCAGGCACAGATCACCCAGGAAATCACAGAGATTGTTGGTG 
GCGCAGGCGCGCTCGCCGACAGCGGAGAAAGTGACTAATT 

>RXN01193 

ATGACTACAGCTCTTGAAGAGCAGAACGCACAGCAGGCAGCCACTGCCGGCCGTGTCGTG 
CGTGTCATTGGTGCGGTCGTCGACGTGGAGTTTCCCCGCGGCGAGCTGCCAGCACTGTAC 
AACGCACTTACTGTAGAGGTAACCCTCGAATCAGTTAAGAAGACCGTTGTTCTCGAGGTT 
GCTCAGCACCTCGGCGACAACCTCATCCGCACCATCGCTATGGCACCAACCGACGGACTT 
GTCCGCGGTGCTGCTGTAACCGATACTGCACGCCCAATTTCCGTACCAGTGGGCGATGTT 
GTTAAGGGCCACGTATTCAACGCTTTGGGCGACTGCCTAGACGACGTTTCCCTGAACAAC 
AACCCAGAGATCGAGCGTTGGGGCATCCACCGCGAGCCACCATCATTCGATCAGCTTGAG 
GGTAAGACCGAGATCCTGGAAACAGGCATCAAGGTTATCGACCTTCTCACCCCTTACGTT 
AAGGGTGGAAAGATCGGCCTCTTCGGTGGTGCAGGTGTGGGTAAGACCGTTCTTATCCAG 
GAAATGATCACCCGTATTGCACGTGAGTTCTCCGGTACTTCCGTGTTCGCAGGTGTTGGT 
GAGCGTACCCGTGAGGGCACCGACCTCTTCCTCGAAATGGAAGAAATGGGCGTTCTCCAG 
GACACCGCCCTGGTGTTCGGTCAGATGGATGAGCCACCAGGAGTCGGTATGCGCGTGGCT 
CTGTCCGGCCTGACCATGGCGGAGTACTTCCGCGATGTTCAGAACCAGGACGTGCTGCTG 
TTCATCGACAACATCTTCCGTTTCACCCAGGCAGGTTCTGAGGTTTCCACCCTTCTGGGT 
CGTATGCCTTCCGCCGTGGGTTACCAGCCAACCCTGGCTGACGAGATGGGTGTTCTCCAG 
GAGCGCATTACCTCCACCAAGGGCCGTTCGATTACCTCTCTGCAGGCCGTTTACGTTCCT 
GCCGATGACTACACCGACCCGGCTCCAGCGACCACCTTCGCTCACTTGGATGCAACCACC 
GAGCTTGACCGCTCCATTGCTTCCAAGGGTATTTACCCAGCAGTGAACCCACTGACCTCC 
ACCTCTCGTATTCTCGAGCCAGCAATCGTTGGTGAGCGTCACTACGAGGTTTCTCAGCGT 
GTCATCGGCATTCTGCAGAAGAACAAGGAACTTCAGGACATCATCGCCATCCTTGGTATG 
GACGAGCTTTCTGAAGAGGACAAGATCACCGTTGCACGTGCGCGTCGCATCGAGCGCTTC 
CTGGGTCAGAACTTCTTCGTTGCAGAGAAGTTCACCGGTCTTCCTGGCTCCTACGTGCCA 
CTGACCGACACCGTCGACGCTTTCGAGCGTATTTGCAACGGCGACTTCGACCACTACCCA 
GAGCAGGCTTTC7\ACGGCCTCGGTGGTTTGGACGATGTCGAAGCTGCATACAAGAAGCTG 
ACCGGTVAAG 

>RXN01193-downstream 
TAAGGTAGAGACACATGGCTGAA 

>RXN012 04 -upstream 

TTACAGCGAGTTTTTCAGACGTCCATCGCACCGTGCACAACAACATTTCAGGTGCACGGC 
CCGAACACGGGAGAGAACGCTGAGCGTTACAACACTGTCC 

>RXN01204 

ATGAAGGGCGAATTCCACGCCCCCGATTTGGACAAAGAATTTTTCCCGGGGCACGTAACC 
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GATAGTGGTGAAGTCGTGAACATGCTGTTCACCGATTTCGCTAATGGTTGGTTCGCAATG 
GACCGCATCGTATTGATCCGTCTTCTTATGACGGCAGTCGTTGTGGTCTTCTTCCTTTGG 
GCTATGCGCAAGCCAAAGCTTGTTCCGCATGGCGTCCAGAATTTTGCAGAGTACGCACTC 
GATTTCGTTGGTATTCACATCGCTGAAGACATCCTCGGAAAGAAGAAAGGTCGTCGGTTC 
CTGCCGATCCTGGCCACCATCTTCTTCGCGGCTCTGTTGATGAACCTTGCAACGATCATC 
CCGGGACTAAACATCTCCTCCAACTCACGTATTGCATTCCCAATCGTGATGGCGGTAGCT 
GGTTACATCGCGTTTATCTACGCAGGCTCTAAGCGTTACGGATTCTTCAAATATGTGAAG 
TCTTCTGTTGTGATTCCGAACATTCCACCAGCACTTCACGTCTTGGTGGTTCCAATTGAG 
TTCTTCTCTACATTCATCTTGAGGCCAGTCACCCTGGCACTGCGTTTGATGGCCAACTTC 
CTTGCTGGCCACATCATCCTGGTTCTGCTTTTCTCCGCAACGAACTTCTTCTTCTTCCAG 
TTCAACGGATGGACAGCAATGTCCGGCGTAACCATCTTGATGGCAGTACTCTTCACGGTT 
TACGAGATCATTGTTATCTTCCTGCAGGCATACATCTTCGCTCTGCTGGTCGCTGTATAC 
ATTGAGCTTTCACTTCACGCGGATTCTCAC 

>RXNO 120 4 -downstream 
TAGATGAAAAAGGTCGCTATTAA 

>RXNO 122 5-upst ream 

TTTGGG^CTAATGTTGGGGGGAGTGCTTTCAACTATCCACGAGAGCTGCCCAGTGATAAAC 
CCCGGGTTAACCCCACGCCTAAGTCAGTGAAGGACTTTTT 

>RXN01225 

ATGACGCACAACCACAAGGACTGGAACGATCGCATTGGAGTTGCGGAGGAAATGGTGCCG 
TTGATCGGGCGCCTGCACCGCAACAACAACGTGGTGGTTTCCGTATTCGGTCGTCTCCTT 
GTGAATGTCTCAGACATCGATATCATCAAGTCTCACCGCTACGCCCGCCACATCATATCC 
AAGGAACTTCCACTGGAAAGCTCCTTGGATATTTTGCGCGAACTGGTAGATATGAACCTT 
GGTACCGCATCGATCGACCTGGGACAGCTGGCCTACAGCTTCGAAGAATCCGAAAGCACC 
GACCTGCGTGCCTTCCTGGAGGACGCTCTCGCGCCGGTCATTGGTGCGGAAACCGACATC 
AACCCAACTGATATCGTGCTGTACGGTTTCGGCCGCATCGGTCGCCTGCTGGCCCGCATC 
CTGGTTTCCCGCGAGGCACTGTATGACGGTGCTCGTCTGCGCGCCATCGTGGTCCGCAAA 
AATGGTGAAGAAGACCTGGTCAAGCGCGCATCCTTGCTGCGTCGTGATTCTGTCCACGGT 
GGATTCGATGGCACCATCACCACCGATTATGACAACAACATCATCTGGGCCAACGGCACC 
CCAATCAAGGTCATCTACTCCAATGACCCAGCCACCATTGATTACACCGAATACGGCATC 
AATGACGCCGTCGTGGTAGACAACACCGGCCGCTGGCGTGACCGCGAAGGCCTGTCCCAG 
CACCTCAAGTCCAAGGGCGTTGCCAAGGTTGTACTCACCGCGCCGGGCAAGGGCGATCTG 
AAGAACATCGTGTACGGCATCAACCACACCGACATCACCGCAGATGATCAGATCGTTTCC 
GCAGCATCATGCACCACCAATGCCATTACCCCAGTGCTCAAGGTGATCAATGATCGCTAC 
GGCGTGGAATTCGGCCACGTAGAAACCGTTCACTCCTTCACCAATGACCAGAACCTGATC 
GACAACTTCCACAAGGGTTCTCGCCGTGGTCGCGCAGCAGGTCTGAATATGGTTCTCACC 
GAAACCGGCGCTGCAAAGGCTGTATCCAAGGCGCTTCCAGAGCTGGAAGGCAAGCTCACC 
GGCAATGCCATCCGCGTTCCTACCCCTGACGTGTCCATGGCTGTGCTCAACTTGACCCTG 
AACACGGAGGTGGACCGCGATGAGGTCAACGAGTTCCTCCGCCGTGTGTCCCTGCACTCT 
GACTTGCGCCAGCAAATCGACTGGATCCGTTCCCCAGAGGTTGTTTCCACTGACTTCGTG 
GGCACCACCCACGCGGGCATCGTTGATGGTCTAGCCACCATCGCAACCGGTCGCCACCTG 
GTGCTTTACGTGTGGTACGACAACGAGTTCGGCTACTCCAACCAGGTCATTCGCATCGTC 
GAGGAGATCGCCGGCGTGCGTCCTCGCGTGTACCCGGAGCGCAGGCAGCCAGCCGTACTA 

>RXNO 122 5-downst ream 
TAGGTTATCCAAGCCTAATACAC 

>RXNO 13 12 -upstream 

GCAGTTGCGTACATCGTTCCTGCACTGGTCCTGATCGGCAACATCACCATTCCGTTCGCC 
ATCGCTGTTGGTTGGATTGCGTAAAGGTTAGGAAGAATTT 

>RXN01312 

ATGAGCACTCACTCTGAAACCACCCGCCCAGAGTTCATCCACCCAGTCTCAGTCCTCCCA 
GAGGTCTCAGCTGGTACGGTCCTTGACGCTGCAGAGCCAGCAGGCGTTCCCACCAAAGAT 
ATGTGGGAATACCAAAAAGACCACATGAACCTGGTCTCCCCACTGAACCGACGCAAGTTC 
CGTGTCCTCGTCGTTGGCACCGGCCTGTCCGGTGGTGCTGCAGCAGCAGCCCTCGGCGAA 
CTCGGATACGACGTCAAGGCGTTCACCTACCACGACGCACCTCGCCGTGCGCACTCCATT 
GCTGCACAGGGTGGCGTTAACTCCGCCCGCGGCAAGAAGGTAGACAACGACGGCGCATAC 
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CGCCACGTCAAGGACACCGTCAAGGGCGGCGACTACCGTGGTCGCGAGTCCGACTGCTGG 
CGTCTCGCCGTCGAGTCCGTCCGCGTCATCGACCACATGAACGCCATCGGTGCACCATTC 
GCCCGCGAATACGGTGGCGCCTTGGCAACCCGTTCCTTCGGTGGTGTGCAGGTCTCCCGT 
ACCTACTACACCCGTGGACAAACCGGACAGCAGCTGCAGTTCTCCACCGCATCCGCACTA 
CAGCGCCAGATCCACCTCGGCTCCGTAGAAATCTTCACCCATAACGAAATGGTTGACGTC 
ATTGTCACCGAACGTAACGGTGAAAAGCGCTGCGAAGGCCTGATCATGCGCAACCTGATC 
ACCGGCGAGCTCACCGCACACACCGGCCATGCCGTTATCCTGGCAACCGGTGGCTACGGC 
AACGTGTACCACATGTCCACCCTGGCCAAGAACTCCAACGCCTCGGCCATCATGCGTGCA 
TACGAAGCCGGCGCATACTTCGCGTCCCCATCGTTCATCCAGTTCCACCCAACCGGCCTG 
CCTGTGAACTCCACCTGGCAGTCCAAGACCATTCTGATGTCCGAGTCGCTGCGTAACGAC 
GGCCGCATCTGGTCCCCTAAGGAACCG7VACGATAACCGCGATCCAAACACCATCCCTGAG 
GATGAGCGCGACTACTTCCTGGAGCGCCGCTACCCAGCATTCGGTAACCTCGTCCCACGT 
GACGTTGCTTCCCGTGCGATCTCCCAGCAGATCAATGCTGGTCTCGGTGTTGGACCTCTG 
AACAACGCTGCATACCTGGACTTCCGCGACGCCACCGAGCGCCTCGGACAGGACACCATC 
CGCGAGCGTTACTCCAACCTCTTCACCATGTACGAAGAGGCAATTGGCGAGGACCCATAC 
TCCAGCCCAATGCGTATTGCACCGACCTGCCACTTCACCATGGGTGGCCTCTGGACTGAC 
TTCAACGAAATGACGTCACTCCCAGGTCTGTTCTGCGCAGGCGAAGCATCCTGGACCTAC 
CACGGTGCAAACCGTCTGGGCGCAAACTCCCTGCTCTCCGCTTCCGTCGATGGCTGGTTC 
ACCCTGCCATTCACCATCCCTAACTACCTCGGCCCATTGCTTGGCTCCGAGCGTCTGTCA 
GAGGATGCACCAGAAGCACAGGCAGCGATTGCGCGTGCACAGGCTCGCATTGACCGCCTC 
ATGGGCAACCGCCCAGAGTGGGTCGGTGACAACGTTCACGGACCTGAGTACTACCACCGC 
CAGCTTGGCGATATCCTGTACTTCTCCTGTGGCGTTTCCCGAAACGTAGAAGACCTCCAG 
GATGGCATCAACAAGATCCGTGCCCTCCGCGATGACTTCTGGAAGAACATGCGCATCACC 
GGCAGCACCGATGAGATGAACCAGGTTCTCGAATACGCAGCACGCGTAGCCGACTACATC 
GACCTCGGCGAACTCATGTGTGTCGACGCCCTCGACCGCGACGAGTCCTGTGGCGCTCAC 
TTCCGCGACGACCACCTCTCCGAAGATGGCGAAGCACAACGTGACGACCA7y\ACTGGTGC 
TTCGTCTCCGCATGGGAACCAGGCGAGAATGGAACCTTCGTCTGCCACGCAGAACCACTG 
TTCTTCGAATCTGTCCCACTGCAGACAAGGAACTACAAG 

>RXN01312-downstream 

T AAT G AAAC T TAG AC T T GAG AT C 

>RXN01332 

CACATCTCTGCCATTATTGAGCCCGACGCAGCACGTGCCGCTGCAGCTGCAGAAGACGCG 
CCGGGTGCACAGGCCTTCACTCGCATTGAAGATGCTATCGCAGCCGATGCTGTCGACGCA 
GTGCTGATCGCCGTACCAGGTCAGTTCCATGAGCCAGTACTTGTCCCAGCACTAGAAGCA 
GGCCTTCCCATCCTGTGTGAAAAGCCACTGACCCCAGATTCTGAATCCTCACTGCGCATC 
GTCGAGCTGGAGCAGAAGCTGGACAAGCCACACATCCAGGTTGGTTTCATGCGCCGCTTC 
GACCCTGAGTACAACAACTTGCGCAAATTGGTGGAATCCGGCGAAGCTGGCGAACTGCTC 
ATGCTCCGCGGCCTGCACCGCAACCCAAGTGTTGGTGAGAGCTACACCCAGTCCATGCTG 
ATCACCGACTCCGTCGTCCACGAATTCGATGTCATCCCATGGCTCGCAGGCTCCCGAGTT 
GTCTCCGTTGAAGTGAAGTACCCAAAGACCTCCTCACTGGCGCACTCCGGCCTCAAGGAA 
CCAATCCTGGTGATCATGGAGCTCGAAAACGGCGTG 

>RXN01340 

AA/VGTGGGGGAGATCATCGCCTCCGTCTTTGATACCTTTAATATCCCGCAGGGCTTGGTC 
TCAATCATCACCACCACTCGAGATGCAGAGCTATCGGCAGAACTCATGGCTGATCCTCGC 
TTGGCTAAAGTCACCTTCACTGGATCAACCAACGTGGGACGCATCCTGGTCCGCCAATCC 
GCGGACCGACTGCTGCGCACCTCCATGGAACTCGGCGGAAATGCAGCTTTTGTTATCGAC 
GAAGCCGCAGACCTCGACGAAGCCGTATCCGGTGCCATCGCCGCAAAACTCCGCAACGCC 
GGCCAAGTATGCATCGCAGCTAACCGTTTCTTGGTTCATGAATCCCGCGCTGCCGAATTC 
ACCTCAAAGCTGGCGACAGCCATGCAGAACACTCCCATTGGGCCGGTGATTTCTGCCCGC 
CAACGCGACCGGATCGCAGCACTAGTGGATGAAGCCATCACCGACGGCGCCCGCCTCATC 
ATCGGTGGGGAGGTCCCCGACGGCTCCGGCTTCTTCTATCCAGCCACCATCTTGGCCGAT 
GTCCCTGCACAGTCACGGATTGTGCATGAGGAAATCTTCGGACCTGTGGCCACCATTGCC 
ACTTTCACCGACTTGGCCGAAGGCGTTGCACAAGCAAATTCCACCGAATTCGGCCTCGCA 
GCCTACGGATTCAGCAACAATGTGAAAGCAACACAGTACATGGCGGAACACTTGGAAGCC 
GGAATGGTCGGAATCAACAGAGGCGCCATCTCTGACCCAGCAGCACCTTTTGGCGGCATC 
GGACAATCCGGCTTCGGCAGAGAAGGCGGAACCGAAGGAATCGAAGAATATCTCTCCGTG 
CGTTACCTCGCTTTGCCG 
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>RXNO 134 0-downst ream 
TGACACATGAGCTGTCCGGTGAA 

>RXN01365-upstream 

CCTGATCAGGACGAATCATAAGGTTTGCTATTCGGATTGGATCCTTTGGCAGGGGTAGGA 
TTGCAAGCGTTATTTTGTTCCCTAACCCCTTCGAGGATTT 

>RXN013 65 

ATGCGTACCCGTGAATCTGTCACAGCTGTAATTAAGGCGTATGACGTCCGTGGTGTTGTT 
GGTGTCGATATTGATGCTGATTTCATTTCTGAGACTGGCGCTGCCTTTGGTCGGCTCATG 
CGTAGTGAGGGTGAAACCACCGTTGCTATTGGCCATGACATGCGTGATTCCTCGCCTGAA 
TTGGCCAAGGCGTTTGCCGATGiGCGTGACTGCACAGGGTTTGGATGTTGTTCATTTGGGA 
CTGACTTCTACTGATGAGCTGTACTTTGCGTCCGGAACCTTGAAGTGTGCTGGTGCGATG 
TTTACTGCGTCGCATAACCCCGCTGAGTACAACGGCATGAAGTTGTGTCGTGGGGGTGCT 
CGTCCGGTCGGTCAGGATTCTGGTTTGGCCAACATCATTGATGATCTGGTTGAGGGTGTT 
CCAGCGTTTGATGGTGAGTCAGGTTCGGTTTCTGAGCAGGATTTGCTGAGCGCATATGCC 
GAGTACCTCAATGAGCTTGTTGATCTGAAGAACATCCGCCCGATGAAGGTTGCTGTGGAT 
GCGGCAAACGGCATGGGTGGGTTCACTGTCCCTGAGGTATTCAAGGGTCTGCCACTTGAT 
GTTGCGCCACTGTATTTTGAGCTTGACGGCAATTTCCCCAACCATGAGGCCAATCCTCTG 
GAGCCTGCCAACCTGGTTGATTTGCAGAAGTTTACCGTAGAGACCGGATCTGATATCGGT 
TTGGCGTTCGACGGCGATGCGGATCGTTGCTTCGTGGTCGATGAGAAGGGCCAGCCAGTC 
AGCCCTTCGGCGATCTGTGCGATCGTAGCGGAGCGTTACTTGGAGAAGCTTCCGGGTTCC 
ACCATCATCCACAACCTGATTACGTCTAAGGCTGTGCCTGAGGTGATTGCTGAAAACGGT 
GGCACTGCGGTGCGTACTCGCGTGGGTCACTCCTTCATCAAGGCGAAGATGGCAGAGACC 
GGTGCGGCCTTTGGTGGCGAGCACTCTGCGCACTACTACTTCACTGAGTTCTTCAATGCG 
GACTCCGGCATTTTGGCTGCGATGCACGTGCTGGCTGCGCTGGGAAGCCAGGACCAGCCA 
CTCAGTGAGATGATGGCTAGGTATAACCGGTACGTTGCTTCAGGCGAGTTGAJ\CTCCCGT 
TTGGCTAATGCAGAGGCGCAGCAAGAGCGCACCCAGGCTGTGCTCGATGCGTTCGCTGAT 
CGCACCGAGTCCGTGGACACCCTTGACGGCGTGACTGTGGAACTCAAGGACACCTCCGCG 
TGGTTCAACGTGCGTGCGTCC/^CACCGAGCCGCTGCTTCGCCTCAATGTTGAAGCTGCA 
TCGAAGGAAGAAGTCGATGCGTTGGTAGCGGAGATTCTAGGGATTATCCGCGCA 

>RXN01365-downstream 
TAATCCCATTTTCCGGCGGGCAT 

>RXN0136 9-upstream 

CTGCGACGGACCTAGCAAAGGGGCGCTGACACAAGCACTGCGTTTGCTGGTGCGCGGACA 
GTCAGCCACGACCTATTCCATTGAAGAAAAGGACTTGTAA 

>RXN0136 9 

ATGGAGCTATTGGAAGGCTCACTGCGCACCTACCCATGGGGTTCAAGAACACTGATCGCT 
GATCTCAAAGGCGAAGAATCACCATCGTCTCGCCCAGAGGCCGAAGTCTGGTTCGGTGCC 
CACCCAGGATCACCATCAACCATCGGTGGAAACGCACTCAACGAAGTCATCGCAGCGAAC 
CCCGAAGAAGCATTGGGCACGCGTGTTGCCGAAGCGTTTGAAAATGAGCTTCCATTCCTC 
CTCAAAATCCTCGCAGCGGGAGCACCCCTATCACTGCAGGCCCACCCATCGCTGGAACAG 
GCCCGTGAAGGATTCGCCCGCGAAAACTCAGCAGGAATTGACCTCGGCGCACCGAACCGC 
AACTACCGCGACCCAAACCACAAGCCAGAGCTGATCGTTGCTCTCACGGAATTCATCGCG 
ATGGCAGGCTTCCGCCCACTGCGGAACACCCTCACCATTTTCGACGCCCTCGCCTGCGAA 
CCCCTCGACCGCTACCGCAGCATGCTCACCGTCGACAACGAGGAAGAATCCCTCCGCGCA 
CTGTTTACCACCTGGATCACCATCCCCATCGGTAAACGACACGAACTCATCGATGCCCTC 
ATCAGCAACGCCCACACCTACCTTGAGGCAAGCGATCGTGACGAGGACATCGCATTCGTG 
CTCTCACACATCATCGAGCTCAACGAACAGTACCCCGGCGATGTCGGCGTTCTGGGTGCT 
CTGCTGTTGAACTTCTACAAACTTGCCCCAGGCGAAGCCCTCTACCTCGACGCCGCAAAC 
CTTCACGCATACATCAGCGGCCTCGGCGTAGAGATCATGGCGAACTCCGACAACGTGCTC 
CGCGGTGGACTGACATCCAAATACGTCGACGTCCCGGAGCTTGTGCGCGTGTTGGATTTC 
AACTCTTTGGAAAACGCTCGCGTGGACGTTGAAGAAGACGGTGCAACGACCCACTACCCA 
GTTCCAATCAACGAATTCCAACTCGATCGCGTTGCAGTTCAGGGCGAAGCAGAAGCCAAC 
CACGATGGTCCCATGATTGTTCTGTGCACCTCCGGAACTGTTTCCTTGGAAGCAGGGGAG 
AAGACCCTCGAAGTAGCAGCAGGTCACGCCGCATGGGTTCCAGCAAACGACCCAACCATT 
GCGATGCGTTCTGAGGACGCAGAAGTATTCCTCGCTAGGGTT 
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>RXN013 69-downstreain 
TAG AT C T T T T TAG AT T AAAAT C A 

>RXN0137 6-upstream 

TCCTCATCGGTTATCGGGAGTGGCGGATACTTCTTGCAAACTTAAACCACTATGCTTTCG 
CTTCGTGAGTACTTTGAAATCCCCCATCGCTGTGATCACA 

>RXN01376 

GTGACCTATTCACCAGGTAAATACTTGGCGTCGTTCCTGGATTCTTTGCCTGGTGCGACT 
TCACGAGACACCCACGTTGTGATGGCAGACAATGGTTCTGTGGACGGTGTTCCTGAGCAG 
GCAGCAGCCTCACGCAGCi\ACGTGGAGTTCCTCTCAACTGGCGGCAACTTAGGCTACGGA 
ACGGCTATTAATATTGCCGCCCGATCGTTGCGTGCGCGCCGGGAGGCAGGAGAGATCGAT 
GGGGAGTTCTTCCTCGTCTCAAACCCTGATGTTGTTTTTGACGAAGACTCTATTGATCAA 
TTGCTTG7VATGTGCGAAACGTCACCCTGAAGCAGGAGCGGTTGGCCCGTTGATCCGTGAG 
GCGGACGGTTCGGCGTATCCGTCGGCTCGGGCGGTACCCACTTTGGCGAATGGCATTGGT 
CACGCTTTGTTGGGTGCTGTGTGGAAATCCAATCCGTGGTCGGCGGCTTACCGTGACGAT 
GAAGATATGGACACTGAGCGCACTGCTGGCTGGCTGTCGGGATCGTGCCTGTTATTAAGG 
TGGGATGCGTTTGATCGAGTTGGTGGTTTTGATGAGCGCTACTTCATGTACATGGAAGAC 
GTTGACCTGGGAGATCGGCTGGTTCGCGCCGGTTTCACCAACGTCTTTTGCCCAAGTGCG 
CAGATCATCCACGCGAAAGGTCATGTTGCGGGTAAAAACCCAGAGAACATGTTGCCCGCA 
CACCACGAGAGCGCGTATCGCTTCCAGGCTGATCGCCTCGCGAAGCCGTGGCAAGCCCCA 
ATTCGGTTGGCTCTGCGAATTGGTTTGAAATTACGAGCCGGAGTCGCGGTTGGTGTCTCT 
AAG ATG AG AAC G AAAGCC T C T 

>RXN0137 6-downstream 
TAGACCGTCGACGACCACCGGAC 

>RXlSI014 0 6-upstream 

GTTCCTCATTCCTCTAATCGGCGCACTATCTTTGCCTCGCGACGGCGGTGCCCGAGCCTT 
TTCCTCCTCTTAGAAACCCACTTCTGAAAGGTATAAAAAC 

>RXN01406 

ATGACTATTCGAATCGGACTCGTTGGCTACGGTGTCGGCGGCAGGCTCTTTCACACCCCT 
TACATCCAAGCTTCTACGCACTGCGAATTAGTAGGCGTAGTTGCTCGTTCCGAAGGCACC 
AAAGCAGCCGTTGCAGAAGATCTTCCAGATGTTGCCATCGTGGGATCGCTGACAGAACTC 
CTCGAACTGGGCGTCGATGCAGTGGTGATCTCCACCCCTCCAGCCACGCGCCGGGAACTG 
GCCTTGGAAGCAATCAACGCAGGTGTCGCAGTGGTTGCCGATAAACCGTTTGCACCATCA 
GCCGCAGATGCCATGGAACTTGTCGAAGCCGCCGAAAAGGCTGGAGTGCTGCTCAACGTC 
TTCCACAACAGGCGCAACGACACCCACATTGTCACGGCACTGGGAATCCAAGAAGAACTT 
GGTGCGATGCGTGGACTGGACCTGCGACTAGACCTGATCGAACCTGATTCCTTGGAGGCA 
GGTCCTGAAGGTGGTTTGCTGCGCGATCTGGGCTCACACGTAGTCGATCAGACCCTGGTT 
CTCATGGGGCCGGCTACCTCTGTCACCGCCCAACTTGGATCCATCGACCTTCCAGAAGGC 
CCAACCAACGCAAGGTTCCGCATCGTGTTGGAACATGAATGGGGCGCCGTATCGCACATT 
TCTGCCAGCAAGATTGACCGCTTGGAGTCCTGGGAAATCCGCTTGGTGGGCGAGCGCGGC 
TCCTACGTATCCAACTACACCGACGTGCAGACCGTGGCGATCAAACAGGGACTTCGACCA 
ACCAATGACCGCGAACACTGGGGCTACGAATCGGAGGAGCGGTGGGGCACCTTGGTTACC 
GATGAAGGCTCAAAGGTGATTCCTTCAGCACAAGGCGATTACACCCGCTTCTACGATGCC 
TTTGCCTTGGCTGTGGAAAACGGTGGCGCAGGGCCGGTGCCTGCACGTGAAGGTGTTGCA 
GTGCTCAAGGTGTTGGATGCTGTAGCCCAGAGCGCTGCGGAAAAACGCACCATTGAGTTG 
AGC 

>RXN014 0 6-downstream 
TAAGGAGAAGTGCTGCTGGCTGC 

>RXN014 68-upstream 

TGCCAAGGATTTGACCACCGTGCAGGATTTGATTGACTTTATTAACACCAATAAGGCTGA 
TTAGCGGGAAAATTTCGCCCAAAACAGGGACAATGGTGTT 

>RXN01468 

ATGACAGTGAACATTTCATATCTGACCGACATGGACGGCGTCCTCATCAAAGAGGGCGAG 
ATAATTCCGGGTGCAGATCGTTTTCTTCAGTCTCTCACCGATAACAATGTGGAGTTTATG 
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GTTTTGACCAACAACTCCATTTTCACCCCGAGGGATCTTTCTGCACGTCTTAAGACTTCC 
GGTTTGGATATCCCGCCGGAGCGTATTTGGACTTCTGCAACCGCCACTGCTCACTTCCTG 
AAATCCCAGGTCAAGGAGGGCACAGCCTATGTTGTTGGCGAGTCCGGTCTGACCACTGCG 
TTGCATACCGCGGGTTGGATTTTGACGGATGCAAATCCTGAGTTTGTTGTCCTGGGCGAA 
ACCCGCACATATTCCTTCGAGGCAATCACTACTGCGATAAATCTGATTTTGGGTGGCGCT 
CGCTTTATTTGCACCAACCCGGATGTCACTGGACCTTCACCAAGTGGCATTTTGCCTGCT 
ACTGGCTCTGTCGCCGCACTTATTACCGCAGCTACTGGCGCTGAGCCTTATTACATCGGC 
AAGCCAAACCCTGTGATGATGCGCAGTGCGCTGAACACCATCGGGGCGCATTCCGAGCAC 
ACTGTCATGATCGGCGACCGCATGGACACCGACGTGAAATCTGGTTTGGAAGCCGGCCTG 
AGCACCGTGCTGGTTCGAAGCGGAATTTCCGACGACGCCGAGATCCGCCGCTACCCCTTC 
CGCCCAACTCACGTGATCAATTCCATCGCCGATCTTGCCGATTGCTGGGACGATCCTTTC 
GGTGACGGTGCATTTCACGTACCAGATGAGCAGCAGTTCACTGAC 

>RXN014 68-downstream 
TAGTATTCTGTAGGTCATGGCAT 

>RXN014 98-upstream 

CAGTGGACAACTACTTGGCGGGTCTTAAATCAGCTGTGAAGGATTCTGCATAAGCTGGGC 
ACCACACGAGCATCAGAACGCGAAACGAAGGTAAAAGCCC 

>RXN014 98 

ATGATCAAACGTCTTCCTTTAGGTCCGCTGCCTAAAGAACTTCATCAGACTCTGCTTGAT 
CTGACCGCAAATGCCCAAGATGCGGCGAAAGTGGAGGTTATAGCGCCATTTACTGGCGAG 
ACCCTCGGATTTGGTTTTGATGGTGATGAGCAAGACGTCGAGCATGCTTTTGCACTTTCA 
AGGGCAGCCCAGAAAAAGTGGGTGCACACCACGGCAGTGGAACGGAAGAAGATCTTCCTG 
AAGGTTCATGATCTGGTATTGAAAAACCGTGAGCTGCTCATGGACATCGTGCAGTTGGAA 
ACAGGCAAAAATCGAGCATCGGCTGCCGATGAGGTGTTGGACGTTGCGATCACCACCCGC 
TTCTACGCAAACAATGCAGGAAAGTTTTTAAATGACAAGAAACGCCCCGGCGCGCTTCCG 
ATCATCACGAAAAACACACAACAGTATGTGCCCAAGGGAGTGGTCGGGCAGATCACGCCG 
TGGAATTACCCTTTAACTTTGGGAGTATCTGATGCTGTTCCGGCGCTGCTGGCAGGAAAC 
GCAGTGGTGGCTAAACCTGACCTCGCGACACCTTTCTCCTGCTTGATCATGGTGCACCTG 
CTCATTGAAGCCGGTCTGCCGCGTGATTTGATGCAGGTTGTCACCGGCCCTGGCGATATT 
GTTGGCGGTGCGATTGCAGCTCAGTGTGATTTCCTCATGTTCACTGGATCCACGGCCACG 
GGCCGGATCTTGGGTCGGACAATGGGTGAGCGTTTGGTGGGTTTCTCTGCGGAATTAGGC 
GGAAAGAACCCTCTTATTGTGGCCAAGGATGCAGATCTGGACAAGGTGGAAGCTGAGCTT 
CCGCAGGCGTGTTTTTCCAACTCGGGGCAATTGTGTGTCTCCACTGAACGTATTTATGTC 
GAGGAAGACGTGTACGAGGAGGTGATTGCACGGTTTAGCAAGGCGGCGAAAGCCATGTCC 
ATTGGTGCCGGATTTGAGTGGAAATATGAGATGGGTTCGTTGATCAATCACGCGCAGCTG 
GATCGGGTGAGCACCTTTGTTGATCAGGCTAAAGCTGCGGGCGCCACGGTGCTGTGCGGT 
GGCAAGTCACGCCCTGATATTGGTCCCTTCTTCTATGAGCCCACGGTATTGGCGGATGTC 
CCAGAGGGCACCCCACTGCTCACGGAGGAAGTCTTCGGGCCGGTGGTGTTCATCGAAAAG 
GTAGCCACACTGGAAGAAGCCGTCGATAAGGCAAATGGCACGCCCTACGGCCTGAATGCG 
TCCGTCTTTGGGTCGTCGGAAACCGGCAATCTTGTTGCAGGCCAGCTGGAAGCTGGCGGT 
ATCGGTATTAATGATGGCTACGCCGCGACGTGGGCGAGCGTGTCCACGCCTCTGGGTGGC 
ATGAAGCAGTCGGGGCTGGGGCACCGCCATGGTGCGGAGGGAATTACAAAATATGCGGAG 
ATCCGAAACATCGCGGAGCAGCGCTGGATGTCTATGCGTGGGCCGGCCAAAATGCCGCGA 
AAGGTGTACTCAGACACCGTGGCCACAGCGCTAAAGCTGGGCAAAATCTTTAAAGTTTTG 
CCG 

>RXN014 98-downstream 
TAGCAAAAAGCCGGACCCTTGCT 

>RXN01550-upstream 

TTCGCCAGCAGTACTTCTTCACCTCTGCTTCCCTGCAGGCCATGATTCAGGGCCACCTGG 
CGCACCACAAGGACCTCAGCAACTTTGCCGAGTTCACTCC 

>RXN01550 

GTGCAGCTCAATGACACTCACCCAGTGTTGGCTATCCCTGAGCTTATGCGTCTGCTCATG 
GACGAGCATGACATGGGCTGGGAAGAATCCTGGGCAATCGTGTTCAAGACCTTCGCATAC 
ACCAACCACACCGTGCTCACCGAAGCTCTTGAGCAGTGGGATCAGCAGATCTTCCAACAG 
CTGTTCTGGCGCGTGTGGGAAATCATCACAGAGATCGATCGCCGCTTCCGTTTGGAGCGC 
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GCAGCCGATGGACTGGATGAAGAGACCATCGACCGCATGGCTCCAATCCAGCACGGCACT 
GTTCATATGGCATGGATTGCCTGTTACGCGGCATATTCCATCAATGGCGTGGCAGCGCTG 
CACACCGAGATCATCAAGGCCGAGACCTTGGCTGACTGGTACGCACTGTGGCCAGAGAAG 
TTCAACAACAAGACTAACGGTGTTACCCCACGCCGTTGGCTGCGCATGATCAACCCAGGT 
CTGTCTGACCTGCTCACTCGACTTTCCGGTTCCGATGATTGGGTAACCGATCTGGATGAG 
CTGAAGAAGCTGCGCTCCTATGCCGACGATAAGTCCGTGCTTGAAGAACTCCGCGCTATC 
AAGGCTGCTAATAAGCAAGACTTCGCCGAGTGGATCCTCGAGCGCCAGGGCATTGAGATT 
GATCCAGAATCCATCTTTGACGTGCAGATTAAGCGCCTCCACGAGTACAAGCGCCAGCTC 
ATGAACGCGCTCTACGTACTAGACCTTTACTTCCGTATTAAGGAAGATGGCCTCACCGAC 
ATCCCAGCACGCACTGTCATCTTTGGCGCCAAGGCCGCGCCGGGTTATGTCCGCGCCAAG 
GCGATTATCAAGCTCATCAACTCTATTGCTGACTTGGTAAACAACGATCCTGAGGTCTCC 
CCGCTGCTCAAGGTGGTCTTTGTAGAGAACTACAACGTCTCCCCTGCTGAGCACATCTTG 
CCTGCGTCTGATGTCTCCGAACAGATTTCCACCGCCGGCAAGGAAGCCAGCGGTACCTCC 
AACATGAAGTTCATGATGAACGGCGCCCTCACCCTGGGCACCATGGACGGCGCCAACGTA 
GAGATCGTGGATTCTGTGGGCGAGGAAAACGCCTATATCTTCGGTGCTCGCGTGGAAGAA 
TTGCCAGCCCTGCGCGAAAGCTACGAGCCATATGAGCTCTATGAGACCGTCCCTGGCCTC 
AAGCGCGCATTGGACGCCCTGGATAACGGCACCCTCAACGACAACAACAGTGGTTTGTTC 
TACGACCTCAAGCATTCCTTGATCCACGGTTATGGAAAAGACGCCAGCGACACCTACTAC 
GTGCTTGGCGATTTCGCAGATTACCGCGAGACCCGCGACCGTATGGCCGCCGACTACGCC 
TCCGATCCCCTGGGTTGGGCACGCATGGCCTGGATCAACATTTGCGAGTCCGGCCGTTTC 
TCCTCCGACCGCACCATCCGCGATTATGCCACCGAGATCTGGAAGCTCGAGCCAACTCCT 
GCTGTTAAGAAG 

>RXN01550-downstream 
TAGGTTTTAACCTCCGCTTCTAA 

>RXNO 1554 -upstream 

TGGCTTAAACCTTATTTGTAGTTGTCAATAAATATGAAATTCCTTAGCAACTTGTTTAAA 
TAGACGTATAAACAAGTTTGAAAAAGGAAGGTTATCCATC 

>RXN01554 

TTGAAAAAGCATGTGACCTCAGCCGTTACCGCCGTGGTGACGGCTTTTTCAACGGCTGCG 
CTTGGTTTAAGTATTGCCGTTTCTCCTGCTGTTGCCCAAGTGGCTAATCCAGCTCCAGAT 
CTTTCTGCGCCGTATACATGGGTGGAAGAGTTTGATTCCGAGGATGCTCTCAAAGGGTGG 
AACATTTTCCGCCAGCCAGATTATGGCAGCGACAAAGTTCTCTATACCGAAGATGCTTTA 
AGTATCGAAGATGGCAAGCTCACCATCACCACTCAGCGCCACTGCGTTGACGAAGACTTC 
GCGATCAGTGATCCTGTCAACCGCGGAAAGCTCAATGACAGCACCGCGCAAGTTGAACCT 
TGTGCTCCAGGTCAGTTTGAAAAGTTCACCAGTGCGCGCATCGTCACTCCGAAAATTGCT 
CGTGGAGAGTTCGACCTTTCTGTCACTGCAACTCTTAACACCGGTGGCGTCGAAGGTGTC 
CGAAGTGCCATTTGGATGCAAAACGGTGAACAGGCGTGTTCCTCAGCAACCAACAATGGC 
CTCTACGGAGAACTAGACCTGGTAGAGCACTTTTCTTACGATCTTCGCTCGCCATGGTCT 
CCATCAAACACCCACTTGGGTTGTGATCCTGAAAGTGTCAACGGCACCAACCGTGCACCT 
CGTGAACTTAAACTAGATGAGTCACTCGATGGCGTGGAGCACACCTGGACTGTGAGCACC 
ACCCGCGACGGCGTTGAGTACTTCATTGATGATGAGGCGATTAACCGCCAGTCATGGCGC 
AACGATGTCACTTTGGGGCATGCCGAAATTGATGATTTCGGGATCTCCGCGCAGACGTTT 
GATGAGATCGTCGACCGCGAATGGACTCTCACTCTTAATCAAAAGGTAGAAAGCGCCGAC 
TGGGCAAAACCACGTTCCTCTGAGGAAGATTTCCCAGTCCGGTCCATGGTGATTGACCGC 
ATCGAGGTCACCGGATCTCCCGCAGTATCTGAAGACACCCCCATGCCAGATACCACCCAG 
CTTTTGACCCAAGACACTCTGGAATACCTCGGTCGCATGCCAGTGCTGGAACGCTACGAG 
CCAGCAAGTGCTGATTTTGCCGATGGCCGCAGGCCTTCCTGGAACTACTTCAATTTGAAG 
GAATCGTGGCAGAATCCAGAACTCGAGCAACGCCCAG7VAGCTGTCGAATTCGTTGATGGA 
CGCATGGATATCGTGACCCGTCGCCACTGTCTGGCCACCACTGATGACATCGCCACTCCG 
GAAAACGCACAGGAGGAACCGTGCGCGCCGGGTGAGGTGACACGCTACAGCTCAGCGCGT 
GTCCACCTTCCAGAGATCCCCGCCGGCAACTTCCGGCTCACCGTGCGCGCACGGGCGCAG 
TCCGAAGAGCTTGTCGACGGCGTCCGCCCCGCTATCTGGATGCAGAACAATACCAACTTC 
TGTGCTGACAACGATGGACGCCCTTATGGTGAACTGGATATTACTGAGTTCTACAGCTCT 
CGTGTGAACACCCAGTACTCGGCAGTACACCTTGGATGTGCTGGCAACCGCCCAGAGATG 
AAGCTTCGCCAAATGGAAATGGAAGAGTCCATGTTTGGGGATTGGCATGACTGGGGCGTC 
GAAGTCTTCGACGGCCAGATCGTATTCACCATTGACGGCAAGGCAGTAACTTCCTCTGGC 
AAAGATGTCTTTGGCAACTCTGTTACCCCAGCCGCTGCACCTCTTCGCCCCGCGCACTTC 
AAGTTGTCGGAAGAGGAATACCGTGAAGTCATCGGGCAGCCTTGGCACCTTATTTTGAAC 
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ACCATGGTGGAGCAGTCTGGCAAAGACAGCTGGATTACAGCGGTCGACAATAACGAGGCG 
TTCCCAGAACACCGCTTCCAAATTGACCATGTGGCAGTAGATATCGAGTCTGACTCTGTG 
GACAATGTATGGCCTGACGCTGCGAATGAAATCCCAGACAATGTTGGTATTGAAGACTCT 
GATGATGGCAGCGACCTGGAGGTTGGTTCGACCGGAAGCTCTACAGCTGAGACCGTGAGC 
TGGATCTCGTTGTTCACCGCGTTGAGCTCGCTGGTCTTCACACTGGCTCTCAATCAAGAA 
GCATTGCAG7iJ\TTTGATTAATCAGTTCATGAGACAGTTCAAG 

>RXNO 1554 -downstream 
TAATCCTTGTGGGCGCTTTGTCT 

>RXN015 62-upstream 

GCAGGTGCACATTTGTTTTGTCACCTGCACAAAAGTGTCGCCAGCCCGATACTTGTACAA 
CCGTCCGCATCCGAGAAGCAAAGGTGTCTGACTCGCGCCA 

>RXN015 62 . 

ATGGGAATTCTGAACAGTATTTC/^CACCTGCTGACTTAAAGGCCCTTAATGATGAGGAT 
TTGGACGCTCTTGCCAAAGAAATCCGAACTTTCCTGGTCGATAAAGTCGCAGCAACTGGT 
GGCCACTTAGGTCCAAATTTGGGCGTAGTGGAATTAACCATCGGTCTTCATCGAGTTTTC 
GATTCGCCTCAAGACCCGATCATCTTTGATACTTCTCACCAGTCCTATGTGCATAAGATC 
CTGACGGGTCGCGCTAAAGATTTTGATTCTTTGCGTCAAAAAGATGGCCTTTCTGGTTAC 
ACCTGCCGTGCTGAAAGTGAGCACGATTGGACTGAGTCTTCGCATGCTTCGGCGGCCTTG 
TCTTATGCGGATGGTTTGTCTAAAGCCAAGCAGTTGGATGGCGATACCACGCATAGTGTG 
GTTGCTGTCGTTGGTGATGGCGCTCTAACTGGCGGCATGTGTTGGGAAGCACTGAACAAT 
ATTGCTGCTGGTAAAGACCGCAAAGTTGTTGTCGTAGTCAATGACAATGGCCGGAGTTAT 
TCTCCAACCATTGGCGGATTTGCGGAAAACCTTGCGGGCCTTCGCATGCAGCCTTTCTAT 
GATCGCTTCATGGAAAAGGGCAAGACGTCCCTGAAATCCATGGGGTGGGTAGGGGAGCGT 
ACTTTTGAAGCGCTCCATGCATTTAAAGAAGGTGTGAAGAGCACCGTCATTCCCACCGAA 
ATGTTCCCTGAACTGGGCATGAAATACGTGGGTCCGGTTGATGGACATAACCAAAAAGCT 
GTCGACAATGCGCTGAAATACGCTCATGATTATGATGGCCCCATCATCGTGCACATGGTC 
ACCGAAAAGGGTCGTGGTTACGCGCCTGCTGAGCAGGATTTGGACGAATTGATGCACTCC 
ACGGGCGTCATCGATCCGCTCACAGGAGCTCCTAAATCTGCATCAAAGCCCGGTTGGACC 
TCTGTGTTCAGCGATGAGCTGGTCAAGATTGGTGCGCAGAATGAAAACGTTGTTGCCATC 
ACCGCCGCGATGGCAGGTCCTACCGGTCTGTCCAAGTTCGAAGCCAATTTCCCCAACCGA 
TTCTTTGATGTCGGCATTGCTGAGCAGCACGCGGTAACTTCTGCCGCAGGCCTCGCATTG 
GGTGGAAAACACCCTGTGGTGGCTATTTACTCCACGTTCTTGAACCGCGCTTTTGATCAG 
CTGCTCATGGATGTGGGCATGCTCAACCAGCCTGTTACTTTGGTGCTTGATCGCTCAGGT 
GTCACGGGTTCGGATGGAGCGAGCCACAATGGCGTCTGGGATATGGCGCTGACCTCGATC 
GTTCCAGGCGTGCAGGTGGCGGCACCACGTGATGAGGATTCCTTGCGTGAGCTGCTCAAT 
GAGGCTATTTCCATCGATGATGGCCCCACAGTTGTGCGTTTCCCCAAGGGCGACTTGCCA 
ACTCCAATTGTTGCTATCGACACCTTGGAAGACGGCGTGGATGTCCTCGCATATGAAGAC 
GCCACTGACGTTGAATCAACCGACGATGCGCCATCAGTTCTCATCATTGCGGTAGGCGAG 
CGCGCAACTGTTGCACTTGACGTTGCTTCCAGGATTAAACAGCACGGCGTGAACGTCACG 
GTTGTTGACCCCCGCTGGATTGTCCCCATCCCGCAGTCCTTGGTCGCGCTGTCTGATGAT 
CATGACCTCGTGATCACCATCGAAGACGGCGTCATCCACGGCGGCGTGGGATCCTTGCTC 
TCTGATGCGCTTAACGCCTCTGAGGTGGATACCCCTCGCCGACAAATCGCCGTGCCCCAG 
AAGTACCTGGATCACGCGTCCCGCAATGAAGTGCTCGCCGATTATGGCCTCGACGCCGAC 
GGCATTGAAACCACTGTTGTTGGATGGCTGGATTCCCTGTTCGGGGAA 

>RXNO 15 62 -downstream 
TAAAACCCTGCTTATCGACGCCG 

>RXN015 69-upstream 

AAGGCCTAGAGCAGACCATCGATTGGTACCGCGAAAACGAGGCCTGGTGGCGCCCTGCCA 
AGAACAACGTCGAAGCTACCTACGCTAAGCAGGGACAATA 

>RXN01569 

ATGGAATACGGTAAACAACTCACCTCCCACACCACCGACATCGAAGGCCTACTGGTTTTC 
GATTTCCCCGTCCACGGCGACAACCGCGGCTGGTTCAAGGAAAATTGGCAGCGCACCAAG 
ATGACCAACCTGGGGCTGCCCGATTTTGGCCCCGTCCAAAACAACATGAGTTTCAACGCC 
ACCGCCGGCACGACTCGCGGCATGCACGCTGAGCCGTGGGATAAATTTGTGTCCGTCGCG 
GTGGGTTCCGTTTTCGGAGCTTGGGTGGATCTGCGCGCGGGCTCGAGCACGTACGGTAAC 
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GTCGTAACGCAAAAAATTACCCCTGACGTGGGAGTTTACGTCCCGCGTGGTGTGGCAAAC 
GGCTTCCAGGCGCTCGAGGACGGCACGCTGTACACCTACCTCGTCAACGATCATTGGTCC 
CCCGACGCGCATTACGCCAACGTCAACCTCAACATGATCGACTGGCCGCTGCCCATCACC 
GAGATCTCCGAAAAAGATAAAAAACATCCAGCGCTTATCGACGCCACCCCCCTGCCCGCC 
CGCAAGGTTCTCGTGGTCGGCGCCGGCGGACAACTGGGAACCGCGCTACGCGCGCAGTTC 
CCAGACGCGGAATTTGTCACGCGCCAAGAACTCGATATCACCTCAGATCTCACCGAGGCT 
CGCGCGTGGAAACAATACTCCACCATCATAAACGCCGCCGCCTACACTGCCGTTGACCAG 
GCAGAACACGACCGCGCAGCAGCGTGGGACATCAACGCAGCGGCAGTGGCTAACCTCGCG 
ACCATCGCGCGCGACAACAACCTCACCCTCGTGCACGTGTCCTCAGATTATGTCTTCGAC 
GGTGCGGCCGAATCCTACGATG7VAAACGCACCGTTTTCCCCACTCGGCGTGTACGGCCAA 
TCCAAAGCAGCCGGCGACATCGGAGACACCACCGCACCGCGCCACTACATTGTGCGCACC 
AGCTGGGTGATTGGCGATGGCAAT/^TTTTGTCCGCACCATGAAATCCCTCGACGAACGC 
GGCATCGCACCATCAGTAGTTGATGATCAAATCGGCCGCCTATCCTTCACCGAAGACATC 
GCAGCCGGCATCGCGCACCTTTTGGAAGTGGGTGCAGCATATGGCACCTACAACCTCACC 
AACACCGGCGAACCCGCAAGCTGGGCCGATGTTGCCCGCGCAGTATTTTCCGACCCCACC 
AAAGTTACCGGCGTGAGCACCGCCGAGTACTTCGCCAACAAAGACGCAGCGCCCCGCCCA 
CTGAACTCCGTTTTGGATCTCGGCT^AAATCGAAGCCACCGGATTTAGCGCACCGACCTGG 
CAGACCCGCCTCAACGACTACCTC/iAGGAACTCTCAAAG 

>RXN0156 9-downstream 
TGAAAGGCATCATCCTCGCAGGT 

>RXN0158 0-upstream 

CGGTAAACGCCTCATTAAAGTCCAATGCCATGCTCATAACACTAACAGTTAACCGTGCGG 
TCAACTTTGCTCCCTATCCTTAAAAAGCCCACAGAAAAGG 

>RXN01580 

ATGTATAAGAATATGCACATTGTTGCCCATCGCGGTGCGGAAGATCTGCACCTCGAAAAC 
ACCATGACCGCTTTCCAGGCTGCCGCGCCCGCTGACGCTTTTGAGCTGGATATCCACGCC 
ACCGCTGACAATCAGGTCGTCGTTATCCACGACCGCACCGCAGCGCGTGTTGCCGCGCCA 
GATTCCCTGCACCGCGACACCCCGGTTGCGCGCTTAAGCGCCGCGCAAATCAAGGAGATA 
ACGCTTATCGACGGATCCCCCGTACCAACCCTGGAGGAAGTTCTACTCCAGACGAGCCTG 
CCGATCCAAGTGGAAATCAAATCTGCCGGTGCAGTTCCAGCAGCCGCAGCATTATTGCAG 
AAATACCCAGAGCACCTGGAGCGCCTGCTGTTCATCAGTTTCATCGATGCAGCACTGGTG 
GAAATCGTGGATCGACTGCCAGAAGCTCGCGTGGGAATCTTGCGCGATGCGTCCATGGAT 
GATCTGCGCATTCTTGATTACATCCCGCTAAAAAATGTGGGCGCGATCTTGCCCTCGTGG 
AAAGCACTAAACGTGGCGTCAATTGCTGATCTACATACCAAGGGAATCAAGGTTGGCTGC 
TGGACAATTCGGGATGAAAATGCGTTTGGGATCGCACAACAAGCTGGCGTTGATTACGCC 
ACTGTTAGCGATCCCTCTCGTTTCCTCGCGCCCTCCCCTGCTGGGGAGTTGCACTGG 

>RXNO 158 0-downst ream 

T AAAT AAT C T AG T GAG GAG AC T G 

>RXN015 93-upstream 

ATATGACAGCCTTCTTCTTGATCTAGATGGAACCGTCTACGAGGGCGGCCGAGCCATTGA 
GCACGTAGTTTCTGCGCTCTCTGGCGCCGGCCTACCCGTC 

>RXN015 93 

ATGTATGTCACCAATAATGCCTCCCGTGCTCCGGAGGTGGTGGCTGCGCAACTCCGTGAG 
ATTGGCCTTGCCGACACCACTGCGGACAATGTGATGACATCTGCTCAAGCTGCCTGCAAG 
ATGGCGGCGGAGAAGATTCCCGCTGGATCCAAGGTGTATGTTTTGGGTTCAGAATCCTTC 
CGCGAGCTAGCTACTGAAGCTGGTTTTGTGGTGGTTGATTCGGCTGATGATAAACCTGTG 
GCTGTGCTTCACGGCCACAACCCTGAGACCGGTTGGGCTCAGTTGAGCGAGGCTGCGCTG 
TCAATTAATGCTGGCGCGCAGTATTTTGCATCAAATTTGGATTCCACCCTTCCCATGGAA 
CGCGGTCGTCACATTGGCAACGGTTCCATGGTGGCTGCCGTGGTCAACGCGACTGGCGTA 
AAGCCTCTTTCCGCAGGTAAGCCAGGCCCCGCGATGTTCTATGCGGGGGCTGAAACTCTT 
AATTCTTCAAAGCCTTTGGCTGTCGGCGATCGTCTCGATACCGATATCGCCGGCGGAAAC 
GCTGCAGGCATGGACACATTCCAGGTCCTGACCGGCGTCAGCGGCTACTACGATTTGGTG 
CGCGCCATTCCCAGAGCAGCGCCCCACCTATATCGCCACCTCGATGCAGGATCTCTACAG 
CGATCCGGGCGAGCTCAAGCCAGGTGCCCAGGGCGGTTTTTCAGCGCTTATCGACGGCGA 
CACCCTGGTCATTTCCGGCGGCGATGCCGGCGCAACTCCGGTTGCAGCACTCCGCACTGC 
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GTTGGATGTGGCCTGGGCGGCCACAGAGCAGTCACCGAGGTACGCGCTGATTCAGAGGTA 
GCTGCTACTGCATTGCAGAGCTGGTGG 

>RXN015 93-downstream 

ta;\acggtgaattcaccaaagcc 

>RXN01630-upstream 

gtaggtgagtcttcgtgagatacccccggccagtcatacagttcaaccaagctccaccac 
ccagataaaaacctgcgggttgcgttttaggagaattccc 

>RXN01630 

atgagtgatcaaaaaattgttgttggcctgctaggcatcacccacccgcatgcgtcggcg 
cgggtgcgtgccctccgtgaaattgatggggtagaggtcgtcgccgccgcggatactgat 
tcccgcctccagtacttcaccgacaaatatgatgttgaaccccgcgagatcgatgacgtc 
ttgaacgacgatcgcatcaacgccatcatggttcactccaagagcaaggacatggtccct 
cacgccaagcgcgcgctcgcggccggaaaatccgtcgtcgtggagaagcccggcggggga 
acagtggcggatcttgaggagctcctggccctcaaagaagctgccgatcctcagcgaatc 
gtgcaggtcgggtacaacgtccgcctgtctgaatcggttcagagattaaaagagcttctc 
gacgccggcctcatcggcgaagtcgtcagcgtgcaagcacgcggcgccgcaaaagtaggt 
gagcatatcaccgagcacctcaaccaacccgcagacatgggcggtgtgttgtggattctt 
ggctgccacatgctcgatgcattggtggaagtcttcggagctccagaatccgtgaacgcc 
cgagtgcataagaccgcaaaactctctgacgacaccagccgcgaagactcagcctccgca 
ctgctgtactacccagatttctccgtcagcttcagcttcgacggccacgatgatctggaa 
tggttcgaaagctcccgactcacggtctatggaaccaagggcatgatcgaagccggaatc 
ctccctcagacactgcgcgtatacctcaatgagtcacgccagggctggccacagggttgg 
accgagtggacccagagctacttcaccccaccgtttgctcgcacagaatccaacaaattc 
tcagagcttccagagctagaaaacatcagcaacttccgcacagaaatgcaggggtgggtg 
aattccattcgcactggatcccgcaatgtggcgccagttgaggatgctctcacagtcgct 
cgcattgtcagtgcatgctacgaatccgacaacaaccagggcatttccgtaaacatc 

>RXN01630-downstream 

T AAG AG G AG C AC T C CAT G AAAC C 

>RXN01631-upstream 

GCCAGTTGAGGATGCTCTCACAGTCGCTCGCATTGTCAGTGCATGCTACGAATCCGACAA 
CAACCAGGGCATTTCCGTAAACATCTAAGAGGAGCACTCC 

>RXN01631 

ATGAAACCACAACTTATTGCATCTTGCTGGACCAGCGCGGGAGACGCCGCACCCGATCGT 
GACGATCTCAGCAGCCCAGTAGCAATCGATGAGCGCATCGCTCTAGTCGCTGAAACCGGT 
TGGGCAGGCATTGGGCTTGTTCACGCCGATCTCATCAAAGCACGCGACACCATTGGCTAC 
GAGGAATTGCGCCGACGCATCCACGCTGCAGGAATTGAAATCATTGAGGTGGAGTTCCTC 
AATGGTTGGTGGGCGACTGGTGCGGAACGCCAAGAGTCCGATGCCGTTCGTGCGGATCTG 
TTTGCTGCGGCGCAAGCTCTTGGTTCCCCACACATTAAGGTCGGAGCAGGAGAGGGCACC 
AATGGTGTGGTTCCCATTGCTCACATGGCCAGTGCGTTTACTGATCTCGCTGCGGAAGCT 
GAAGCTCATGGCGTCAAGCTCGCGTTGGAAGCAACTCCGTTTTCTCACCTGAAGACCATC 
TACGACGCGCTGGAAGTTGTCAGCCATTCCGATAGCCCATCGGCTGGACTCATGGTTGAT 
ATCTGGCACACCGCGAAAATCGGAATCCCCAACGATGAACTGTGGCGCAACATTCCACTG 
TCCAAGGTCAACGCAGTGGAGGTTGATGATGGTTTCATTGACACCCCAATTGATCTTTTC 
GATGACTCCACCAACCGTCGCGCGTACTGCGGTGAAGGCGAATTTGATCCCGCAAGCTTC 
ATCCGTGGCGCCATCGACGCCGGTTGGACGGGCGCATATGGTGTGGAAATTATTTCCGCA 
GAGCACCGAAGCCTCCCGGTGAAAGAAGGGCTGCAACGTGCTTTCGACACCACCATCGCA 
GCGTTTGAACAAGCTGCTCGTCTCGCCCCCTCCACTAAC 

>RXNO 1631 -downstream 
TGATCTTTGAAAGGCTGAAAAAA 

>RXN01695-upstream 

TATGGCCAACACTTGCATTCGGGTGCTGGCGATCATTTATGAGATGACGCCTTGTGTTGG 
TGTTCGGCAGAGAACTCGCGGAGATAAAAGGAAGTTGAAC 
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>RXN01695 

ATGTCAGATTCCCCGAAGAACGCACCGAGGATTACCGATGAGGCAGATGTAGTTCTCATT 
GGTGCCGGTATCATGAGCTCCACGCTGGGTGCT^TGCTGCGTCAGCTGGAGCCAAGCTGG 
ACTCAGATCGTCTTCGAGCGTTTGGATGGACCGGCACAAGAGTCGTCCTCCCCGTGGAAC 
AATGCAGGAACCGGCCACTCTGCTCTATGCGAGCTGAACTACACCCCAGAGGTTAAGGGC 
AAGGTTGAAATTGCCAAGGCTGTAGGAATCAACGAGAAGTTCCAGGTTTCCCGTCAGTTC 
TGGTCTCACCTCGTTGAAGAGGGAGTGCTGTCTGATCCTAAGGAATTCATCAACCCTGTT 
CCTCACGTATCTTTCGGCCAGGGCGCAGATCAGGTTGCATACATCAAGGCTCGCTACGAA 
GCTTTGAAGGATCACCCACTCTTCCAGGGCATGACCTACGCTGACGATGAAGCTACCTTC 
ACCGAGAAGCTGCCTTTGATGGCAAAGGGCCGTGACTTCTCTGATCCAGTAGCAATCTCT 
TGGATCGATGAAGGCACCGACATCAACTACGGTGCTCAGACCAAGCAGTACCTGGATGCA 
GCTGAAGTTGAAGGCACTG7\AATCCGCTATGGCCACGAAGTCAAGAGCATCAAGGCTGAT 
GGCGCAAAGTGGATCGTGACCGTCAAGAAeGTACACACTGGCGACACCAAGACCATCAAG 
GCAAACTTCGTGTTCGTCGGCGCAGGCGGATACGCACTGGATCTGCTTCGCAGCGCAGGC 
ATCCCACAGGTCAAGGGCTTCGCTGGATTCCCAGTATCCGGCCTGTGGCTTCGTTGCACC 
AACGAGGAACTGATCGAGCAGCACGCAGCCAAGGTATATGGCAAGGCATCTGTTGGCGCT 
CCTCCAATGTCTGTTCCTCACCTTGACACCCGCGTTATCGAGGGTGAAAAGGGTCTGCTC 
TTTGGACCTTACGGTGGCTGGACCCCTAAGTTCTTGAAGGAAGGCTCCTACCTGGACCTG 
TTCAAGTCCATCCGCCCAGACAACATTCCTTCCTACCTTGGCGTTGCTGCTCAGGAATTT 
GATCTGACCAAGTACCTTGTCACTGAAGTTCTCAAGGACCAGGACAAGCGTATGGATGCT 
CTTCGCGAGTACATGCCAGAGGCACAAAACGGCGATTGGGAGACCATCGTTGCCGGACAG 
CGTGTTCAGGTTATTAAGCCTGCAGGATTCCCTAAGTTCGGTTCCCTGGAATTCGGCACC 
ACCTTGATCAACAACTCCGAAGGCACCATCGCCGGATTGCTCGGTGCTTCCCCTGGAGCA 
TCCATCGCACCTTCCGCAATGATCGAGCTGCTTGAGCGTTGCTTCGGTGACCGCATGATC 
GAGTGGGGCGACAAGCTGAAGGACATGATCCCTTCCTACGGCAAGAAGCTTGCTTCCGAG 
CCAGCACTGTTTGAGCAGCAGTGGGCACGCACCCAGAAGACCCTGAAGCTTGAGGAAGCC 

>RXNO 16 95 -downstream 
TAAATCTTCTAACTGCTTTCTTT 

>RXN017 4 4-upstream 

TCTTATTGGTTCTTCGTTTTGTATCGATAAATACAATCGGTTTCCTGGCTTAATAAGGCT 
GTTCCTGTCAACCTGCAATGGAAGAGGAAGTGTACCTAGC 

>RXN01744 

GTGGATGTCGTCGACATCGCACGGTGGCAATTCGGAATTACCACCGTCTATCACTTCATT 
TTTGTCCCACTGACCATTGGCTTAGCGCCGCTGGTCGCAATCATGCA7\ACGTTTTGGCAA 
GTTACCGGCAAAGAGCACTGGTATCGGGCCACAAGATTTTTTGGCACTGTGCTGCTCATC 
AACTTCGCGGTTGGTGTAGCAACGGGCATTGTGCAGGAGTTCCAGTTCGGTATGAACTGG 
TCGGAATATTCGCGTTTCGTCGGTGATGTTTTCGGCGGACCGCTGGCTTTGGAGGGTCTT 
ATCGCGTTCTTCCTTGAGTCTGTATTCCTGGGACTGTGGATTTTCGGATGGGGGAAGATT 
CCTGGTTGGTTGCACACTGCATCCATTTGGATCGTTGCTATTGCGACGAATATTTCTGCC 
TATTTCATCATCGTGGCCAACTCGTTTATGCAGCATCCGGTGGGTGCTGAGTATAACCCT 
GAGACTGGTCGTGCGGAGCTTACTGATTTTTGGGCTCTTCTCACAAACTCCACCGCGCTG 
GCTGCGTTCCCGCATGCTGTTGCCGGTGGTTTTTTAACAGCTGGAACTTTCGTTCTCGGA 
ATTTCGGGTTGGTGGATTATTCGTGCGCACCGTCAGGCCAAGAAGGCTGAGTCGGAAATC 
GAGTCGAAGCATTCGATGCACAGGCCCGCGTTGTGGGTTGGTTGGTGGACCACAGTTGTC 
TCTTCCGTGGCGCTGTTCATCACTGGCGATATCCAGGCGAAGCTCATGTTCGTGCAACAG 
CCAATGAAGATGGCGTCGGCGGAATCCTTGTGTGAAACCGCCACAGATCCAAACTTCTCC 
ATTCTGACAATTGGTACGCACAACAACTGCGATACGGTAACCCACCTGATCGATGTTCCG 
TTTGTGCTTCCATTCTTGGCTGAAGGAAAATTCACCGGTGTGACTTTGCAGGGTGTAAAC 
CAGCTCCAAGCTGCAGCGGAGCAAGCATACGGTCCTGGCAACTACTCCCCTAACTTGTTT 
GTCACCTACTGGTCATTCCGCGCAATGATCGGCCTGATGCTTGGTTCTTTGGCTATCGCT 
GCGATTGCGTGGCTGTTGCTGCGTAAGAAGCGCACACCAACTGGAAAGATTGCTCGTCTG 
TTCCAGATCGGCAGCCTCATTGCTATCCCGTTCCCATTCTTGGCCAACTCTGCTGGTTGG 
ATCTTCACCGAGATGGGCCGCCAGCCTTGGGTGGTGCACCCGAACCCTGAATCTGCCGGC 
GATGCCCGAACAGAGATGATCCGGATGACTGTTGATATGGGTGTATCTGATCATGCGCCA 
TGGCAAGTCTGGCTGACTCTCATTGGCTTCACGATTCTCTATCTCATTTTGTTCGTGGTG 
TGGGTGTGGCTGATTCGCCGCGCAGTTCTGATCGGACCACCAGAGGAAGGCGCTCCATCC 
GTGGAGGCAAAGACTGGACCGGCAACCCCGATTGGTTCAGATATGCCCATGACACCGCTG 
CAATTTACTGCCGCTGCCCCAACCACAGGTGAAAAGGAA 
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>RXNO 1 7 4 4 -downstream 
TAACCATGGATCTCAATACCTTT 

>RXNO 17 52 -upstream 

GAAATGACGTGACCATCGATACCAATACCCT^TTGAAAGATCTTGACCTGGTCAGCCAAG 
TTGGCCGTCAGATCGTGGCAGAACAACAGGTGGGGAGGTC 

>RXN01752 

ATGATGGT^CAAGATCTCAGCTACCGTGAAATTCTTCCCCTCAACGCGAGTGAGGAGAAG 

AAAAAGGCTGCACTGATTGATGCCATTGAAGGGTTAAGGGTGCGCGATCCGCTACTCTCT 

GCCTCGATTGCATTTACTAGAGGGCAGAAAGTCGCCTTCATTGCTGTGGTGGTGGGCTTT 

ATCTTGATGCTCATTTTTGCTCGGCAAGCAGCACTTATTGGACTGTCAGCAACGTGTACG 

TTCATGTACCTCATTACATTGTTGGACAGATTTATCATGTTTTCCAGAGGTATCCGCGCG 

GAATCCATCATCCAGGTATCGGATGAAGATGCGCTGGCTTTCCCTGAGGACAAGCTGAAA 

ACCTACACGGTGTTGGTGCCCGCCTATGGCGAACCTGAGGTGATTGCGCAGCTGCTGGCA 

TCCATGCACGCTTTTGATTACCCCAAGCATCTTCTGCAGGTATTGCTCATGTTGGAGGAA 

GATGATCTGCCCACGATCGCCGCGGCAGAGGCAGCGGGAGTGGATCAGGTGGCAACGATC 

ATTAAGGTGCCGCCAGCGCAGCCCCGCACCAAGCCGAAGGCCTGTAACTATGGATTGCAC 

TTTGCCACGGGGGAAATTGTCACGATCTTTGACGCGGAAGACATGCCAGATCCCCTCCAA 

CTGCGTCGCGTGGTGGTGGCATTTG7U\CGCTCGGCTTCCAATACGGTGTGCGTCCAGTCA 

AGGTTGTCGTATCGAAACGCCAGGCAGAATCTGCTAACTGCGTGGTTCACCATTGAATAT 

GACGTGTGGTTTAACTTCCTGCTGCCAGGCGTCATGCGCATGAACGCACCTGTCCCATTG 

GGCGGTACCTCCAACCATCTGCTCACGGGTGTCCTGAAAGATCTCGGCGCGTGGGATCCT 

TTCAATGTCACAG7\AMTGCCGACCTCGGCGTACCCATCGCGGCAAAAGGATATTCCACC 

GCGGTGTTGGATTCGGTGACGTGGGAGGAAGCAAACTCCGACACCATCAACTGGTTGCGC V 

CAGCGTTCTCGCTGGTACAAGGGCTATCTGCAAACATGGCTTGTGTATATGCGCAGGCCA 

AAGTGGTTAGTCCAAGAGCTTGGCATCATTCCTGCTGTGCGTTTTACCTTCCTCATGGCA 

GGCACCCCGATCATTGCGGTGCTCAATCTGCTCTTTTGGTACTTGTCGCTCACGTGGATT 

CTGGGCCAGCCCGGCACCATTGAGCAGATGTTCCCACCTGCGGTGTACTACCCAGCGTTG 

GTGTGTTTGGTGGTGGCCAATGCTGCGACCATCTTTATGAATCTCATTGGCTGCCGGGAA 

GGCCGCGACCCCTTGCTGCTCATCGCGGTTCTCACGTTCCCGCTGTATTGGCTGCTCATG 

AGCATTGCAGCGTTGAAAGGCACGTGGCAATTGATCACGCGACCATCCTATTGGGAGAAA 

ACTGCCCACGGATTGGAGGCG 

>RXN01752-downstream 
TAAGCGGTGCCCATCGTCAAACC 

>RXN018 8 4 

GTGACTGCCATTGAATTGATGCCGGTCCACCAGTTCCTGCAGGATGATCGTCTCCGCGAC 
CTAGGAATGCGCAACTACTGGGGCTACAACTCTTTCGGCTTCTTTGCGCCCTACAACGAT 
TACGCTGCCAACAAGAACCCCGGTGGCGCCGTGGCCGAGTTCAAAGGCTTGGTGCGCAGC 
TACCACGAAGCGGGCCTCGAAGTAATTTTGGATGTGGTCTACAACCACACCGCCGAGGGC 
AACCACATGGGCCCCACCATCGCGTTCCGAGGCATTGACAACGAGGCGTACTACCGACTG 
GTTGAGGGCGATCGCCGTCATTACATGGACTACACCGGTACTGGTAACTCCCTCAATGTC 
CGCGACCCGCACTCACTGCAGCTGATTATGGATTCGCTGCGCTACTGGGTCACCGAGATG 
CATGTCGACGGCTTCCGCTTCGACCTTGCCTCTACCCTTGCTCGTGAATTTGATGATGTT 
GACCGCCTGGCAACCTTCTTCGACCTGGTCCAACAAGACCCGGTGGTCTCCCAGGTCAAG 
CTCATTGCTGAGCCGTGGGATGTTGGCGAAGGCGGATACCAAGTGGGTAACTTCCCACCA 
CTGTGGACTGAGTGGAACGGTAAATACCGCGACACTGTCCGTGATTTCTGGCGTGGTGAG 
CCAGCAACCTTGGGTGAATTCGCTTCCCGACTAACTGGTTCCTCTGATTTGTATGCAAAC 
AACGGCCGTCGCCCCACTGCATCGATCAACTTTGTGACTGCTCACGACGGCTTCACCCTC 
AATGACTTGGTCAGTTACAACGAGAAGCACAACATGGCCAACGGTGAAGACGGTCGGGAC 
GGTGAATCACACAACCGTTCCTGGAACTGTGGCGTCGAAGGACCAACTGACGATCCTGAG 
ATTATGCAGCTGCGTGCTCAGCAACGACGCAACTTCCTCACCACCTTGTTGCTGTCCCAG 
GGCACCCCTATGTTGTCCCACGGTGATGAAATGGCCCGTACCCAAAACGGCAACAACAAC 
GTCTACTGCCAAGACAATGAACTGGCGTGGGTGAATTGGGATCAGGCTGAAGAAAACGCT 
GACTTGGTGAGCTTCACCAGGCGTTTGCTGCGTATCCGAGCAAACCACCCAGTATTTAGG 
CGCAGGCAGTTCCTTGCCGGTGGCCCTTTGGGCGCCGATGTTCGTGACCGCGATATCGCA 
TGGCTGGTACCAAATGGAACCTTGATGACTCAAGATGACTGGGACTTCGCTTTCGGTAAA 
TCACTGCAGGTGTTCTTCAACGGCGATGCCATCGAAGAGCCTGATTATCGAGGACAGAAA 
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^ ATCCACGATGACTCCTTCATCTTGATGTTCAACGCTCACTTCGAACCTATCGATTTCAAT 
CTCCCTCCTGAGCATTTCGGTATGAAGTGGAAGCTTTTGGTCGATACCACCGAAGCGGTG 
GGCCACCCGCTGGAGGATCTCACCATCGAAGCTGGCGGAACCATCACTGTTCCTGCCCGT 
TCCACGATGCTGCTGCGCCAGGTGGAGGCTCCGGACTACACCAAGCTTGAGGAAAAGATC 
GCTGCTGAAAAGCGTGAGCAAGAACTTGCGGCAGAGAAGGAAGCTGCTGAGAAGCGCGAA 
TTGGAACTGGCGGCAGCAAAGGAAGCTGAAGATGCTGCTGAGGCTCTCCACCTTGCGGCA 
GAACGTGCTTCGACTCAGGAAGCTGAATTGGCCCATCAACACGGTGCTGATGCGATTGCC 
GATGAGGTAGCGGAAGAACCACAAGAGCTGCCACAAGATGAAGTAGCGGCAGAGGTCGAG 
ACTGAGCCCGACACCGAGCCTGACACTGAATCTGACTCCGAGCAGGCTGAGGTAGCTTCA 
GAGGAGCCTGAAGCGGACGAAGAAGAGAAG 

>RXN01 88 4 -downstream 
TAGTACACCGAAAGTGGCGTCGC 

>RXN018 91 

GGTGGCCACTATGGTTTGCCTTTCGCTCGCTCCACTGTCCTCTTCTACTACAACAAGGAT 
CTGTGGGCTAAGGCTGGCCTGGAAGATCGTGGCCCAGAGTCATGGGAAGAGTTCTCCGAG 
TGGGGTCCAAAGCTGCAGGAAGCGATGGACAGTGGTTTCGCACACGGTTGGGGAGATGCA 
ACCAACTACCTTTCTTGGACTTTCGAAGGCCCAATGTGGTCCCTCGGCGGCAACTACTCT 
GAAGGTTGGGAGTCCCGTCTGACTACCCCAGAGACCATCCGTGCAGTTGAGTGGCTCAAG 
TCCACCGTTGATGAAGGTTTCGCAACCGTCTCCACCGACGTCACCAACGAGTTCGCAACC 
GGCCTGATCGGTTCATGCATCCAGTCCACCGGTGATCTGTCTTCGGTTGCCGGCGCTGCA 
AGCTTCGACTGGGGCGTAGCAGCACTTCGTAACCCAACCGGCGAGGGCGCTTGCCCAACC 
GGTGGCGCAGGCCTGGGAATCCCATCTGGCATCTCTGAGCAGCGTCAGGACAACGCCCTG 
AAGTTCATCGACTTCCTCACCAACGCCGCGAACACTGGCTACTGGTCCCGCGAGACCGGT 
TATGTTCCAGTTCGTAAGGATGCTGCATCTGATCCAGATCACGCAGCATTCCTCGAGGAG 
AACCCTGCATACAACGTTGCAGTGGAGCAGCTTCCTGATACCCGTTCCCAGGACAACTTC 
CGCGTGCTGCTGCCAAACGGTGACCGCACCATCGGTGACGCACTGGAGAAGATCTGCCTG 
ACTGGTGCAGACATCGATGTCACCCTGGCTGAGGTTGAGACCAAGCTGAACACCATCTAC 
AC C C G C GAG AT C G AAC C AC T T AT T 

>RXN018 91-downstream 

T AAT CC G AGC AC T T C AGCT AC AC 

>RXNO 18 95 -upstream 

CGCGTACACGTGCTCAACACGACAACGCTTAAACGGCTGCACGCGTAACACGGCAGACCG 
CACAAGCTTTAAGATCCACGATCAGGAGACTTTGACAAAT 

>RXN01895 

ATGTCAGTTAACCCAACCCGCCCCGAAGGCGGCCGTCACCACGTCGTCGTCATCGGTTCT 
GGTTTTGGTGGCCTTTTTGCTGCCAAGAACCTGGCCAAGGCAGACGTCGATGTCACTCTG 
ATTGACCGCACCAACCACCACCTCTTCCAGCCACTGCTGTACCAAGTGGCAACCGGTATC 
CTCTCCTCCGGTGAAATCGCACCTTCCACTCGACAGATCCTGGGCTCCCAGGAAAACGTC 
AACGTCATCAAGGGCGAAGTCACCGACATCAACGTCGAGTCCCAGACTGTGACCGCCTCC 
CTGGGCGAGTTCACCCGCGTTTTTGAGTACGATTCCTTGGTCGTTGGTGCTGGCGCAGGT 
CAGTCCTACTTCGGCAATGATCACTTCGCTGAGTTCGCACCTGGCATGAAGTCCATCGAC 
GATGCACTGGAGATTCGTGCACGCATCATCGGTGCTTTCGAGCGCGCTGAGATCTGCGAG 
GATCCAGCTGAGCGCGAACGCCTGCTCACCTTCGTCGTTGTTGGCGCTGGCCCAACCGGT 
GTTGAGCTTGCTGGCCAGTTGGCTGAGATGGCTCACCGCACCCTTGCTGGTGAGTACAAG 
AACTTCAACACCAACTCCGCAAAGATCATCCTGCTTGATGGTGCTCCACAGGTTCTTCCT 
CCATTCGGTAAGCGCCTAGGCCGCAACGCACAGCGCACCCTGGAAAAGATGGGTGTCAAC 
GTTCGCCTGAACGCTATGGTCACCAACGTTGACGCTACCTCGGTCACCTACAAGACCAAG 
GACGGCGAAGAGCACACCATCGAATCTTTCTGCAAGATTTGGTCCGCTGGTGTTGCGGCA 
TCCCCACTGGGCAAGCTCGTCGCAGAGCAGACCGGTGTTGAGACCGACCGCGCAGGCCGC 
GTCATGGTTAACGATGACCTGTCTGTTGGCGATCAGAAGAACGTCTTCGTT 

>RXN01927-upstream 

GAGCAGCGGGATCTTTTGCGTAATTCGCGCGCGCAGATCCATGTGATTGACCACAATGGT 
GATGAAATTTTGGATACCCCAACGGAAGAGGATTTTTAAG 

>RXN01927 
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ATGGCTTTGGTTCTTGGAATCGATAGTTCCACCCAATCCTGCAAGGCTTTGCTTGTCGAC 
GCCGCCACCGGCCAGGTTATCGACGAAGGCCGCGCGAGTCACCCGAGCGGGTCGGAGGTA 
GATCCACGTGCGTGGATCGCTGCGCTGGATCAAGCTACCGAGGGGTTGTTAGAACGCGCG 
GACGCTGTATCTATTGCAGGCCAGCAGCACGGCATGGTGGCGTTGGATGA7U\ACGATGAA 
ATCGTTCGCCCGGCGTTGTTATGGAATGACACTCGTTCTGCCCAGGCTGCGTTGGATCTC 
AATGAGGAGATCGGCGGCGATCAGGCTGCGGTAGATGCCACGGGAAGTGTGTATGTTGCT 
TCTTTAACTGCCACCAAAATGCGGTGGATGCGTGATCATGAACCAGAAAATGCAGCGCGC 
ACGGCGTCGGTGATGTTGCCTCATGATTTCCTCACCTGGCATTTGATGGGACGCGGACGC 
AT^GTCACCGACCATGGTGATGCTTCTGGAACGGGCTACTACAGCACGCGTGATCGTGCG 
TGGCGCACCGATCTAGCTGCCTTGGCGCTGGGCCATGAGGTGGAACTTCCTGAACTCCTG 
GCCCCAAATGCGATTGCGGGAACAACTCCAGGTGGAGTGAAAGTTGCTGCAGGCACGGGA 
GATAATGCTGCGGCTGCGCTTGGCCTTGATTTGCAGCCTGGTGATGTCAGCGTGTCGATC 
GGCACCTCTGGCGTTGCCGGCATGACCGTTCAACATAGCGTCCACGATCCATCTGGTTTG 
GTCACTGGTTTCGCCGATGCCACGGGTGCGTATTTCCCGCTGGCCTGCACGCTTAATGGC 
GCACCGGTGTTGGAATTCGGCCGCCGCATTCTGGGCGTGGAATGGGAAGAGTTCGATGCG 
CTTGCACTGGCTGCTCAACCCGGTTCAGGTGGCGTGACGCTCCAGCCTTATTTGGAGGGC 
GAGCGTACGCCGAATCGTCCCGCAGCACGTGGCGTTTTGGCTGGACTAAACTGTGCAACG 
ACCCGCGAGGACTTTGCCCGAGCAACTGTTGAAGGCTTGTTGTTGGCATTGGATGATGCT 
GTAACGGCGCTGGTTGAGGCCACGGGAGTGCCCGTTCAGCGCATCCAGCTCATCGGTGGC 
GGCGCGCGTTCACAGGCGGTTCGTGAGATTGCCCCTGAGATTTTCGGCCATGAGATTGTG 
GTTCCAGAACCCGCTGAATATGTGGCGTTGGGTGCAGCTCGTCAGGCGGCATGGGCGCTG 
TCGGGTGAGGCCACGCCACCGCAGTGGCCAACTCCCGGTTCCGATCCGCACCGCGCACCT 
AAAAACACTGAGCTGAGCACGCGTTATGCGAAGCTGCGTGCTGCAACGCAGGGTTGGTAC 

>RXNO 192 7 -downstream 
TAGAGCTCGATATTGTCGATCAA 

>RXNO 195 2 -upstream 

CCATCAAAAAATGAACGACCGCGGACTAGCTCGGATCAAGGCGACATCCCCTCAGCATCA 
TGACGCGCTTGTGATGCAACTGAATATAGGAAGCTTAGAG 

>RXN01952 

ATGACGCAACCAGGACAGACCACCACGACTTCGCACGAAGCGATCGATGCGTTCAAGAGA 
ATCGTCGGCGACGAACATGTACTGACCTCTGAGCGTGCCACGATGCCATTCAGCAAAGGC 
TATCGATTCGGCGGAGGACCAGTCTTCGCCGTGGTGCGCCCCGGCACGCTGGTCGAGATG 
TGGCGGGCGCTGCAGGTATCCGTCGACAACAACCTCATCGTCATCCCGCAGGCATCGAAC 
ACGGGCCTGACTGGTGGATCCGGCCCCGGCTTCCAAGACTACGATCGCCCCATTGTGATC 
ATCTCGACTCACCGCATCGATGAGGTGCACCTCATCAACGACGCGCGCGAGGCGATCTCG 
CTCGCGGGCACCCCGCTGACACACCTGACCGACGCGCTCGCCAAGCACCAGCGCGAGCCG 
CACTCGGTGATCGGGTCGACATCAATCGGCGCCTCGGTCATCGGCGGCATCGCGAACAAC 
TCGGGCGGCAGCCAGATTCGCAAGGGTCCGGCATTCACGCGCGAAGCGATCTTCGCCCGC 
GTCAACGACGACGGCAAGGTCGAGCTGGTCAATCACCTGGGCATCTCGCTCGGAGACGAC 
CCTGAGGTCGCACTCGACCGTCTACAGCGCGGCGAGTGGTCTCCCGAGGATGTCACCCCA 
GCTCCCGAAGACTCGAACGAGACCGAGTACGCCGAGCACTTGCGCAAGATCGTGCCTTCG 
CCTGCTCGCTACAATGCGAACCCCGAGTACCTGTTCGAGGCTTCCGGCTCGGCCGGCAAG 
CTGATGGTGTTCGCGGTGCGCACCCGCACCTTCCCTCGCGAAGTGCACCCGACCGTGTTT 
TACATCGGCACGAACAACACGCACGAGCTCGAAGAGATCCGTCGGTTGTTCCTCGAAGCC 
GACATGCCGCTGCCTATCTCTGGTGAGTACATGGGCCGCAGTGCCTTCGACTTGGCCGAG 
AAGTACGGCAAAGACACCTTCGTCTTCCTGAAGTTCATGAGTCCAGCGCTGCAGACGCGC 
ATGTTCTCGTTCAAGACGTGGGCCAACGGCTTGTTCTCGAAGATTCCCGGCATTGGTCCG 
ACCTTCGCCGACACGGTATCGCAAGCCATGTTCAGCGTGCTGCCCAACCAGCTGCCCAAG 
CGCATGATGGAGTACCGCAACCGTTTCGAGCATCACCTGCTGCTCACCGTCAGCGAGTCG 
CAGAAGGCCGCGAGCGAGAAGATGCTCAAGGAGTTCTTCGCAGAGCCCGAGCACACTGGT 
GAGTTCTTCATCTGCACGTCTGATGAAGAAAAGAGCGCGTCGCTC/^CCGGTTCGGCGCG 
GCCAGTGCCGCCACTCGCTACGCCGCGTTGAAGCGCCGGCACATCGCAGGGCTCATCCCC 
ATCGATGTGGCCCTGCGTCGCGACGATTGGAACTGGCTCGAGGTGCTGCCGGAGGAGATC 
GACGACCAGCTTGAGGTCAAGGCGTATTACGGGCACTTCTTCTGCCATGTGATGCACCAG 
GACTATGTCGCC7y\GCAGGGCGTGGATCTCGAGGCGCTGCACGACCGCATCCAGCACCTG 
CTGGAGGAGCGCGGCGCGAAGCTGCCCGCCGAGCACAACTACGGTCGCATGTACAAGCTG 
CCGGAGTCCATGGAAGAGCACTTCAAGGAGCTCGATCCGACGAATACGTTCAACGCCGGT 
ATCGGCGGCACGTCGCCGCACAAGGACTGGGCC 
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>RXN01952-downstream 
TAAGTCCCCAAGGTAGCGCGACG 

>RXN02036-upstream 

CTAAAATGGAAGGCAATGGATACCCGCCGCATGAACCTCCGCCAATGGAAAATCCTCGTT 
GCCCTCATCTCTGCTGCAGTGGCGGCTCTCGGAGGGTGGT 

>RXN02036 

GTGCATATTCCTTTTGGGCACCTCGCCGACACCGTCTCCTGGGACTGCGGGGGAGGCAGC 
TGCGCCACCAACGATTTGGTATCCCTGTTCATGCCGGCCGCCTTCATGAGTACCCTCGCC 
GCCTGCGTATTTGGCGCGTGGGCCATAGGTTTGATCGCTCCCGCACTATTCATCGCGGTG 
ACTGCCTGGGCATTTCGCTCCGGCGTGCAGGCTGCGATTGCCGACGGCTACACGTCCGCG 
ACTTCCGTCGGCTTCGAAATGACTGTCTCGCTCATTCTTTTCATCATCGCAGGTCTGTGC 
TTTCTGGGCTGGATCCCCATGTTCATCAACAACCGCCAAGTCGCGCGCAAGGTCCGCGAG 
AGGGCTGCGGGCTTGAGCAAT 

>RXN0203 6-downstream 
TAGGCTCTCGCTTTTCGACGTTT 

>RXN0204 6-upstream 

TCCGTGCCATCACCAGCGGCGAGATCACTGGCATCGTGGACGCAAAACAAACAGCAACAG 
AAATTATTAACATCCGACGCAACGCTTCAGGAGAGTCCTC 

>RXN02046 

ATG7UU\GAGACACTGACCACCGGTTTAACCCACCAAATGACCTACATAGTGCCAGCAAAC 
CGCACAGTTCCGCATCTGCTTCCCGAAGCAGCAGAATTTGAAACCATGCCAGATGTCCTG 
GCCACTGGATATATGGTCGGCATCATCGAGTGGGCCTGCATGGAACTTCTGCGTCCCCAT 
TTGGACGACGGTGAAATCTCGCTGGGCACTCATGTGAACTTCTCCCACGCAGCTCCAACG 
GTTCCTGGATCCACGGTCACCATCGATGTTGAGGTGACAGAGATCAACCGTCGTGCAGTT 
ACCTTCAACATCACTGCAGCTGATGAGTTCGCCACCATCAGCACCGGCACCCACCAGCGC 
GGTGTGGTTAACCGTGAGAAGTTTGTCTCCCGTCTGCCTGAAGCACCTAAGGAAAAC 

>RXN0204 6-downstream 
TAAATCATGGCCAAGTTGTTTGA 

>RXN02100 

CTAGGTCGAATCAACGCCGAGGAGCAAAACCTCAGCGAATACCTCAGCGACAAGCTGTGG 
TACCAGGACACCGCAGATGCAACCGATGCTGTCGGAGATCCACTCGTTGCGTACTTCTCC 
ATGGAGTTTGGCATTCACCCAAGCCTGCCAATCTACTCTGGCGGACTTGGTGTGCTTGCG 
GGCGAGAACATGAAGTCTGCATCTGACTTGGGTGTGCCACTGATCGGTGTTGGTTTGCTC 
TACACCCACGGCTACTTCACCCAGTCACTGTCCGGTGACGGTTGGCAGCAGGAAGAGTAC 
AAGTACCACGATCCAGCAGAACTGCCGATTGAGGCAGTTAAAGATAAGAACGGCGAGCAG 
GTCACTGTTTCTGTCACCTACCCAGGTGCGCAGGAAGTAAAGATTGCACTGTGGGTAGCA 
AACGTTGGCCGCATCCCATTGCTGCTGCTTGATACCAACATCGAGGCAAACCCAGAAGAG 
CTCCGCAACGTTACTGACCGCCTGTACGGTGGCGACAATGAGCACCGCATCAAGCAGGAA 
CTCGTTCTCGGTGTTGGTGGCGTCCGCGCTGTCAACGCATTCTGCGAAGCTCGTGGTCTG 
AAGCGCTCATCTGTTGCACACCTCAACGAAGGCCACGCAGGTTTCCTGACCCTGGAGCGT 
ATCCGCGAGCGCATCGCAGAGGGCATGGAGTACCCAGCAGCATTCGAGCAGGTTCGTGCG 
TCCAACATCTTCACCACCCACACCCCAGTCCCAGCAGGCATCGACCGCTTCGACATGGAG 
ATGGTGCGTCGTTATCTCGGTGGCGGTCAGCCAGAAGATCAGCAGCTGTGCGTTGGTGTT 
CCAATTGAGAAGGCACTTGAGCTTGGTCAAGAGTCCGATCCACACCGCTTCAACATGGCT 
CATATGGGCCTTCGCGCGAGCCAACATGCTAATGGCGTCGCAAAGCTTCATGGTGAAGTA 
AGCCGTGACATGTTCGCCGGCCTGTACCCCGGATATGAGCCTCGTGAAGTGCCCATCGGG 
CACGTCACCAACGGTGTTCACCTGCCGACGTGGGTCAAGCCAGAGATGAAGGAACTCATC 
GATCGCGTCACTGGCGGCGCTGATCTTGCGGTTGCTGATTCTTGGTCAAACCCACAGGCT 
GTCGAGTCTGAGAAGATCTGGAAGGTGCGCAACAAGTTCCGTGCTGACCTAGTGGAGGTT 
GCTCGCGCTGCAACTGCAAAGTCCTGGTCTCACCGTGGACACACCGAAGCAGAACTTGCG 
TGGACCTCCCGCGTTCTGGATCCAAACGTGCTGACCATTGGTTTCGCACGTCGCGTATCC 
ACCTACAAGCGCTTGACCTTGATGCTGCGCAACCCTGAACGCCTGCGTTCCATCTTGCTT 
AATGAGGAACGCCCAGTTCAGTTCGTTATTGCTGGTAAGGCACACCCACATGACATGGGT 
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GGCAAGAAGCTCATGCAGGAAATCGTCCACTTCGCTGATCAAGCTGGTGTCCGTGACCGT 
TTCCTCTTCCTGCCTGATTACGACATCAACCTGGCCAGCTACCTGATCTCTGGTGCTGAC 
GTGTGGCTGAACAACCCAGTGCGCCCTCAGGAAGCATCGGGAACCTCCGGTATGAAGGCC 
GTCATGAATGGTGGCCTGACCCTGTCCATCTCTGATGGTTGGTGGGATGAAATGCCTAAG 
GAGACCACCGGCTGGACCATCCCAACCGTTGAGTCCCAGGACTTGG7\ATGCCGCGACCAC 
CTGGAATCCCAGGCGCTGTACGACCTGCTGGAAAACGAAGTTGCACCGCTGTTTTACAAG 
CGCGACAAGAACGGCATCCCACAGGACTGGCTGGACCTGGTTCGCGAATCCTGGACCACC 
CTGTCACCAATGGTCACCTCCACCCGCATGGTGCGCGACTACACCACCCAGTACTACCGC 
CCAACCAAACACCAGGCAGAGCTCATTGCGCAGCCTGCAGAAGCAGCGGATTACGCGGCA 
TGGCTTGAGCACATCAAAGCAGAGTGGGCTGGCGTCAAGGTCTCAGACCTGAAGATCAGC 
GAGAGCGCCATCACGGCGCAGGAGCTTGAAGTCAGCGTTCGCGTTGATTCCGGTTCGCTT 
AACGACGACGAGTTCCAAGCTCAGGCACTCTTTGGTGCGCTCGGACACAACGGTGACATC 
GAAGATCCAGAAATCACCGTTTTGACCCCACGCGGCGATGGCGCCTACGCGGCAAAGGTC 
AGCACTGACCTGCCAGGCAACTACGGCATCACTGCCCGCGTTGTTCCAAACAACAGGATG 
CTGGTCAGCCCAGCGGAAACCCGCCTGATCACCTACTTGGAGAAC 

>RXN02100-downstream 
TAGGGCGAAACTAGCTTTACCAA 

>RXN02125-upstream 

GACCTAAAATTCATCACCTCACCGTTTTTAAGGCTTAGAAAAATAGCAGTGTTGGGATGT 
GAATATCCATTTATGCTGCTGTAGTCGGCTATGTGGACGC 

>RXN02125 

ATGGTGGCAACCTCTCAGTTTATCGATGACAGCGAGGCTGCCCAGGCGGTACGCGCAGCT 
ATTGTTGCAGGATACCGAAACATTGATACTGCCCTAGCGTATGGAAACGAGCGCGGCGTT 
GGCGAAGGCATTCGCACCGCTGGAGTGCCCCGCGAGGAGCTCTTTATTTCCACCAAGCTA 
GCTGCAGAAATCAAAGATTACGATGGAGCAGTCGCCGCGATTGATGAGTCTTTGGCGAAA 
ATTGGCTTGGATTATGTCGATCTGATGCTCATTCACTCCCCACAACCATGGAGTGATTTC 
CGTGGTGGGGACTATTCAGAGGGAAACCGTGAAGCGTGGCGCGCGCTGGAAGATGCCTAC 
AAAGCCGGAAAGATTCGATCCATTGGTGTCTCGAACTTCCTGGAGGCCGATCTGGAGAAT 
ATCTTAGACTCCGCGACGGTTGCTCCTCACGTTAATCAGCTTCTTGTGCATGTTGGAAAC 
ACCCCAAGCGAGTTAATCAGTTTCTGCGATTCCAAGGGCATTCTGGTCGAAGCATATTCA 
CCCATCGCCCACGGAGAGATGCTGAAGAACCAGCAGGTCAAGGCGATTGCTGACAAGTAC 
AACGTGAGCATTCCGCAGCTATGCATTCGGTACACAATTCAACTGGGAACGGTGTCTTTG 
CCAAAGACTGCCAACCCAGATCATATGAGCTCCAATGCGCAGATCGACTTTGAAATTTCC 
GAGGAAGACATGGCGGCACTTCAAGAAGTGACCGCCCGCGATTATGGCGAGCACAGCGGT 
TTTCCTGTGTATTCCGGCAAG 

>RXN02125-downstream 

T AG AAAG AT T T T T AT C AT G G G AC 

>RXN0220 6-upstream 

GGCAGGATCTGCTGCTGCGGCTAGGAGGGTTATCTCTTCATTCACCCGATCTACCGTACT 
ACCTTATGACCTCAGTAGTGTGGTGGGCGTGAAACAGCGA 

>RXN02206 

ATGGTCGGTTCAAGTGGTTTGCGGGTATCCAGGCTCGGTTTGGGCACCTCAACATGGGGC 
TCGGGCACCGAGCTGGCTGAGGCAGGCGATATCTTTAAGGCGTTCATCAATTCTGGTGGC 
ACGCTTATCGACGTCTCCCCCAACTACACCACCGGCGTCGCGGAAGAAATGCTCGGCACG 
ATGTTGGATGCGGAAGTCTCTCGTTCGGCTGTCGTCATTTCCTCCAGCGCAGGTGTCAAC 
CCCGCTCTGCCGCTCGGCCGACGTGTGGATTGCTCCCGCCGCAATTTGATTGCCCAATTA 
GATGTCACCCTGCGGGCATTAAACACTGACTATTTGGATTTGTGGTCTGTGGGCTATTGG 
GATGAGGGCACCCCACCGCATGAGGTGGCCGATACTTTGGATTACGCCGTGCGCACCGGC 
CGAGTCCGATATGCCGGTGTCCGAGGATATTCCGGTTGGCAGTTAGCGGTCACCCACGCT 
GCATCCAATCATGCAGCGGCCTCCGCCCGCCCCGTGGTCGTTGCACAAAATGAATACAGC 
CTGCTGGAACGCCGCGCAGAACAAGAACTCCTCCCTGCCACCCAACACCTAGGTGTCGGA 
TTCTTTGCTGGCGCTCCGCTGGGGCAAGGCGTGCTGACTGCTAAATACCGCTCCGAAATT 
CCCCATGATTCCAGAGCTGCATCCACAGGACGCGACGCAGAAGTCCAAAGCTACCTAGAT 
AATCGAGGCCGCATCATTGTCGATGCTCTTGATACTGCAGCCAAAGGATTAGGCATTAGC 
CCCGCTGTCACAGCCACCACCTGGGTGCGTGATCGTCCCGGAGTGACAGCTGTCATCGTG 



Appendix A^, Page 127 



Attofflir Docket No.: BGM26CP 



GGCGCTCGCACACATGAACAGCTGTCACATCTTCTCAAGGCGGAATCGGTGACTTTGCCA 
ACACCAATCACACAAGCCCTTGATGATGTCTCCCTG 

>RXN0220 6-downstream 

T GAG T T GG T C C AAT TAG AT T GAG 

>RXN02209 

ACCGAGTCCACCGTTGTTCCTTCCATCGCTGGCCCTAAGCGCCCACAGGACCGCATCCTT 
CTCTCCGAGGCAAAGGAGCAGTTCCGTAAGGATCTGCCAACCTACACCGACGACGCTGTT 
TCCGTAGACACCTCCATCCCTGCAACCCGCATGGTTAACGAAGGTGGCGGACAGCCTGAA 
GGCGGCGTCGAAGCTGACAACTACAACGCTTCCTGGGCTGGCTCCGGCGAGTCCTTGGCT 
ACTGGCGCAGAAGGACGTCCTTCCAAGCCAGTCACCGTTGCATCCCCACAGGGTGGCGAG 
TACACCATCGACCACGGCATGGTTGCAATTGCATCCATCACCTCTTGCACCAACACCTCT 
AACCCATCCGTGATGATCGGCGCTGGCCTGATCGCACGTAAGGCAGCAGAAAAGGGCCTC 
AAGTCCAAGCCTTGGGTTAAGACCATCTGTGCACCAGGTTCCCAGGTTGTCGACGGCTAC 
TACCAGCGCGCAGACCTCTGGAAGGACCTTGAGGCCATGGGCTTCTACCTCTCCGGCTTC 
GGCTGCACCACCTGTATTGGTAACTCCGGCCCACTGCCAGAGGAAATCTCCGCTGCGATC 
AACGAGCACGACCTGACCGCAACCGCAGTTTTGTCCGGTAACCGTAACTTCGAGGGACGT 
ATCTCCCCTGACGTTAAGATGAACTACCTGGCATCCCCAATCATGGTCATTGCTTACGCA 
ATCGCTGGCACCATGGACTTCGACTTCGAGAACGAAGCTCTTGGACAGGACCAGGACGGC 
AACGACGTCTTCCTGAAGGACATCTGGCCTTCCACCGAGGAAATCGAAGACACCATCCAG 
CAGGCAATCTCCCGTGAGCTTTACGAAGCTGACTACGCAGATGTCTTCAAGGGTGACAAG 
CAGTGGCAGGAACTCGATGTTCCTACCGGTGACACCTTCGAGTGGGACGAGAACTCCACC 
TACATCCGCAAGGCACCTTACTTCGACGGCATGCCTGTCGAGCCAGTGGCAGTCACCGAC 
ATCCAGGGCGCACGCGTTCTGGCTAAGCTCGGCGACTCTGTCACCACCGACCACATCTCC 
CCTGCTTCCTCCATTAAGCCAGGTACCCCTGCAGCTCAGTACTTGGATGAGCACGGTGTG 
GAACGCCACGACTACAACTCCCTGGGTTCCAGGCGTGGTAACCACGAGGTCATGATGCGC 
GGCACCTTCGCCAACATCCGCCTCCAGAACCAGCTGGTTGACATCGCAGGTGGCTACACC 
CGCGACTTCACCCAGGAGGGTGCTCCACAGGCGTTCATCTACGACGCTTCCGTCAACTAC 
AAGGCTGCTGGCATTCCGCTGGTCGTCTTGGGCGGC7VAGGAGTACGGCACCGGTTCTTCC 
CGTGACTGGGCAGCTAAGGGCACTAACCTGCTCGGAATTCGCGCAGTTATCACCGAGTCC 
TTCGAGCGTATTCACCGCTCCAACCTCATCGGTATGGGCGTTGTCCCACTGCAGTTCCCT 
GCAGGCGAATCCCACGAGTCCCTGGGCCTTGACGGCACCGAGACCTTCGACATCACCGGA 
CTGACCGCACTTAACGAGGGCGAGACTCCTAAGACTGTCTy^GGTCACCGCAACCAAGGAG 
AACGGCGACGTCGTCGAGTTCGACGCAATTTGTCCGCATCGACACCCCAGG 

>RXN022 0 9-downstream 
TGAGGCTGACTACTACCGCCACG 

>RXN02213-upstream 

TTCTGTGGAATGAGAATCCGATGTTTTTCTCACGCCGGCTCAGCCGAAGCAGACGCCGTC 
GCGAAATCTCACCCTAAAA/y^GTTAGAATTGGAGCTCACT 

>RXN02213 

GTGACTGAAAGCAAG7\ACTCCTTCAATGCTAAGAGCACCCTTGAAGTTGGCGACAAGTCC 
TATGACTACTTCGCCCTCTCTGCAGTGCCTGGCATGGAGAAGCTGCCGTACTCCCTCAAG 
GTTCTCGGAGAGAACCTTCTTCGTACCGAAGACGGCGCAAACATCACCAACGAGCACATT 
GAGGCTATCGCCAACTGGGATGCATCTTCCGATCCAAGCATCGAAATCCAGTTCACCCCA 
GCCCGTGTTCTCATGCAGGACTTCACCGGTGTCCCTTGTGTAGTTGACCTCGCAACCATG 
CGTGAGGCAGTTGCTGCACTCGGTGGCGACCCTAACGACGTCAACCCACTGAACCCAGCC 
GAGATGGTCATTGACCACTCCGTCATCGTGGAGGCTTTCGGCCGCCCAGATGCACTGGCT 
AAGAACGTTGAGATCGAGTACGAGCGCAACGAGGAGCGTTACCAGTTCCTGCGTTGGGGT 
TCCGAGTCCTTCTCCAACTTCCGCGTTGTTCCTCCAGGAACCGGTATCGTCCACCAGGTC 
AACATTGAGTACTTGGCTCGCGTCGTCTTCGACAACGAGGGCCTTGCATACCCAGATACC 
, TGCATCGGTACCGACTCCCACACCACCATGGAAAACGGCCTGGGCATCCTGGGCTGGGGC 
GTTGGTGGCATTGAGGCTGAAGCAGCAATGCTCGGCCAGCCAGTGTCCATGCTGATCCCT 
CGCGTTGTTGGCTTCAAGTTGACCGGCGAGATCCCAGTAGGCGTTACCGCAACT 

>RXN0232 6-upstream 

CCAGGCGGACAGTTGTCCAACCTGCGTGCACAGGCCACCGCACTGGGCCTTGCGGATCGT 
TTCGAACTCATCGAAGACAACTACGCAAGCCGTTAATGAG 
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>RXN02326 

ATGCTGGGACGCCCAACCAAGGTCACCCCATCCTCCAAGGTTGTTGGCGACCTCGCACTC 
CACCTCGTTGGTGCGGGTGTGGATCCAGCAGACTTTGCTGCCGATCCACAAAAGTACGAC 
ATCCCAGACTCTGTCATCGCGTTCCTGCGCGGCGAGCTTGGTAACCCTCCAGGTGGCTGG 
CCAGAGCCACTGCGCACCCGCGCACTGGAAGGCCGCTCCGAAGGCAAGGCACCTCTGACG 
GAAGTTCCTGAGGAAGAGCAGGCGCACCTCGACGCTGATGATTCCAAGGAACGTCGCAAT 
AGCCTCAACCGCCTGCTGTTCCCGAAGCCAACCGAAGAGTTCCTCGAGCACCGTCGCCGC 
TTCGGCAACACCTCTGCGCTGGATGATCGTGAATTCTTCTACGGCCTGGTCGAAGGCCGC 
GAGACTTTGATCCGCCTGCCAGATGTGCGCACCCCACTGCTTGTTCGCCTGGATGCGATC 
TCTGAGCCAGACGATAAGGGTATGCGCAATGTTGTGGCCAACGTCAACGGCCAGATCCGC 
CCAATGCGTGTGCGTGACCGCTCCGTTGAGTCTGTCACCGCAACCGCAGAAAAGGCAGAT 
TCCTCCAACAAGGGCCATGTTGCTGCACCATTCGCTGGTGTTGTCACCGTGACTGTTGCT 
GAAGGTGATGAGGTCAAGGCTGGAGATGCAGTCGCAATCATCGAGGCTATGAAGATGGAA 
GCAACAATCACTGCTTCTGTTGACGGCAAAATCGATCGCGTTGTGGTTCCTGCTGCAACG 
AAGGTGGAAGGTGGCGACTTGATCGTCGTCGTTTCC 

>RXN0232 6-downstreani 
TAAACCTTTCTGTAAAAAGCCCC 

>RXN02 32 7 -upstream 

ACCGCTGAAGCAGCTTGGCCCAGCCGCGTTTGCTCGTGATCTCCGTGAGCAGGACGCACT 
GGCAGTTACTGATACCACCTTCCGCGATGCACACCAGTCT 

>RXN02327 

TTGCTTGCGACCCGAGTCCGCTCATTCGCACTGAAGCCTGCGGCAGAGGCCGTCGCAAAG 
CTGACTCCTGAGCTTTTGTCCGTGGAGGCCTGGGGCGGCGCGACCTACGATGTGGCGATG 
CGTTTCCTCTTTGAGGATCCGTGGGACAGGCTCGACGAGCTGCGCGAGGCGATGCCGAAT 
GTAAACATTCAGATGCTGCTTCGCGGCCGCAACACCGTGGGATACACCCCGTACCCAGAC 
TCCGTCTGCCGCGCGTTTGTTAAGGAAGCTGCCAGCTCCGGCGTGGACATCTTCCGCATC 
TTCGACGCGCTTAACGACGTCTCCCAGATGCGTCCAGCAATCGACGCAGTCCTGGAGACC 
AACACCGCGGTAGCCGAGGTGGCTATGGCTTATTCTGGTGATCTCTCTGATCCAAATGAA 
AAGCTCTACACCCTGGATTACTACCTAAAGATGGCAGAGGAGATCGTCAAGTCTGGCGCT 
CACATCTTGGCCATTAAGGATATGGCTGGTCTGCTTCGCCCAGCTGCGGTAACCAAGCTG 
GTCACCGCACTGCGCCGTGAATTCGATCTGCCAGTGCACGTGCACACCCACGACACTGCG 
GGTGGCCAGCTGGCAACCTACTTTGCTGCAGCTCAAGCTGGTGCAGATGCTGTTGACGGT 
GCTTCCGGCACCACTGTCTGGCACCACCTCCCAAGCCATCCCTTGTCTGCCATTGTTGCT 
GCATTCGCGCACACCCGTCGCGATACCGGTTTGAGCCTCGAGGCTGTTTCTGACCTCGAG 
CCGTACTGGGAAGCAGTGCGCGGACTGTACCTGCCATTTGAGTCTGGAACCCCAGGCCCA 
ACCGGTCGCGTCTACCGCCACGAAATCCCAGGCGGACAGTTGTCCAACCTGCGTGCACAG 
GCCACCGCACTGGGCCTTGCGGATCGTTTCGAACTCATCGAAGACAACTACGCAAGCCGT 

>RXN02 32 7 -downstream 
TAATGAGATGCTGGGACGCCCAA 

>RXN02 32 8 -upstream 

GAAGTCGTGCAGGTCAGGGGAGTGTTGCCCGAAAACATTGAGAGGAAAACAAAAACCGAT 
GTTTGATTGGGGGAATCGGGGGTTACGATACTAGGACGCA 

>RXN02328 

GTGACTGCTATCACCCTTGGCGGTCTCTTGTTGAAAGGAATAATTACTCTAGTGTCGACT 
CACACATCTTCAACGCTTCCAGCATTCAAAAAGATCTTGGTAGCAAACCGCGGCGAAATC 
GCGGTCCGTGCTTTCCGTGCAGCACTCGAAACCGGTGCAGCCACGGTAGCTATTTACCCC 
CGTGAAGATCGGGGATCATTCCACCGCTCTTTTGCTTCTGAAGCTGTCCGCATTGGTACC 
GAAGGCTCACCAGTCAAGGCGTACCTGGACATCGATGAAATTATCGGTGCAGCTAAAAAA 
GTTAAAGCAGATGCCATTTACCCGGGATACGGCTTCCTGTCTGAAAATGCCCAGCTTGCC 
CGCGAGTGTGCGGAAAACGGCATTACTTTTATTGGCCCAACCCCAGAGGTTCTTGATCTC 
ACCGGTGATAAGTCTCGCGCGGTAACCGCCGCGAAGAAGGCTGGTCTGCCAGTTTTGGCG 
GAATCCACCCCGAGCAAAAACATCGATGAGATCGTTAAAAGCGCTGAAGGCCAGACTTAC 
CCCATCTTTGTGAAGGCAGTTGCCGGTGGTGGCGGACGCGGTATGCGTTTTGTTGCTTCA 
CCTGATGAGCTTCGCAAATTAGCAACAGAAGCATCTCGTGAAGCTGAAGCGGCTTTCGGC 
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GATGGCGCGGTATATGTCGAACGTGCTGTGATTAACCCTCAGCATATTGAAGTGCAGATC 
CTTGGCGATCACACTGGAGAAGTTGTACACCTTTATGAACGTGACTGCTCACTGCAGCGT 
CGTCACCAAAAAGTTGTCGAAATTGCGCCAGCACAGCATTTGGATCCAGAACTGCGTGAT 
CGCATTTGTGCGGATGCAGTAAAGTTCTGCCGCTCCATTGGTTACCAGGGCGCGGGAACC 
GTGGAATTCTTGGTCGATGAAAAGGGCAACCACGTCTTCATCGAAATGAACCCACGTATC 
CAGGTTGAGCACACCGTGACTGAAGAAGTCACCGAGGTGGACCTGGTGAAGGCGCAGATG 
CGCTTGGCTGCTGGTGCAACCTTGAAGGAATTGGGTCTGACCCAAGATAAGATCAAGACC 
CACGGTGCAGCACTGCAGTGCCGCATCACCACGGAAGATCCAAACAACGGCTTCCGCCCA 
GATACCGGAACTATCACCGCGTACCGCTCACCAGGCGGAGCTGGCGTTCGTCTTGACGGT 
GCAGCTCAGCTCGGTGGCGAAATCACCGCACACTTTGACTCCATGCTGGTGAAAATGACC 
TGCCGTGGTTCCGACTTTGAAACTGCTGTTGCTCGTGCACAGCGCGCGTTGGCTGAGTTC 
ACCGTGTCTGGTGTTGCAACCAACATTGGTTTCTTGCGTGCGTTGCTGCGGGAAGAGGAC 
TTCACTTCCAAGCGCATCGCCACCGGATTCATTGCCGATCACCCGCACCTCCTTCAGGCT 
CCACCTGCTGATGATGAGCAGGGACGCATCCTGGATTACTTGGCAGATGTCACCGTGAAC 
AAGCCTCATGGTGTGCGTCCAAAGGATGTTGCAGCTCCTATCGATAAGCTGCCTAACATC 
AAGGATCTGCCACTGCCACGCGGTTCCCGTGACCGC 

>RXN0232 8-downstream 
TGAAGCAGCTTGGCCCAGCCGCG 

>RXN02333-upstream 

TCTTGCATGCCGTGCAAAGCCTGCCTGACCTGGATGATCTTGATCAGCTCAACATCGAAG 
TCGACATAAGCAACCAGGCCGCGACGAAAGCGGGGCTGTT 

>RXN02333 

ATGAATCTCTTTTCGAATGGTGTTGATGTGGGGAGGCGTCGACAAGCATTTAAAGCGGCA 
CTCGCCGCACCCCACATCGCCCGGCTGCCCGGCGCATTCTCCCCTCTGATTGCGCGCTCC 
ATCGAAGAAGCCGGCTTCGAAGGCGTCTACGTTTCCGGCGCCGTCATAGCTGCTGACCTG 
GCACTACCCGATATCGGCTTGACGACGCTGACCGAAGTCGCCCACCGCGCGCGGCAAATT 
GCGCGCGTCACAGACCTAGGAGTGCTTGTCGACGCCGACACCGGCTTTGGCGAACCCATG 
TCGGCCGCACGCACCGTCGCCGAATTGGAGGACGCCGGTGTGGCCGGATGCCACCTTGAA 
GACCAAGTCAACCCCAAACGTTGCGGGCACTTGGACGGCAAAGAAGTCGTGCGCACAGAC 
GTGATGGTTCGACGCATCGCAGCCGCCGTCTCGGCCCGGCGCGACCCGAACTTTGTCATC 
TGCGCCCGCACCGACGCCGCTGGAGTGGAAGGAATCGACGCCGCCATTGAGCGCGCGAAA 
GCCTACTTAGATGCGGGCGCCGACATGATTTTCACCGAAGCCCTCCACAGCGAAGCCGAC 
TTCCGATACTTCCGGCACGCCATCCCTGATGCCTTGTTGCTGGCGAATATGACCGAATTT 
GGCAAAACGACGCTGCTGTCAGCCGACGTGTTGGAAGAGATTGGCTACAACGCCGTGATC 
TACCCCGTGACCACGCTGCGTATTGCCATGGGACAAGTAGAACAAGCACTAGCCGAAATC 
AAAGAACACGGTACCCAAGAAGGATGGCTGGACCGCATGCAACACCGCAGCAGATTATAT 
GAGCTCCTGCGATACGAAGACTACAACGTCTTTGACCAGCACATTTTCACCTACAGAAAA 
GG AG AAAAC AAT GAG 

>RXN02333-downstream 
TGACAGCCAAGTCCGCAAAGGAC 

>RXN023 99-upstream 

TTGACGCACCAATGCCCGATGGAGC/iATGTGTGAACCACGCCACCACGCAAACCGATGCA 
CATCACGTCGAAACAGTGACAGTGCATTAGCTCATACTTT 

>RXN023 99 

GTGGTCGGCACCGCCCATTGCGAATCAGCACTTAAGGAAGTGACTTTGATGTCAAACGTT 
GGAAAGCCACGTACCGCACAGGAAATCCAGCAGGATTGGGACACCAACCCTCGTTGGAAC 
GGCATCACCCGCGACTACACCGCAGACCAGGTAGCTGATCTGCAGGGTTCCGTCATCGAG 
GAGCACACTCTTGCTCGCCGCGGCTCAGAGATCCTCTGGGACGCAGTCACCCAGGAAGGT 
GACGGATACATCAACGCGCTTGGCGCACTCACCGGTAACCAGGCTGTTCAGCAGGTTCGT 
GCAGGCCTGAAGGCTGTCTACCTGTCCGGTTGGCAGGTCGCAGGTGACGCCAACCTCTCC 
GGCCACACCTACCCTGACCAGTCCCTCTACCCAGCGAACTCCGTTCCAAGCGTCGTTCGT 
CGCATCAACAACGCACTGCTGCGTTCCGATGAAATCGCACGCACCGAAGGCGACACCTCC 
GTTGACAACTGGGTTGTCCCAATCGTCGCGGACGGCGAAGCTGGCTTCGGTGGAGCACTC 
AACGTCTACGAACTCCAGAAGGCAATGATCGCAGCTGGCGCTGCAGGCACCCACTGGGAA 
GACCAGCTCGCTTCTGAAAAGAAGTGTGGCCACCTCGGCGGCAAGGTTCTGATCCCAACC 
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CAGCAGCACATCCGCACCCTGAACTCTGCCCGCCTTGCAGCAGACGTTGCAAACACCCCA 
ACTGTTGTTATCGCACGTACCGACGCTGAGGCAGCAACCCTGATCACCTCTGACGTTGAT 
GAGCGCGACCAACCATTCATCACCGGTGAGCGCACCGCAGAAGGCTACTACCACGTCAAG 
AATGGTCTCGAGCCATGTATCGCACGTGCAAAGTCCTACGCACCATACGCAGATATGATC 
TGGATGGAGACCGGCACCCCTGACCTGGAGCTCGCTAAGAAGTTCGCTGAAGGCGTTCGC 
TCTGAGTTCCCAGACCAGCTGCTGTCCTACAACTGCTCCCCATCCTTCT^CTGGTCTGCA 
CACCTCGAGGCAGATGAGATCGCTAAGTTCCAGAAGGAACTCGGCGCAATGGGCTTCAAG 
TTCCAGTTCATCACCCTCGCAGGCTTCCACTCCCTCAACTACGGCATGTTCGACCTGGCT 
TACGGATACGCTCGCGAAGGCATGACCTCCTTCGTTGACCTGCAG7\ACCGTGAGTTCAAG 
GCAGCTGAAGAGCGTGGCTTCACCGCTGTTAAGCACCAGCGTGAGGTTGGCGCAGGCTAC 
TTCGACCAGATCGCAACCACCGTTGACCCGAACTCTTCTACCACCGCTTTGAAGGGTTCC 
AC T G AAG AAG G C GAG T T C C A C AAC 

>RXN023 99-downstream 
TAG GAG CTACAGGTTCT G AC AAT 

>RXN024 04 -upstream 

GTTTTCACAACCGTTAACGGCGTAGCCAAACAAGAAGGATTCGCATTCTTCTGGTTTAGG 
CACAGGTCATCTAAAACCCATGCTTTAAAAGGAGCCTTCA 

>RXN02404 

atgactgaacaggaactgttgtctgctcagactgccgacaacgctggaactgacagcacc 
gaacgcgttgacgcgggcggaatgcaggttgcaaaagttctctacgactttgtaaccgaa 
gcggtactccctcgcgtgggtgtggatgcggaaaagttctggtccggattcgccgccatc 
gcccgggacctcaccccacgcaaccgcgagctgcttgctcgccgcgatgaactgcagatg 
cttatcgacgactaccaccgcaacaactccggcaccatcgaccaagaggcgtacgaggat 
ttcctcaaagaaatcggatacttggttgaggagccagaagctgcagaaatccgtacccaa 
aacgtcgatacggaaatctccagcaccgcaggacctcagctggttgttccaattctgaac 
gcacgcttcgcgctgaacgctgccaatgctcgctggggttccctctacgatgcgttgtac 
ggcaccaacgccatcccagaaactgatggcgctgaaaag'ggcaaggagtacaacccggtc 
cgcggccagaaggtcatcgagtggggtcgtgaattcctcgacagcgttgtcccactggac 
ggtgcttcgcatgccgatgttgagaagtacaacatcaccgatggaaagcttgcagcccac 
attggagatagcgtctaccgactgaaaaaccgtgaatcctaccgtggcttcaccggcaac 
ttccttgatccagaagcaatcctgctggaaaccaacggcctgcacatcgagctgcagatc 
gatcctgtccacccaatcggcaaggcagacaagactggtctcaaagacatcgttttggaa 
tctgcgatcaccacgatcatggacttcgaagactccgttgcagctgttgatgctgaagac 
aagaccttaggttactctaactggttcggactcaacaccggcgaactgaaagaagagatg 
tccaagaacggacgcatcttcacccgtgagctcaacaaggaccgcgtctacattggccgc 
aatggtaccgagctggttctgcacggtcgttccctgctgttcgtccgcaacgttggtcac 
ctcatgcaaaacccatccatcttgattgatggcgaggagatcttcgaaggcatcatggat 
gctgtcttgaccactgtttgtgccatcccaggaattgctccgcagaacaagatgcgcaat 
tcccgcaagggctccatctacatcgtgaagcctaagcagcacggccctgaagaagtcgcg 
ttcaccaacgagctcttcggccgcgttgaggatctgcttgatctgccacgccacaccttg 
aaggttggtgttatggatgaggagcgtcgcacgtccgtgaacctggatgccagcatcatg 
gaagttgctgaccgcttggcattcatcaacactggcttcctggaccgcaccggcgatgaa 
atccacacctccatggaagcaggcgccatggtgcgcaaggctgatatgcagaccgcaccg 
tggaagcaggcctacgagaacaacaacgttgatgcaggtattcagcgtggtcttcctggc 
aaggctcagatcggtaagggcatgtgggcgatgactgaactcatggcagaaatgctggag 
aagaagatcggccagccacgcgaaggcgccaacactgcatgggttccttcaccaactggt 
gcgacgctgcacgcaacgcactaccacttggttgatgtgttcaaggttcaagacgaactg 
cgtgctgccggccgccgcgacagcctgcgcaacattctcaccatttcaaccgcaccaaac 
accaattggtctgaggaagagaagaaggaagagatggacaacaactgccagtccatcctc 
ggatacgttgtgcgctgggttgagcacggtgttggttgctccaaggttccagacatccat 
gacatcgacctcatggaagaccgcgcaacgctgcgtatttcctcgcagatgctggccaac 
tggatccgccatgatgttgtctcgaaggagcaggtcttggagtcactggaacgaatggca 
gtggtcgtcgacaagcaaaatgcgggcgacgaggcctaccgcgatatggcgccgaagtac 
gacgcctccctcgccttccaggcggctaaggacttgattttcgaaggcaccaagtcccca 
tcgggctacaccgagcccatcttgcacgcacgccgccgcgagttcaaagcaaaaaac 

>RXN02 4 04 -downstream 

taagcacgcttttcgacgcttac 
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>RXN024 34 -upstream 

CTTCAATAGTCAAAACCAGCAAACTAATTTTTTAAGTTTTACGTAACTGGCCCCACCGCT 
TGTGGCAGGCCTTGCGTTTTGACATTGAAGGACCCTTTTT 

>RXN02434 

ATGCGCACTTTTGCCGCTTATATTGCCATTGATGGCCTCAGCTTTTCCTACCCCAACACC 
CACGTTTTAAGCGATATTTCGCTCACCGTTGCCAATGGCGATATCGCCGGACTGATTGGT 
GTWU^CGGCGCAGGAAAATCCACCCTGCTCAGCCTCATCGCTGGCGTCATGGAACCCGAC 
CAGGGCAGGATTTACCTCCCCGAACGCACCGGATTCATCGCCCAAGAAACAGACTTACCG 
TTTGAACAACCCGTGCAGTCGCTTATCGACGCCGCCGTCGCCCCAGTGCGCGCGGTCGAT 
GCCGCGATTACAGATTTGTCCACCAAGCTTGGCGACGCCTCCCTCAGCGCCGAAGAGCAG 
GCGCT^GTCGCCACAGATTTCGATGCAGCGCTAGGCGCTGCAGAAGAACTCGGACTGTGG 
GAATTAGATGCACGTATTGAAACCATCGTCGCGGGTCTCGGCCTTGCCGAGGTGGATCGC 
AGCACTCCCATTGGTGAGCTTTCCGGCGGTCAGCGCCGCAGATTCGCATTGGCAGCGCTG 
CTGTTGGAACCACACGATGCTCTGATTTTCGATGAGCCCACCAACCACCTCGACGACACA 
GCCGTAGATTTCCTCATCTCGGAGATTTCCCGTTTCAAAGGTCCAGTGCTGATCGCCAGC 
CACGATCGCTTCTTCCTCGACTCCGTCTGTACCGAGTTAATCGACCTCGATCCTGCACTT 
GGACCTGAGGGCGGATCCGGCGAAGAAGTAAAACAAGCCGTGTCTTTTGGTGGTGGATTT 
TCTGAATACATCA?\AGAACGCGAGACCCGCCGCACCCGCTGGGCTCAGTTGTACACCGCA 
CAAGAAACCGAGCGGGAAAAACTCGAAGAAACCACCGGCACCACCGAATCGGATATTTTC 
CACAGCTCGGTTTCCAAATCGGAAGCTAAAATCACCGCGAAATTTTACGCAGACCGGGCA 
GCTAAAACTCAAGGCAACCGCGTCCGCTCCGCCAAAAACCGCCTGAAGGAATTGGAACGC 
TATGAAATCCCAGCACCTCCAAAGCCACTGGAATTCCAAGGCATCCCAGAAGCCTCCGGA 
AACGGTCACGGTGAAACACTAGAAGTGCGGGCTATTGCTGTGGAAAACAGGCTTCAACCC 
TTGACTTTCCACATCGATCCCGGCGACCACATCCTGGTCGAAGGCCCCAACGGTGTCGGT 
AAATCCACCCTGCTGAGCGTTCTGGAAGGCGTGCTTGAACCAACCGAAGGTGAATTGATC 
GTCCCCGAAGGGCTGAAAGTTGCGCGCCTGAAACAGGACGATCAGTGGACGGAAAAGCAG 
TTGAACACCCCCGTCGACGAACTGTTCGCCGCCCTATCGAAAGGTCCGGTCGGACTCAAC 
CTCGTGGAGATGGGGCTGTTGAGGGAGACGTCGCAAAGCAGCCCGCTACGGGCCCTATCG 
CTCGGCCAACGCCGGCGCGTCTCGCTCGGGCTCATCCTGGCGAGCCCACCAGATCTTTTG 
CTTCTTGACGAGCCCACCAACCACCTCTCCCTCGCGCTGAGCGAAGAACTCGAGTCGGCG 
ATAGAAAAATTCCCCGGTCGCGTTATTCTGGCCAGCCACGATAGGTGGATCAGAAAACGT 
TGGACGGGGAAGAAAATCAGCCTGAGCCGT 

>RXN02 4 34 -downstream 
TAAACCCTACTGAACAGGAACCT 

>RXN02 4 61-upstream 

AGAAAATCTCAAGGCAAAAAACAAGCCACCCCAATCTGTGCGACAATCAAACCACAGACT 
ACGACTATTATGTCACGAAGAAACCAAAGAAAGGGAAATA 

>RXN02461 

ATGCGCGGACTAATTGTTGACTACGCTGGAGTACTAGACGGAACCGATGAGGACCAGCGT 
CGCTGGCGCAACCTGCTCGCCGCAGCAAAGAAAAATGGCGTCGGAPlCCGTGATCCTCAGC 

aacgatccaggtgggctcggcgcagcgccgatccgggaactcgaaacaaacggggtagtc 
gataaggtgctgctgtcgggagaacttggcgtcgaaaagccagaggaagcagctttccag 
gccgccgcagacgccatcgacctgcccatgcgtgactgcgtgcttgtcgacgactcgatc 
ctca?ilcgtgcgcggcgccgtcgaagccggactcgtaggcgtctactaccagcaatttgac 
cgtgcagtcgtcgaaatcgtcggactgttcgggctagaaggagaattc 

>RXN024 61-downstream 
TAATCTTGCGCGTCTACATCCCA 

>RXN02 4 80-upstream 

ACCTATGACCGCTGTGGCGCCTAGGGTCGACGGGCACGTCGCCCCTCAGAGGCCCGAGCC 
GACAGGCCATGCACGCAAGGGCAGCAAAGCATGGTTAATG 

>RXN024 80 

ATGACCACCACCGACCACAAGCAGCTGGGCATTATGTACATCATTATGTCCTTCAGCTTC 
TTCTTCCTCGGTGGCTTGATGGCCCTGCTTATCCGAGCGGAGCTTTTCACCCCTGGTCTG 
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CAGTTCCTGTCTAATGAGCAGTTCAACCAGCTGTTCACCATGCACGGAACTGTCATGCTG 
CTGCTGTACGGAACTCCAATTGTTTGGGGTTTTGCTAACTACGTCCTGCCACTTCAGATC 
GGTGCGCCTGACGTAGCTTTCCCACGTTTGAATGCTTTCGGCTTCTGGATCACCACCGTC 
GGTGGTGTCGCGATGCTGACCGGCTTCCTGACCCCGGGTGGTGCTGCCGACTTCGGTTGG 
ACCATGTACTCCCCACTGTCTGACGCAATTCACTCCCCAGGCCTTGGCTCTGACATGTGG 
ATTGTCGGTGTCGGTGCAACTGGTATTGGCTCCGTTGCTTCCGCAATTAACATGCTCACC 
ACCATCCTCTGCCTCCGCGCACCTGGTATGACCATGTTCCGTATGCCTATTTTCACCTGG 
AATATCTTCGTTGTTTCCGTTCTTGCTCTGCTGATCTTCCCACTGCTGCTCGCTGCTGCA 
CTGGGTGTTCTGTATGACCGCAAGCTTGGTGGACACCTGTACGATCCAGCTAACGGCGGC 
TCCCTCCTGTGGCAGCACCTGTTCTGGTTCTTCGGACACCCTGAGGTTTACGTTCTGGCG 
CTGCCGTTCTTCGGCATTGTTTCTGAGATCATTCCTGTGTTCTCCCGTAAGCCAATGTTC 
GGTTACGTCGGCCTGATCTTCGCAACCTTGTCCATTGGTGCACTGTCCATGGCTGTGTGG 
GCTCACCACATGTTCGTTACTGGCGCAGTTTTGCTTCCGTTCTTCTCCTTCATGACGTTC 
CTGATTTCGGTTCCTACCGGCGTTAAGTTCTTCAACTGGGTTGGAACCATGTGGAAGGGT 
CACATCACTTGGGAAACCCCAATGATCTGGTCTGTTGGCTTCATGGCTACCTTCCTCTTC 
GGTGGTCTGACCGGCATTATGCTGGCGTCCCCACCACTGGACTTCCACTTGGCTGACTCC 
TACTTCCTGATCGCGCACTTCCACTACACCCTCTTCGGTACCGTGGTGTTCGCATCGTGT 
GCAGGCGTTTACTTCTGGTTCCCGAAGATGACTGGCCGCATGATGGACGAGCGTCTTGGC 
AAGATCCACTTCTGGTTGACCTTCGTCGGTTTCCACGGAACCTTCCTCATCCAGCACTGG 
GTGGGCAACATGGGTATGCCACGTCGTTACGCTGACTACCTGGATTCTGATGGTTTCACC 
ATCTACAACCAGATCTCCACCGTGTTCTACTTCCTGCTTGGCCTGTCTGTCATTCCATTC 
ATCTGGAACGTCTTCAAGTCCTGGCGCTACGGTGAGCTCGTTACCGTTGATGATCCTTGG 
GGTTACGGCAACTCCCTGGAGTGGGCAACCTCCTGCCCTCCTCCTCGCCACAACTTCGCA 
TCCTTGCCTCGTATCCGCTCCGAGCGCCCTGCGTTCGAGCTGCACTACCCGCACATGATT 
GAACGCATGCGCGCAGAGGCACACACTGGACATCACGATGATATTAATGCTCCAGAATTG 
GGTACCGCCCCAGCCCTTGCATCTGACTCCAGCCGC 

>RXN024 8 0-downstream 
TAAAAGCGTCTGATTTAAGTCGG 

>RXN02 55 4 -upstream 

GCTTTTGAAGTGTGTCGCGTGTGCGGACTGAAATAGTTTCCGCTTCAACTTGGTTGCTAA 
GGATAGGCTCCATAAAAATAACCAAAGGCGGAAAATTTCA 

>RXN02554 

ATGTCACACACTAAGCCATCCATTGCCATCCTCGGTGCTGGCCGAGTGGGTTCTTCACTT 

GCCAGGTCAGCGGTCGCCGCAGGCTATGAGGTA/iAGGTTGCTGGTTCAGGTGCTGTGGAC 

AAAATCGCTCTTACCGCTGAGATCCTTATGCCCGGCGCGGTTCCAAGCACTGCTGACCAG 

GCTGTAAAGGATGCAGATATTGTGTTCTTGGCTGTTCCCCTGCATAAATTCCGCAGTGTC 

AATCCAGCCACTTTAGAGGGCAAGATCGTTATTGACACGATGAACCACTGGGTTCCGGTC ' 

AATGGTGAGTTGGAGGAAATTGATCAGGATCCGCGCAGCACTTCGGAGATTATTGCGGAG 

TTTTTCGCGGGATCAACCATGGTGAAGTCTTTTAACCACATTGGTTATCACGAGATTGAG 

CAGGATGCGGGTACCGGGCGTGCGATTGCGTATGCCACGGATGATGTGGATGCAGGTGCC 

CAGGTTGCACAGCTAATTAAGAGTTTTGGGTTTGTTCCTTTAAATATTGGCGCATTGGAA 

AACGGCCGTATTCTGGAACCTGGCCAAGAAGCTTTCGGCGCGCACCTTAATAAAGATTCG 

CGCCTAGAACTTGTTAATCAGCGG 

>RXN02 554 -downstream 
TAGTACCTCGATCTTCAGGCAAC 

>RXN0255 6-upstream 

TGCCATCATATTAAGGCCAAATTGCTTGGATCCTGGGATTTATTTAATTAGATTAAATCC 
GTAGAAATTAGCCCATGAAGCATGGAAAGGCGAAAACCCC 

>RXN02556 

TTGATCGTTTCCACCCAGCCCATTACTGATCGCAGCGCACTCTCGGCAGAACACGCAGAG 
GTGATCAAAGCAACGCTTCCTCTCGTGGGCGGCAAGATTAATGAGATCACGCCGGTTTTC 
TACAACAAGATGTTTGCGGCTCACCCAGAATTGATCGCTAACACCTTCAACCGTGGCAAT 
CAGAAGCAAGGCGATCAGCAGAAGGCGCTGGCGGCTTCGATTGCAACGTTTGCCACCATG 
CTCGTTACTCCTGATGCTCCTGACCCAGTTCAGCTGCTGTCCCGCATTGGCCACAAGCAC 
GTGTCCCTCGGCATTACTGCTGATCAGTACGACATTGTTCACGAGCACCTGTTCGCCGCA 
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ATCGTTGAGGTTTTGGGAGCGGA^\ACTGTCACCGCACCTGTCGCTGAAGCCTGGGATGCT 
GTCTACTGGATCATGGCAAATGTGCTGATCGGTTTTGAGAACAACCTTTATGCTTCCAAC 
GATCTGGAGCCTGGCGACGTCTTCCGCGAAGTCACCGTGACCGCGAAGAAGCAGCTCAGC 
GCAACCGTCTGGGAATACACCCTGGCAGGTGAGCTGGTTGCCCCAGAGCCAGGTCAGTAC 
ACCTCCATCGGAGTAGTGCTTGACGACGGCGCCCGCCAGCTGCGCCAGTACAGCTTGCTC 
GGCGGCTCCGACACCGAGTACCGCATTGCGGTTGAGGATAACGGCGAGGTTTCTGGATTC 
CTGCGTGATCGCGTATCCGTTGGTGACAAGATTGAAGCCACCATCGCGGCCGGCGACCTG 
GTTCTTAACAAGGACACCAATCCAGTTGTGCTGATTTCCCAGGGCATCGGCTCCACCCCA 
ATGGTGGGCATGCTCGCAGGTATGAACCCTGAACGTGACGTTGTGGTTTTGCATGCTGAC 
CAGGCCGAGTCCACCTACGCGCAGGTGGAGGAAGTGCAGGGGCTCGTCGAAAAGCTCCCT 
AAGGCTGCGTTTGAAATCTTCTACCGCGACAACGACCAGTGGCTCGAGGTCGCTGGCCGC 
ATTCCATCAGGTGCGTCCGTGTACCTGTGCGGTGGCGTGGAATTCTTGAAGAACGTGCGT 
GAGCAGATCGAGGCGCTCGATGAGCAGCCTCGCGACGTAAACTTCGAGCTCTTCGCACCA 
TU^CGACTGGCTGATTTCC 

>RXN02 55 6-downstreain 
TAAGCCCACACCCCAGAACTTCC 

>RXN02 5 60-upstream 

TTGGGGCAAGCCAGCTAACGCATTTCTTGTGGAAACCGCAGACATTGAGGCCGCCCACGC 
GGAACTTCTAAGAGCAGTGGAATGAAATAATCCGGTGCTG 

>RXN02560 

ATGCAGGGCAACTCGCTTAATCTGGCAGACAACAGCGAGAGAAAGAAGCCCATGCCGTCA 
CCAGGAGAACTTTTAGCCGCCCGCTACGGACAACCTGCAACCTGGACGCCACCGCAGTGG 
AATGAGACGCTTGATGTCATTCACCAGCATCGATCAGTTCGCAGGTGGTTGGATAAACCG 
GTTGATGATGACACCATCCGCACCATTATTTCCGCCGCACAATCGGCTGGAACCTCTTCC 
AATAAGCAGGTCATTTCTGTCATCGTGGTTAAAGATCCTGAGCTGAGGAAAGGCCTCGCG 
GGGATCACTCGCCAGATGTTTCCGCACCTTGAGCAGGTTCCCGCGGTGCTGATTTGGTTG 
ATTGATTATTCCCGAATCAGTGCGGTGGCAGCCAGAGAAGATCTCCCAACAGGGGCTCTT 
GATTATCTCGATGAGGCCGCGTGGGGGTTCCTCGACGCCGGAATCGCAGCTCAAAACGCT 
GCAATTGCTGCGGAGTCACTTGGATTGGGAACGCTCTATTTGGGTTCGGTGCGCAACGAT 
GCGGAAGCCGTGCACAAATTGCTTGGCCTTCCACCTGAGATCGTGCCTGTCGTGGGCTTG 
GAAATGGGGCATGCGGATCCGCCTGAACCTGCCGGAATTAAACCTCCCCTGCCACAAGAA 
GCCATTGTTCACTGGGATACCTACACCGAGAAAAACCTCGAACTTATCGATTCCTACGAC 
CGCGCCCTCGACACTTACTATTCTCGCTACGGCCAGCACCAGCTCTGGTCGAAGCAGACG 
GCGCATAGGGCGGCGTCGAAAAGCTTTTCAAAAACCAACAGGCAGTTCCTTAGGGGCGTG 
TTTGAGCGCGCCGGGTTTGGGCTGAGA 

>RXN025 60-downstream 
TAAAAGCATGATTATGGACGCCT 

>RXN02 5 91 -upstream 

ATGTGTCCGTTGTCTCACCTAAAGTTTTAACTAGTTCTGTATCTGAAAGCTACGCTAGGG 
GGCGAGAACTCTGTCGAATGACACAAAATCTGGAGAAGTA 

>RXN02591 

ATGACTACTGCTGCAATCAGGGGCCTTCAGGGCGAGGCGCCGACCAAGAATAAGGAACTG 
CTGAACTGGATCGCAGACGCCGTCGAGCTCTTCCAGCCTGAGGCTGTTGTGTTCGTTGAT 
GGATCCCAGGCTGAGTGGGATCGCATGGCGGAGGATCTTGTTGAAGCCGGTACCCTCATC 
AAGCTCAACGAGGAAAAGCGTCCGAACAGCTACCTAGCTCGTTCCAACCCATCTGACGTT 
GCGCGCGTTGAGTCCCGCACCTTCATCTGCTCCGAGAAGGAAGAAGATGCTGGCCCAACC 
AACAACTGGGCTCCACCACAGGCAATGAAGGACGAAATGTCC/U^^GCATTACGCTGGTTCC 
ATGAAGGGGCGCACCATGTACGTCGTGCCTTTCTGCATGGGTCCAATCAGCGATCCGGAC 
CCTTVAGCTTGGTGTGCAGCTCACTGACTCCGAGTACGTTGTCATGTCCATGCGCATCATG 
ACCCGCATGGGTATTGAAGCGCTGGACAAGATCGGCGCGAACGGCAGCTTCGTCAGGTGC 
CTCCACTCCGTTGGTGCTCCTTTGGAGCCAGGCCAGGAAGACGTTGCATGGCCTTGCAAC 
GACACCAAGTACATCACCCAGTTCCCAGAGACCAAGGAAATTTGGTCCTACGGTTCCGGC 
TACGGCGGAAACGCAATCCTGGCAAAGAAGTGCTACGCACTGCGTATCGCATCTGTCATG 
GCTCGCG7\AGAAGGATGGATGGCTGAGCACATGCTCATCCTGAAGCTGATCAACCCAGAG 
GGCAAGGCGTACCACATCGCAGCAGCATTCCCATCTGCTTGTGGCAAGACCAACCTCGCC 
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ATGATCACTCCAACCATCCCAGGCTGGACCGCTCAGGTTGTTGGCGACGACATCGCTTGG 
CTGAAGCTGCGCGAGGACGGCCTCTACGCAGTTAACCCAGAAAATGGTTTCTTCGGTGTT 
GCTCCAGGCACCAACTACGCATCCAACCCAATCGCGATGAAGACCATGGAACCAGGCAAC 
ACCCTGTTCACCAACGTGGCACTCACCGACGACGGCGACATCTGGTGGGAAGGCATGGAC 
GGCGACGCCCCAGCTCACCTCATTGACTGGATGGGCAACGACTGGACCCCAGAGTCCGAC 
GAAAACGCTGCTCACCCTAACTCCCGTTACTGCGTAGCAATCGACCAGTCCCCAGCAGCA 
GCACCTGAGTTCAACGACTGGGAAGGCGTCAAGATCGACGC/^TCCTCTTCGGTGGACGT 
CGCGCAGACACCGTCCCACTGGTTACCCAGACCTACGACTGGGAGCACGGCACCATGGTT 
GGTGCACTGCTCGCATCCGGTCAGACCGCAGCTTCCGCAGAAGCAAAGGTCGGCACACTC 
CGCCACGACCCAATGGCAATGCTCCCATTCATTGGCTACAACGCTGGTGAATACCTGCAG 
AACTGGATTGACATGGGTAACAAGGGTGGCGACAAGATGCCATCCATCTTCCTGGTCAAC 
TGGTTCCGCCGTGGCGAAGATGGACGCTTCCTGTGGCCTGGCTTCGGCGACAACTCTCGC 
GTTCTGAAGTGGGTCATCGACCGCATCGAAGGCCACGTTGGCGCAGACGAGACCGTTGTT 
GGACACACCGCTAAGGCCGAAGACCTCGACCTCGACGGCCTCGACACCCCAATTGAGGAT 
GTCAAGGAAGCACTGACCGCTCCTGCAGAGCAGTGGGCAAACGACGTTGAAGACAACGCC 
GAGTACCTCACTTTCCTCGGACCACGTGTTCCTGCAGAGGTTCACAGCCAGTTCGATGCT 
CTGAAGGCCCGCATTTCAGCAGCTCACGCT 

>RXN02 5 91 -downstream 
TAAAGTTCACGCTTAAGAACTGC 

>RXN025 96-upstream 

AAGGTATCTGGGTGTGGATATGCCCTGCTAACTGGAGAAACTTGGCCCGATCGGGTGTCT 
GAAATTTCGGCAACGCCGAATGTAAGTTAGTGTCGAATGC 

>RXN02596 

ATGACGGAATCGAAAAATTACGACTTAATCGTTGTAGGCTCCGGCCTCTTCGGGCTCACC 
GTGGCTGAGCGTGCAGCTAGCCAGCTGGGTAAGAAAGTCCTCATCGTTGAACGCCGCTCG 
CACCTCGGTGGCAATGCTTACTCTGAAGCAGAACCAGAGACCGGCATTGAAATCCACAAA 
TACGGCGCGCACCTCTTCCACACCTCCAACACACGCGTGTGGGAATACGTCAACCAGTTC 
ACCAGTTTCACCGGCTACCAGCACCGCGTCTTCGCAATGCACAACGGCACCGCCTACCAA 
TTCCCCATGGGACTGGGCCTGATT7\ACCAGTTCTTCGGCAAGTACTACAGCCCAGATGAA 
GCCCGTGAGCTCATCAAGGAACAGTCTGCAGAAATCGATTCCTCCGACGCCACCAACCTC 
GAAGAAAAGGCCATTTCCCTCATTGGTCGCCCACTTTACGAGGCATTCATCCGCGACTAC 
ACCGCAAAGCAGTGGCAGACTGATCCAAAGAACCTCCCAGCCGGCAACATCACCCGCCTG 
CCAGTTCGCTACAACTTCAACAACCGCTATTTCAACGACACCTACGAAGGCCTTCCCACA 
GACGGCTACGCGGCATGGTTGGAAAAGATGGCAGAGCATGAGCTTATCGACGTCCGCCTC 
GACACCGACTGGTTCGACGTTCGCGATGACCTCCGCGCAAGCAACCCCGACGCACCTGTG 
GTCTACACCGGCCCACTCGACCTCTACTTCAACTACGCAGAGGGCAAGCTGGGATGGCGC 
ACCCTCGACTTTGAAACCGAAGTAGTAGAAACCGGTGACTTCCAAGGAACCCCAGTGATG 
AACTACAACGATGCGGACGTACCTTTCACCCGCATCCACGAGTTCCGTCACTTCCACCCA 
GAGCGTGATGACAGTTACCCCAAGGATAAGACCGTCATCATGCGCGAGTTCTCCCGTTTC 
GCAGATAACGAGGATGAGCCTTATTACCCAATCAACACTCCAGACGACCGAGACATGCTG 
AAGCAGTACCGCCTTCTGGCTGCTGAAGAGGCTGCTAATAATAAGGTGCTGTTCGGCGGT 
CGACTGGGCACGTACCAGTACCTCGACATGCACATGGCTATCGGTTCTGCGCTGAGCATG 
TTTGACAACAAGCTGGTGCCGTTCTTTGAAGAAGGCACACCGCTAGAGCAGGAACGCGGA 
CAC 

>RXN02 5 96-downstream 
TAAAAGGAAGGGCATCTCCCACA 

>RXN02 654 -upstream 

TATTTTCGGAAATTTATACAGCAATCCTCGAAATCCTAATAAAGATCCCTTATCGTGGGA 
GAGGTACGGTAGTTCGTTCGAGGACAACGTCGAGAAAGGC 

>RXN02654 

ATGATTTCATTGCTAAATGATCCACGTACGCTATTCCCGAAAGTCGATCCCCCAAAGCAA 
AGCCAGCCGGAACCAGGCCTAGATATAAAACTTTCCCCCCAAGCCGATATTGGTCTCTCC 
AGCTATCAAGGAAGTGGAAGGCTTAAGGGCCGCAAGGCTCTTATTACTGGTGGCGATTCT 
GGGATTGGAGCTGCCGTAGCAATCGCTTATGCTCGCGAGGGGGCAGATGTTGCGATCGCT 
TACTTGCCCGAAGAACAAGCCGATGCTGACAGAGTGCTCCAAGCAATCGAGGAAACAGGT 
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CAAAAAGCTTTTTCTTTCCCTGGTGATCTCCGTGATCCAGAATACTGTCGCTCGCTGGTC 
CAAGAGACGGTGAACGCTTTAGGTGGCCTAGACATCTTGGTCAACAACGCGTCACGTCAG 
GTGTGGGCACCTGGTTTGACCGAAATTACCGACGAAAACTTCGACCAGACTTTGCAGGTT 
AACCTCTATGGTAGTTTTCGGGTTACCAAAGCAGCTATACCTCATCTGAAGCCCGGATCA 
TCGATAATCTTTACATCGTCCATTCAGGCGTACCAACCTTCGGAAACCCTCTTGGATTAC 
GCCATGACTAAGGCGGCATTGAACAATTTGTCAAAGGGCTTGGCAAGTAGTCTGATAGGC 
GATGGCATTCGGGTAAATTCTGTAGCCCCAGGTCCTTTCTGGACGCCGTTGCAACCCAGC 
CATGGTCAGCCACAAGAGAAAATAGAAGGATTTGGCCAGCACGCTCCGATTGGAAGAGCG 
GGTCACCCTGTTGAGTTGGCAGGTGCGTACGTTTTTCTCGCTTCTGACG7U\GCCAGCTAT 
GTGGTAGGAGAAACCCTGGGAGTCACAGGTGGGACGCCCACCCCA 

>RXN02 65 4 -downstream 
TAGTCGGTACAAGCGGAATCACT 

>RXN02 67 4 -upstream 

ATCGACCTCTAGGGCAGCAGTGATTGATTTCATAAAAATCACAAGTTTGTAACTAAAGGT 
ACAGTTGGTGAAGTATCCACAATCAACTTTAGGAGACCTT 

>RXN02674 

GTGACTGCAACATTTGCTGGAATCGACGCCACCAAACACCTCATCGGAGGTCAGTGGGTG 
GAGGGAAACTCGGATCGAATTTCCACCAATATCAATCCTTACGACGATTCCGTAATCGCC 
GAAAGCAAACAAGCTTCCATTGCTGATGTTGATGCCGCGTATGAAGCCGCGAAGAAGGCC 
CAGGCTGAGTGGGCAGCTACGCCCGCTGCGGAACGATCTGCCATCATCTACCGTGCGGCT 
GAACTTCTTGAAGAGCACCGGGAGGAAATCGTGGAATGGCTGATCAAGGAATCCGGCTCG 
ACGCGTTCCAAGGCTAATTTGGT^AATCACTTTGGCAGGAAACATCACTAAAGAATCGGCT 
TCATTCCCTGGTCGTGTGCATGGTCGAATTTCTCCTTCGAATACTCCGGGCAAAGAAAAC 
CGTGTGTACCGCGTAGCCAAGGGCGTTGTCGGAGTGATTAGTCCATGGAATTTCCCACTG 
AACCTCTCGATCCGCTCGGTTGCTCCGGCACTAGCCGTGGGCAACGCCGTAGTGATTAAG 
CCTGCGAGTGATACCCCAGTTACTGGTGGTGTAATTCCTGCACGAATCTTTGAGGAGGCC 
GGAGTTCCTGCAGGCGTGATCAGCACGGTTGCGGGCGCAGGATCTGAAATCGGTGATCAC 
TTTGTCACCCACGCCGTGCCAAAGCTGATTTCTTTCACCGGTTCAACCCCAGTCGGTCGT 
CGTGTCGGTGAGCTGGCAATTAATGGTGGACCAATGAAAACTGTTGCACTAGAGCTCGGT 
GGCAACGCGCCGTTCGTTGTGCTTGCCGACGCCGACATCGACGCCGCTGCCCAGGCTGCC 
GCAGTTGGCGCTTTCCTACACCAGGGACAGATTTGTATGTCAATCAACCGAGTCATTGTT 
GATGCTGCAGTTCATGATGAATTCCTAGAGAAGTTCGTTGAAGCAGTGAAGAACATTCCA 
ACCGGCGATCCAAGCGCAGAAGGAACCCTTGTTGGACCTGTCATTAATGACAGTCAGCTC 
AGTGGTTTGAAGGAAAAGATCGAGTTGGCCAAAAAGGAAGGCGCAACCGTCCAGGTTGAA 
GGGCCAATTGAAGGCCGACTGGTTCATCCGCATGTGTTCTCTGATGTCACCTCTGACATG 
GAAATCGCTCGTGAGGAAATCTTCGGACCTCTCATCAGCGTGCTGAAGGCCGATGATGAG 
GCACACGCAGCAGAGCTGGCCAATGCTTCCGACTTTGGTTTGAGCGCGGCAGTGTGGTCG 
AAGGATATTGATCGTGCAGCCCAGTTTGCTCTGCAGATTGATTCCGGCATGGTTCACATC 
AATGACCTCACCGTCAACGATGAACCACACGTGATGTTCGGTGGTTCAAAG7\ACTCTGGC 
CTCGGCCGCTTCAACGGCGATTGGGCGATCGAGGAGTTCACCACAGATCGATGGATCGGC 
ATCAAGCGCAGC 

>RXN02 67 4 -downstream 
TAATTGTTTTTCGACGTAACCCC 

>RXN02 67 5 -upstream 

AAGTGTTTCATTGGAACACTTGCGCTGCCAACTTTTTGGTTTACGGGCACAATGAAACTG 
TTGGATGGAATTTAGAGTGTTTGTAGCTTAAGGAGCTCAA 

>RXN02675 

ATGAATGAGTTTGACCAGGACATTCTCCAGGAGATCAAGACTGAACTCGACGAGTTAATT 
CTAGAACTTGATGAGGTGACACAAACTCACAGCGAGGCCATCGGGCAGGTCTCCCCAACC 
CATTACGTTGGTGCCCGCAACCTCATGCATTACGCGCATCTTCGCACCAAAGACCTCCGT 
GGCCTGCAGCAACGCCTCTCCTCTGTGGGAGCTACCCGCTTGACTACCACCGAACCAGCA 
GTGCAGGCCCGCCTCAAGGCCGCCCGCAATGTTATCGGAGCTTTCGCAGGTGAAGGCCCA 
CTTTATCCACCCTCAGATGTCGTCGATGCCTTCGAAGATGCCGATGAGATTCTCGACGAG 
CACGCCGAAATTCTCCTTGGCGAACCCCTACCGGATACTCCATCCTGCATCATGGTCACC 
CTGCCCACCGAAGCCGCCACCGACATTGAACTTGTCCGTGGCTTCGCCAAAAGCGGCATG 
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AATCTAGCTCGCATCAACTGTGCACACGACGATGAAACCGTCTGGAAGCAGATGATCGAC 
AACGTCCACACCGTTGCAGAAGAAGTTGGCCGGGAAATCCGCGTCAGCATGGACCTCGCC 
GGACCAAAAGTACGCACCGGCGAAATCGCCCCAGGCGCAGAAGTAGGTCGCGCACGAGTA 
ACCCGCGACGAAACCGGAAAAGTACTGACGCCCGCAAAACTGTGGATCACCGCCCACGGC 
TCCGAACCAGTCCCAGCCCCCGAAAGCCTGCCCGGTCGCCCCGCTCTGCCGATTGAAGTC 
ACCCCAGAATGGTTCGACAAACTAGAAATCGGCAGCGTCATCAACGTCCCAGACACCCGC 
GGATCCCGCCGAGCATTCACCGTGACCAGGGTTTTTGATGGCGCGGTCCTCGCCGAAGGC 
CCACAAAAAGCCTACATCTCCAACGGCACCCTCCTGGAACACAACTACGACCGCTCCCGG 
GTCTACGGCATCCCCGCCGTAGTTCAGCGCATCAACCTCAAAGTCGGCGACCGCCTCATC 
CTTACCGACGAAGAACTCACCTACGATCCATCCCTCGGATCCGGCCGCACACCACGCATC 
AGCTGCACCCTTCCACAAGCAGTCGATGCAATTAAAGTCGGGCACCGCGTGCTTTTCGAC 
GACGGAGCCATCGCCGCAGTCTGCATCGACAAGACCTCCACTGCCGACGGCCACAACGAC 
GTAGAATTGGAAGTCACCCACGCCCGCCCACAAGGCGTAAACCTGGCCGCATACAAGGGA 
ATCAACCTCeCAGACTCCGAACTTCCACTCCCAAGCCTCACTGAAGAAGACCTCCAACAC 
CTGCGCTTTGTCGTCAAATACGCCGACATCGCAGCCATCTCCTTCATCCGAAACGTCGCC 
GACGTGGAATACCTCCTCCAAGCACTCGCCGACATCGGAGATCCAGTAGCCGTCGAACGC 
CTTGGCCTCGTCCTTAAAATCGAGACCATCCCAGGCTACGAAGGCCTCGCCCAAATCCTC 
CTGACCGGCATGCGCCACGAAAACTTCGGCATCATGATCGCCCGCGGAGACCTCGCCGTC 
GAACTCGGCTTCGACCGCATGGCAGAAGTCCCCCAACTGATCATGGCCCTTGCCGAAGCC 
GCCCACGTCCCAACCATCTTGGCCACCCAAGTCCTGGAAAACATGGCCAAAAACGGACTC 
CCATCTCGCGCAGAAATCACCGACGCAGCAATGGCACTTCGCGCTGAATGCGTCATGCTG 
AACAAGGGACCACACATCAACGACGCCATCAAGGTCCTCACCGAAATGAGCCGCAAACTT 
GGTGCATCCCAACGAAAGAGTAGGCTGCTGCTGCGCAAGGTGAAGAGCTGGGAAGAG 

>RXN02 67 5-downstream 
TAACTCACAAAGGCGATTGGCGT 

>RXN02 68 8-upstream 

GTGCGGAAGACAGCACGCCCCAAACCGACCAACTAGCTAAGCTACACAAGGCGGACGAAT 
GGGTTCGCGCAGCAAGCGAAGGAAGGAAACTTAACTAGCC 

>RXN02688 

ATGGCCGGCCGGATTATTTTGCTACGACACGGGCAGACTCACAACAACGTCAAACACCTC 
CTGGACACCCGCCCACCAGGAGCTGAACTCACCGACCTGGGCCGTAAACAAGCCCTTGAA 
GTTGGCCACGAACTAGCCACCTACTCCGGTGAGCGCCTCGCCCATGTGTACAGCTCCATC 
GTGTTGCGCGCCCAACAAACCGCCGTGCTTGCCACCTCTACCTTTGAAAAAGCTCGCGAC 
ATGCAGTCCGGTGCGATTCCACTCGACGTTGTGGAAGGCATTCAGGAAATCAACGTCGGC 
GACTTTGAAATGCGCGGCGATGAAGAAGCCCACATGAATTACTCCCGCGCACTCAACGGC 
TGGCTTCACGGGGATCCTGCCGCTGGTCTTCCCGGCGGTGAGACCTACAAAGACGTGCTG 
AACCGCTACCAGCCGACTCTTGATCGAATCATGGACAGCCACGACCTTGACGACGACCGC 
GACGTTGCCGTTGTCAGCCACGGCGCCGTCATCCGCATCGTGGCAACACACGCAACTGGT 
GTGGATCCCAACTTTGCGTTCAACACCTACCTGGGCAACTGCCGCTTCGTGGTGCTGGAG 
CCAAACGGTAAGAAATTCAGCCAATGGGATGTTGTGCGCTGGACTGACAGCCCACTGCCA 
TGGCAGGAG 

>RXN02 68 8 -downstream 
TAATTGAGACCAAAGGCTCGGAT 

>RXN027 65-upstream 

TCTGAACTTTTCCGCATCGACCCAGATGAGGTTTACCCCGACGACGACGCCACCTGCGAA 
TTCAACCCATGGCCGTATCCTCGCGGATTTTAGGAGATAA 

>RXN027 65 

ATGTCTAATCAATTACCCGATCACGTCCGCGACGCCTTCCAAGTAGGTGCGGGACCTGCC 
GAACAACTCGGTCAAGCTTGGGACTTCGGATTCCGCGTCGGCAACACTGTGTTCGCCAAA 
GTGACGGCGCCGGAAGTGTCGGGCTGGTCGTCGAAAACCCGCGAAACCCTGAAACCAGAA 
GGCGTGCGCGTCGTACGACCGATCCGCTCCACCGACGGCCGATTTGTGGTTGCGGGGTGG 
CGCGCATCGGTGTTCTCTACGGGAACGATCAGCAAGCGAGTCGATGAGACGGTCGTTGCG 
GGTCTTCGTTTGGCAGATGCATTAGTGGATACGCATGCACCGGAACCTGTGGACAATGTG 
TTTAACCGTGCTGATGTGCAGGCCTGGGAAGAGCAGCCCGGTCGAATCGGTGAATTGTTG 
GAGCCGATTAATCGCGTGAACCAGGTTGGTCATGCGGATATGTTGGCGACAACGCTGTAT 
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GCGGGAACTCAGCCACCTGCAGTGACGGATTTGGTGCCAGTGCTGCGTCCGCATGGTTTC 
ACTGCGGCATTGGTGATCGTTGATGGGTTGCTGCTGGGTGCGGTTGATGAGGGAATTCTG 
CGGAGGTTTTCGCATTTGCCGGAAATTGAGCAGCTGGTTTTGAGGGCATTTTTGTTCCGT 
CGAAACTTGCAGGAGTTCTCTGAGAACAACGATCCGAATGTTATTTCGAACCTAAACAGG 
GTGGAATCGACACTCGTGTCGTATGTTTCTGACAAGATT 

>RXN027 65-downstream 
TGAGGTATGTCGGAATACAAACC 

>RXN02803 

GTCTCTGGAGAGATGCTCGCGGCAGCACTTTCAGCAGGCATGGCCAGCCAGGGTGTTGAT 
GTCATTCGTGTTGGTGTCATCCCAACCCCAGCTGTTGCATTCCTCACCGATGATTATGGC 
GCTGACATGGGCGTGATGATTTCTGCATCCCACAACCCAATGCCGGACAACGGAATCAAG 
TTCTTTTCTGCAGGTGGACACAAGCTTCCAGACCATGTGGAAGACGAGATTGAGCGTGTT 
ATGGACAGCTTGCCAGCAGAAGGCCCAACAGGGCATGGAGTTGGCCGTGTCATCGAAGAA 
GCAACCGATGCACAGGACCGTTACCTAGAGCACCTGAAGGAAGCTGTTCCTACGTCACTT 
GAAGGCATCAAGATTGTTGTGGATGCAGCCAATGGTGCGGCAAGTGTTGTAGCTCCAACG 
GCTTATGAGGCTGCGGGTGCAACTGTAATTGCTATTCAT7VACAAGCCAGACTCATACAAC 
ATCAACATGGACTGCGGTTCCACCCACATTGATCAGGCGCAGCCGCCAGTCTTGAAGCAC 
GGTGCTGACCTTGGACTCGCGCATGACGGTGATGCTGACCGTTGTTTGGCTGTGAACAAG 
GATGCCAACCTTGTTGATGGTGACCAAATCATGGCGCTGTTAGCCATTGCGATGAAA 

>RXN02 8 03-downstream. 
TAAAACGGCGAGCTGCGCAAGAA 

>RXN02 8 21-upstream 

AAGTCGCCCAGATAGCGAGCGGACCACTCGGTCAACTGAATAACCCCACTAAACACTTCA 
CAGCCCGAACACACGGGCACCAGAAAGGGAACGACACCTC 

>RXN02821 

ATGAACGAGATCATCCTGGCACAGGACGCAACCGAGTCCACCATCACCGGACTTGGCGCT 
GTCGGCTACGGCATCGCAACCATCGGACCTGGCCTCGGCATCGGCATCCTGGTTGGTAAG 
GCTCTCGAGGGTATGGCACGTCAGCCTGAGATGGCTGGACAGCTCCGTACCACCATGTTC 
CTGGGCATCGCCTTCGTTGAGGCCCTGGCACTGATCGGCCTTGTTGCTGGCTTCCTGTTC 

>RXN02 8 21-downstream 
TAATCAGCTAACTTAACCGAAAG 

>RXN02 8 2 9-upstream 

TTTTTCGTTTAATCTCATATTTAAACACGTTCCTTTTAATTGGTTTTATAAATTGATAAA 
CTGAATTCGTCAGTTAAAGTGTATCGAAAGGAGACTGGAC 

>RXN02829 

ATGCAAAAAAATATTCTAAAAAGTGGCATCGAAATTTCTGAACTTGGGTTAGGTTGCATG 
AGTTTAGGCACAGATTATAAAAAAGCGCAACCAATTATTGAAAGTGCAATTGATAATGGT 
ATTACGTATTTTGATACTGCAGATATTTACGATCAAGGAGTTAATGAAGAAATTGTTGGT 
AAAGCCTTAAAAAAATATCAAAATCGTGATGACATCGTTATCGGAACTAAAGTTGGAAAT 
CGATTAACTGACGATGGACATATGACGTGGGAT^ 

>RXN02 920-upstream 

TGCATGCAGATTATCTGTCCAACTACGCCAGCCGCGCGTAAAGCGCGGGCCTGCTGGTGG 
CGGGTGGCGTCGAAAAGCATTTTTAAAGGAGTTTAAGACG 

>RXN02920 

ATGAAGTTTGTTATGTATCCGCATTTGTGGGAGTCCACGACCGCTGTCATTGAGGGTGGC 
GGACATGAGCGGGTTGAGGATATTAAAGATGCAGACTTCATTTTCTTTAATGGTTCAGCG 
CCGGAGTTCCCGGATTTGCCGGAGAACATCAAGTTCGTGCAGGCCTCCATGGCGGGTATT 
GATGCGCTGGTCAAGCGTGGTGTCGTCAATGAGAAGGCACGTTGGGCAAACGCGGCTGGC 
CTGTACGCTGACACCGTTGCTGAGTCCACCATTGGTTTAATTCTGGCGCAGATGCACATG 
CATGCGACGACTCGTTTGGCTAAGTCGTGGAGCGTGCGGCCTGAGGTGGAAAACAACAAG 
TCATGGCTGeATGACAATAAAACTGTCGCTATTTTGGGCGCCGGTGGCATTGGCGTGCGT 
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CTGCTGGAAATGCTCAAGCCGTTCAACGTGAAGACCATTGCGGTTAATAACTCTGGTCGT 
CCGGTGGAAGGTGCAGATGAAACCTTCGCCATGGATAAGGCTGAGCACGTGTGGGCTGAG 
GCTGATGTGTTTGTGCTCATCCTGCCGCTGACTGATGCCACTTATCAGATCGTCAATGCA 
GAAACTTTGGGCAAGATGAAGCCTTCTGCCGTGGTGGTCAATGTGGGGCGTGGCCCGCTG 
ATCAACACCGATGATCTGGTGGATGCATTGAACAACGGCACCATTGCGGGTGCTGCGCTG 
GACGTTACCGATCCTGAGCCACTTCCTGACAGCCACCCGCTGTGGGAGATGGACAATGTG 
GTTATCACTCCTCATACTGCAAACACGAATGAGAGGATTCGTGCTTTGACCGGCGAACTC 
ACCTTGCGCAACATTGAGTTGTTTGAGGCAGGCGAGCAGATGGCCACCGAGGTCGATGTG 
GTGGCTGGCTAC 

>RXN02 920-downstream 
TAGGCCTTTTATGGTGTGATCCG 

>RXN0301-4 

TACGTTGGTTTCGAAGTGCTGCTGGTGGCGTCATACGTGCTGCTCACCTTGGGTGCATCG 
CCGGCACGTGTACGTTCCGGCGTGGGTTACGTGATGGTGTCCATGGCGTCATCGATGGTG 
TTCCTGTTTGGACTCGCAATGGTTTACGCCTCAGTGGGCACGTTGAACATGGCTCACGTT 
GGCCTACGCATGGAAGATGTTCCGTCTGGAACTCGCTCCGCGATCTTCGCAGTGTTGCTC 
GTGGCATTCGGTATTAAAGCTGCCGTGTTCCCCCTAGATTCCTGGCTGCCGGACTCCTAC 
CCCACCGCGCCATCGCTGGTCACCGCGGTGTTCGCAGGTCTGTTGACCAAGGTGGGTGTG 
TATTCCATCATTCGAGCACGCTCGATTATTTTCACCGATGGATCCCTTGACACCATGCTG 
ATGTGGGTGGCACTCGCCACCATGCTCATTGGTATTTTGGGCGCGATGGCGCAAAACGAT 
ATCAAACGTTTGTTGTCATTTACTCTGGTCAGCCACATCGGCTACATGATCTTCGGCGTA 
GCCCTTGGATCTGCACAGGGTTTGTCTGGTGCGATCTTCTACGCAATCCACCACATTCTG 
GTTCAGACTTCCCTGTTCCTGGTGGTCGGTCTGGTGGAACGCCAAGCCGGATCCTCCTCG 
CTGCGACGCCTTGGATCCCTGGCATATATCTCCCCACTTCTTGCGATTTTGTACTTCATC 
CCCGCCATCAACCTGGGTGGTATCCCACCGTTCTCCGGCTTCCTGGGCAAGATCATGCTC 
ATCGAAGCCGGCGCCCGAAGATGGCAGTTGGCTGGCATGGGTCCTTATCGCAGGCGCCGT 
TGTCACCTCACTGCTCACCTTGTACACCATGGTTCTGGTCTGGTCCAAGGCCTTCTGGCG 
CGACCG 

>RXN03014- down s t r earn 
TAAAGACGCCCCCGATGGAGCAA 

>RXN0 3015-upstream 

CCGGGTTTGCCTGAGGTTTTGGAGCGCAATCTGGAAAATGGTCGCCTGAACTTCACTACT 
GATTATGCGGAGGCTGCGGCTTTCGCGCAGGTGCATTTCT 

>RXN03015 

TTGGGCGTGGGTACTCCTCAGCAGAAGGGTACTTATGCGGCGGATCTGACGTATGTTCGT 
CAGGTTGTTGAGGATTTGGTGCCGCTGCTTGAGGGCGAGCACATTATTTTCGGCAAGTCT 
ACGGTTCCGGTTGGTACTGCTGAGCAGTTGCAGGAGCTTGCTGATTCTCTGGTCAAGCCT 
GGTTCGCACGTGGAGATCGCGTGGAATCCGGAGTTCTTGCGTGAGGGCTACGCGGTCAAA 
GACACCATCACTCCGGACCGCATCGTGGTGGGTGTGCGTGAA 

>RXN03015-downstreain 
TAAGACA 

>RXN03030-upstream 

GAAGATGAAGCAGAAAAGATCATTGGTGCGCCAGAGGTTTCTGCATTGGGCAACAAAGCA 
CAGCTTGATTCCGTCACCTTGCTGCGTAACAACCCCATCC 

>RXN03030 

GTGCTGCCACTGGATCCTGCAGCAAGCCTGAAGATCTACCCATTGGTTACTGGCCGTACC 
AAGATCGACGAGGTTCAACTACAGCTGGAAGCAGCCATTCGCGCAGAACTCCCAGGGGTA 
ACCTTGGTGTCTTCCGAGTCAGAAGCAGATCTTGCAATCGTGTGGGCTCGCCCTGAAATT 
GCACTGTTTGT^GATGACCTCGAAGGTGTTTCCCTCTCTGTTGACCCTCGTGCCAATGGT 
GTCGATGTGGAACGCGTTCAGGCTGTGGAAGCTGCAGTCCCAACCATCTTGGCTGTGAAC 
TTCACCAACCCTTGGGTGCTGTCTGAGATCGAGCCTGGTGCCGCTGCCGTGGTGGGCACT 
TTTGAGATCAAGCCAGAGTTCCTTCTCAAGGCTTTGACTGGTCAAGAGGGAGGACCAAAG 
GGCAAGCTGCCATTGACTGTTCCTGCTTCCATGCAGGCGATTGCTGATTCCCCTCGCGAT 
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ATCCCAGGCAAGTTCCTCGATGAGTCTTACACCTACGTGGACTCCGCAGGGATGGCCTAC 
AAGTACGGTCACGGACTTAATTTC 

>RXN03030-downstream 
TAGATTGTAGGTAGTCTCGTGGG 

>RXN03043 

GATCTCGATGGCTTCCGTCAGGAAGTTTCCCGTGAGCAGGGTGGCATTCCGTCCTACCCT 
CACCCACACGGTATGAAGGACTTCTGGGAGTTCCCT^CTGTGTCCATGGGTCTTGGCCCA 
ATGGATGCCATTTACCAGGCACGTTTCAACCGCTACCTCGAAAACCGTGGCATCAAGGAC 
ACCTCTGACCAGCACGTCTGGGCCTTCCTTGGCGACGGCGAAATGGACGAGCCAGAATCA 
CGTGGTCTCATCCAGCAGGCTGCACTGAACAACCTGGACAACCTGACCTTCGTGGTTAAC 
TGCAACCTGCAGCGTCTCGACGGACCTGTCCGCGGTAACACCAAGATCATCCAGGAACTC 
GAGTCCTTCTTCCGTGGCGCAGGCTGGTCTGTGATCAAGGTTGTTTGGGGTCGCGAGTGG 
GATGAACTTCTGGAGAAGGACCAGGATGGTGCACTTGTTGAGATCATGAACAACACCTCC 
GATGGTGACTACCAGACCTTCAAGGCTAACGACGGCGCATATGTTCGTGAGCACTTCTTC 
GGACGTGACCCACGCACCGCAAAGCTCGTTGAGAACATGACCGACGAAGAAATCTGGAAG 
CTTCCACGTGGCGGCCACGATTACCGCAAGGTTTACGCAGCCTACAAGCGAGCTCTTGAG 
ACCAAGGATCGCCCAACCGTCATCCTTGCTCACACCATTAAGGGCTACGGACTCGGCCAC 
AACTTCGAAGGCCGTAACGCAACCCACCAGATGAAGAAGCTGACGCTTGATGATCTGAAG 
TTGTTCCGCGACAAGCAGGGCATCCCAATCACCGATGAGCAGCTGGAGAAGGATCCTTAC 
CTTCCTCCTTACTACCACCCAGGTGAAGACGCTCCTGAAATC7VAGTACATGAAGGAACGT 
CGCGCAGCGCTCGGTGGCTACCTGCCAGAGCGTCGTGAGAACTACGATCCAATTCAGGTT 
CCACCACTGGATAAGCTTCGCTCTGTCCGTAAGGGCTCCGGCAAGCAGCAGATCGCTACC 
ACCATGGCGACTGTTCGTACCTTCAAGGAACTGATGCGCGATAAGGGCTTGGCTGATCGC 
CTTGTCCCAATCATTCCTGATGAGGCACGTACCTTCGGTCTTGACTCTTGGTTCCCAACC 
TTGAAGATCTACAACCCGCACGGTCAGAACTACGTGCCTGTTGACCACGACCTGATGCTC 
TCCTACCGTGAGGCACCTGAAGGACAGATCCTGCACGAAGGCATCAACGAGGCTGGTTCC 
GTGGCATCGTTCATCGCTGCGGGTACCTCCTACGCCACCCACGGC7\AGGCCATGATTCCG 
CTGTACATCTTCTACTCGATGTTCGGGATTCCAGCGCACCGG 

>RXN0304 3-downstream 
TGACTCCATCTGGGCAGCAGCCG 

>RXN0304 4 -upstream 

TACGCCACCCACGGCAAGGCCATGATTCCGCTGTACATCTTCTACTCGATGTTCGGGATT 
CCAGCGCACCGGTGACTCCATCTGGGCAGCAGCCGATCAG 

>RXN03044 

ATGGCACGTGGCTTCCTCTTGGGCGCTACCGCAGGTCGCACCACCCTGACCGGTGAAGGC 
CTCCAGCACATGGATGGACACTCCCCTGTCTTGGCTTCCACCAACGAGGGTGTCGAGACC 
TACGACCCATCCTTTGCGTACGAGATCGCACACCTGGTTCACCGTGGCATCGACCGCATG 
TACGGCCCAGGCAAGGGTGAAGATGTTATCTACTACATCACCATCTACAACGAGCCAACC 
CCACAGCCAGCTGAGCCAGAAGGACTGGACGTAGAAGGCCTGCACAAGGGCATCTACCTC 
TACTCCCGCGGTGAAGGCACCGGCCATGAGGCAAACATCTTGGCTTCCGGTGTTGGTATG 
CAGTGGGCTCTCAAGGCTGCATCCATCCTTGAGGCTGACTACGGAGTTCGTGCCAACATT 
TACTCCGCTACTTCTTGGGTTAACTTGGCTCGCGATGGCGCTGCTCGTAACAAGGCACAG 
CTGCGCAACCCAGGTGCAGATGCTGGCGAGGCATTCGTAACCACCCAGCTGAAGCAGACC 
TCCGGCCCATACGTTGCAGTGTCTGACTTCTCCACTGATCTGCCAAACCAGATCCGTGAA 
TGGGTCCCAGGCGACTACACCGTTCTCGGTGCAGATGGCTTCGGTTTCTCTGATACCCGC 
CCAGCTGCTCGTCGCTTCTTCAACATCGACGCTGAGTCCATTGTTGTTGCAGTGCTGAAC 
TCCCTGGCACGCGAAGGCAAGATCGACGTCTCCGTTGCTGCTCAGGCTGCTGAGTVAGTTC 
AAGTTGGATGATCCTACGAGTGTTTCCGTAGATCCAAACGCTCCTGAGGAA 

>RXN0304 4-downstream 
TAAATCACCTC7VAGGGACAGATA 

>RXN0305 6-upstream 

TTACTATCACTGGTTTTGCAGATGAGATCGCACATGATCTCGACGAACAGATTTCCTTAC 
TTAAT7W\CTGAAGAACAGCTCGCGGAAGCTAAAGCCAAA 
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>RXN03056 

TTGGATGCCGCAGGAATTTCACTTTCAGCCGTTGGATCCGACTTCGGCAAGATCAACATC 
ACCGATCCTTTTGAAGATCACTTGGAGCGCGCACGCCACGGTGTTGAGGTCGCTAAGCTC 
TTCGGCGCGAAATACATCCGCATGTTCTCCTTCTTTATTGCAGAAGGCGACAACCCTGAA 
AGCTTCCGCAAAGAAGTACTCTCCCGCACCCACGCAATGGTCGAACTCGCAGAAGCCGGC 
GGCATCACCCTCCTCCACGAAAATGAAAAGGGAATCTATGGCGACTCCCCGCAGCGCGTG 
AAGGATTTAATCACCAGCATCGACTCCCCTAACTACCGCGCAATCTACGACGCAGCTAAC 
TACGTGCAAACCGGATTCAAGCCTTTTGATGAGGCATGGCCGATCGTTAAGGACTACGTC 
GACTACGTCCACATCAAGGACGCGACCATTCCAGATGCAGAGCACCCCATCGGAATCATC 
AAGCCAGCAGGACAAGGCGACGGCCAATACCCAGAGCTCCTTGCCGCGCTAAACGCCGAC 
GGTTACAACGGATTCGTCTCCATCGAGCCTCACCTGGGTGAGTTCGATGAATTCGGCGGA 
CTCTGCGGACCTGACCTGTGGACCAGCGeATGCGACGCTCTCGCAGGAATCCTG/VACAAC 
ATCAACGCCGAGTACAAC 

>RXN0305 6-clownstream 

T AAGGAC AAC T G AT AAT GAG AAA 

>RXN03057-upstream 

CATCAACGCCGAGTACAACTAAGGACAACTGATAATGACAAATGCTGCAATTGTCGGATG 
AGGAGACGTCGCAACCGTTCATACAGAAGCGCTGGAAGCT 

>RXN03057 

TTGGCTTCCGATCTTGGTATTAAGTTCGTCGCAGTGGTGGATAAAGATCTAGAGACTGCT 
GAGAAATTTGCGACGGGACTTGGAGCTGCTGGCGATTCTTCAGAAAGCAGCGTCAAGGCC 
CACGGCAGCCTGCCGGCTTTGTTCTCCAAT^AAGAAGATCGATGTTCTACACATCACCACC 
CCCCACGACCAACACATTGGTTTGGCTCTCGAAGCGCTACACCACGGTGTAAATGTCATC 
CTGGAAAAGCCGTTGGCTAATGAGTTGGACCAGGCGCAGCGTCTCATCGACTACTTGGAT 
GAAAACCCCGATGGTCCAAAGATTGCAGTGTGCTATCAGAACCGTTACAACGTTTCCTCC 
CAGG7\ACTGCGTCGTCTGCTCGATTCAGGTGACCTCGGTGCCATCAATGGTGCATATTCC 
TCTGTGGTGTGGACCCGCACCCCAGGCTACTACACCCAGAAACCTTGGCGTGGCCAGCAA 
GCACACTCCGGTGGTGGCCTGCTGATGAACCAAGCAATTCACACCCTGGATCTGCTGCAG 
TGGTTCCTTGGAAAGGCAACAGAAGTCAAGGGCACTGTCTCCACCGATAAGTATGCCGAT 
GTCATCGATGTTGAAGACACCGCACACGCATACATCGGTCACGAGTCCGGAGTCCACACC 
AGTGAAGTGAGT 

>RXNO 3057 -downstream 
TGAACCATGCTATTGGTGATACA 

>RXNO 30 61 -upstream 

CTGCCACCACTGGTCATTGCAGAGGACACTCTCCGTGATGGTCTTCAGGTGTTAGTCGCA 
GCCCTAGAGCGCGAAACCGCGCACCAGAAGGTGGGCTAAA 

>RXN03061 

GTGTCTTTGACCTTCCCAGTAATCAACCCCAGCGATGGCTCCACCATCACCGAGCTAGAA 
AACCACGATTCCACCCAGTGGATGTCCGCGCTCTCTGATGCAGTTGCAGCTGGTCCTTCA 
TGGGCTGCGAAAACTCCCCGCGAAAGATCCGTGGTACTCACCGCAATCTTCGAAGCACTG 
ACCGAACGCGCCCAAGAACTTGCAGAGATCATCCACCTGGAAGCTGGAAAATCCGATGCA 
GAAGCTCTTGGTGAAGTCGCTTATGGTGCAGAATACTTCCGTTGGTTTGCGGAAGAAGCA 
GTGCGCCTGCCCGGCCGCTACGGACAGTCA 



>RXN0307 6-upstream 

AATACCTTTCTGTTTTGTCCGCAGGCGTATCAGGAAAACCTGCAGCGCGGTAGAGTCGAG 
TCTAATAGTGATCCCACGAT^AACAAAGGATCGGGGTGTTC 

>RXN03076 

ATGGACGAGTCTCGTCAGCTTAGTTTCGGCACAGCAGGGTTGCGTGCACCAGTTGGCCCG 
GCGCGCCATCAGATGAATGTTTTGCAGGTAACCAGAACTACAGCAGGTGTTGCTAGTTGG 
TTGGCAGAACGTGCGGCACTAAATCCAGTGCCGCATTTGGTTCCTGAGGATGAAACAGGA 
ATCGGCAGGGCGTTGTATCCCCAAGATGGTCCGTTGCGGGTCGTTGTGGGGTATGACGCT 
CGCTATGGTTCGCATACTTTTGCTGCAACCACTGCGGAGGTGTTCGCGGGTGCTGGTTTT 
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GAGGTGACGTTGCTCCCCACGCCTAGCCCTACGCCGTTGATTCCGTGGTTGGTGAACAAG 
CATGGGTTGGATGCGGGCGTTCAGATCACGGCTTCGCATAATGGTGCGGCGGACAATGGC 
TACAAGGTGTTTTTGTCTAATGGTCGCCAGCTTTATTCTGAACTGGAGCCTGAGCTTGAG 
GCGCATATCAATGCTGTGGAAGATCCGATTCGGGTTCCTCGGGTGACGGTGCGCCCCACT 
GCTGATCAGCTGCGTCGATATGTTGATGAGATGGTGTCGTTGGTGACTCCTGATCAGGCT 
GATTTGTTGCGGGTGAATTCTGAGCGGGGCAATCTTCGCGTGGTGTATACCGCTCTGCAT 
GGTGTGGGTGGCCGCGCGATGGCCAATGCTTTCCAATTTGCTGGTTTTCCCCATACTCAT 
GGCGTGAAGGCTCAGCAGTATCCTGATCCCACCTTCCCCACTGTGGCGTTCCCCAATCCG 
GAAGAGCCTTCTGCGATTGAGTTGTTGTTGGAACGCGCAAAGGAAAAGAACGCTGACATT 
TTGTTTGCGCTTGATCCTGATGCCGATCGTTGTGCTGTGGGTATTCGTACCGCTGATGGC 
GGCCACCGTVATGCTCTCTGGCGATGAGGTGGGCACACTTTTGGCTACTCGTTTGGTTCCG 
GAGTATTCCGGTGAAGGCCCACGTCCCGTGGTTGCCACCACGGTGGTGTCTTCGCAGCTT 
CTGGGTATCATCGCCGAGGATAAAGGGTGGGATTATTCCGAGACACTGACGGGATTCAAA 
AATCTGTCGAGGGCTGCCGATGGTCTCGACGGACCGCTTGCTTTCGCTTATGAGGAAGCT 
GTGGGCACCTGCCCGGTTCCAGATGTCGTGCCGGATAAGGACGGCATCTCTACAGCGTTG 
TTCATGGCGTCGTGGGCTGCCGAACTGAAGGCTCAGGGCGCAAGCCTGCAGCAAAAACTC 
AATGAGTTGTATCGCCGATATGGGTATTTTGCGTCCTCGCAAATTGCTGTGCGCACGAGC 
AGTCCACGCGAGTTAGTTGATCACTGGATTGCGCATCCTCAGCAAGAACTCATTGGAGTG 
TCTGTCACCCCACATATTCTTCCTGAAAAACAGGGCATTGCTTTGCATGGCCAGGTGGGG 
CATGTGCATATCCGTGCTATTGGTCGAGTCTCTGGAACTGAGGCGAAAGCCAAGCTCTAT 
TTGGAAGTTGGTCAGGCCAGCTCCCATGATGAAGCAGCTCAGTTGTTGCATCAGCTGGAG 
GATGAAGTCCAAAGCTGGTTGAGCAAGCTT 

>RXNO 307 6-downst ream 
TAGTTTCCTGGCTGCTCCCGGTT 

>RXN0 308 3-upstream 

ATTCAGCAGTAATCATTTAGACTTGGAACCGCTTACCAGTGGTTTCAACAATGCATTCAC 
CCAGCTCACACGTGTGGAGGTGCCTTA 

>RXN03083 

ATGGCAAAGAGGATCGTAATTATCGGCGGTGGACCTGCAGGCTATGAAGCCGCACTCGCA 
GGCGCTAAATACGGTGCAGAAGTTACCGTTATTGAAGATGTCGGAGTTGGCGGATCCGCA 
GTCACCATGGACTGTGTACCTTCAAAGTCCTTCATCGCTGGTACCGGTATCAAAACCGAC 
CTCCGACGTGCTGATGACATGGGACTTAACCGTGGGCTTGGAAAAGCACACCTAGAAATC 
GATGCACTGAACATCCGTGTGAAGGACCTTGCGAAAGCACAGTCCGAAGATATCTTGGGC 
CAGCTGCAGCGCTCAGATGTCCGCATGATTAACGGTGTGGGCCGCTTTGATGATTACAAC 
ACCAAGCAAACCACCCACTACATTAAAGTCACCCACAGCGATGGCTCCGAAGAAACCGTT 
GAGTGCGATCTGGTGCTGGTTGCAACTGGTGCAACCCCCCGCATTCTTAAAGGTGCAGAG 
CCAGACGGCGAGCGCATCTTGACCTGGCGTCAGGTCTACGACATTGAAGAACTCCCCACC 
CACCTTATCGTGGTTGGTTCCGGTGTGACCGGTGCGGAATTTGTCTCTGCGTTTGCTGAA 
CTCGGCGTCAAAGTCACCATGGTGGCATCCCGTGACCGCATTTTGCCTCACGATGACGCA 
GATGCCGCAGACGTGCTGGAAACCGTTCTGGCTGAGCGCGGAGTATCCCTGGAAAAGCAT 
GCCCGCGTGGAGTCTGTCACCCGCACCGAAGACGGTGGCGTGTGTGTTCGCACTGCTGAC 
GGACGAGAAATCTACGGTTCTCACGCGTTGATGACTGTTGGTTCCATTCCAAACACGGCA 
GATCTTGGCCTGGAGAACATCGGTGTTGAGCTGGCACCATCCGGCCATATCAAGGTTGAC 
CGGTCTCCCGCACCAACATCCCCGGTGTGTACGCAGCAGGTGACTGTACTGACCTATTCC 
CACTGGCGTCCGTTGCAGCGATGCAGGGCCGTATCGCCATGTATCACGCACTCGGTGAAG 
GCG 

>RXN0308 3-downstream 
TGAGCCCCATCCGTTTGAAGACT 

>RXN0308 6-upstream 

TTCGTGCACTTCGGCGTGTCACAATTAGGTACGACCAAG/^TGGGACCGGGAAACCGGGA 
CGTATAAACGAAATAAAACATTCCAACAGGAGGTGTGGAA 

>RXN03086 

ATGGCCGATCAAGCAAAACTTGGTGGCAAGCCCTCGGATGACTCTAACTTCGCGATGATC 
CGCGATGGCGTGGCATCTTATTTGAACGACTCAGATCCGGAGGAGACCAACGAGTGGATG 
GATTCACTCGACGGATTACTCCAGGAGTCTTCTCCAGAACGTGCTCGTTACCTCATGCTT 
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CGTTTGCTTGAGCGTGCATCTGCAAAGCGCGTATCTCTTCCCCCAATGACGTCAACCGAC 

TACGTCAACACCATTCCAACCTCTATGGAACCTGAATTCCCAGGCGATGAGGAAATGGAG :^ 

AAGCGTTACCGTCGTTGGATTCGCTGGAACGCAGCCATCATGGTTCACCGCGCTCAGCGA ' f 

CCAGGCATCGGCGTCGGCGGACACATTTCCACTTACGCAGGCGCAGCC | 

>RXN03087-upstream > 
GTTGCCGCCAGCCGTTCCAGGGCGCTTGAGCTGGTCAGCGACATCGCAATGATCAACCAG i 
GAATACCTGGAAAAGAGCTGATATTGATAGGGTTTAAGTC 

>RXN0308 7 

ATGAAGATCTACGCACCTTTTGCTGGAATCGTCCACTATTTTGTCGATGAAGGCGATCCC 
GTGGAAACCGGCATGCAACTGGGAACGGTAGAAACCATCAAACTCGAGGCACCAATCATG 
GCACCGGGACCTGGCATCGTAGCTAAGGTTTCTTTTGATGATTTCTCCGACGTCACCGGC 

GGGGATGAACTCCTCGAATTGGAGGCAAAG7\AC 5 

>RXN030 8 7 -downstream 
TAATGGGTCAAACCCGCATCATT 

>RXN030 96-upstream 

AAGATCATGCTCATCGAAGCCGGCGCCCGAAGATGGCAGTTGGCTGGCATGGGTCCTTAT 
CGCAGGCGCCGTTGTCACCTCACTGCTCACCTTGTACACC 

>RXN03096 

ATGGTTCTGGTCTGGTCCAAGGCCTTCTGGCGCGACCGTAAAGACGCCCCCGATGGAGCA 
ACCGCACTAGCAAGACCCGCACCTTTGGTAGATATCCAAGACGAAGTCGCCGTTAAAGAC 
CGCAACGATGTCGGACGGATGCCTTGGGGCATGGTCTTCTCCACTGCCCTGTTGGTTTCC 

GCATCCCTTGCTGTATCCGTGCTCGCAGGACCACTGTCATCTATTACTGGACGCGCCGCC * 
GAATCCGCACAAGATGTCAACATCTACCGCGCCGCAGTACTCGGCCCAACTACCTCGACC v 
CATCACGCACACTCGAGATGGAGCGTTACGACGCCAACCGCGATGACATCAACCACCGCG ' 
TCGACACCAATGGAACGGAGGACCAACCATGATCAGTGGATT 

>RXN03101 

ATCCTTGCAGACGAAGACGACACCGTCGACGTCGGCGCAGTCATCGCCCGCATCGGTGAC 
GCAAACGCAGCTGCAGCACCTGCCGAAGAGGAAGCAGCTCCTGCCGAAGAGGAAGAACCA 
GTTAAGGAAGAGCCAAAGAAGGAGGCAGCTCCTGAAGCTCCAGCAGCAACTGGCGCCGCA 
ACCGATGTGGAAATGCCAGAACTCGGCGAATCCGTCACCGAAGGCACCATTACCCAGTGG 
CTCAAGGCTGTCGGCGACACCGTCGAAGTAGACGAACCACTTCTTGAGGTCTCCACCGAC 
AAGGTCGACACCGAAATCCCATCCCCAGTAGCAGGCACCATCGTGGAGATCCTTGCAGAC 
GAAGACGACACCGTCGACGTCGGCGCAGTCATCGCCCGCATCGGTGACGCAAACGCAGCT 
GCAGCACCTGCCGAAGAGGAAGCAGCTCCTGCCGAAGAGGAGGAACCAGTTAAGGAAGAG 
CCAAAGAAGGAAGAGCCCAAGAAGGAAGAGCCCAAGAAGGAAGCAGCTACTACACCTGCT 
GCGGCATCCGCAACTGTGTCCGCTTCTGGCGACAACGTTCCA 

>RXN03112-upstream 

GTGAGCACGCAATTTCTTTGCTGCTGTCTACTGCTCGCCAGATCCTGCTGCTGATGCGAC 
GCTGCGTGAGGGCGAGTGGAAGCGGTCTTCTTTCAACGGT 

>RXN03112 

GTGGAAATTTTCGGAAAAACTGTCGGTATCGTCGGTTTTGGCCACATTGGTCAGTTGTTT 
GCTCAGCGTCTTGCTGCGTTTGAGACCACCATTGTTGCTTACGATCCTTACGCTAACCCT 
GCTCGTGCGGCTCAGCTGAACGTTGAGTTGGTTGAGTTGGATGAGCTGATGAGCCGTTCT 
GACTTTGTCACCATTCACCTTCCTAAGACCAAGGAAACTGCTGGCATGTTTGATGCGCAC 
CTCCTTGCTAAGTCCAAGAAGGGCCAGATCATCATCAACGCTGCTCGTGGTGGCCTTGTT 
GATGAGCAGGCTTTGGCTGATGCGATTGAGTCCGGTCACATTCGTGGCGCTGGTTTCGAT 
GTGTACTCCACCGAGCCTTGCACTGATTCTCCTTTGTTCAAGTTGCCTCAGGTTGTTGTG 
ACTCCTCACTTGGGTGCTTCTACTGAAGAGGCTCAAGATCGTGCGGGTACTGACATTGCT 
GATTCTGTGCTCAAGGCGCTGGCT 

>RXN03117-upstreain 

TGTGCAACATTAGTTCGTTAAGAAGAGTCACATTCCAGCC 
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>RXN03117 

ATGATTACCCACGAAGTGCGCACCCACCGTTCTGCGGAAGAGTTCCCGTACAAGAAGCAC 
CTGGCTCACAAGATGGCTCGCGTTGCAGCCGACCCAGTTGAGGTTGCTGCGGACACTCAG 
GAAATGATCATCACCCGCATCATCGACAATGCATCGGTGCAGGCAGCTTCCGTGTTGCGT 
CGACCAGTTAGCTCTGCCCGTGCGATGGCACAGGTCAGGCCAGTTACCGATGGTCGGGGT 
GCATCTGTTTTCGGTCTGCCAGGACGTTATGCCGCGGAATGGGCTGCGCTTGCTAACGGC 
ACTGCGGTGCGTGAGCTTGATTTCCATGACACGTTCCTCGCTGCGGAATACTCCCACCCA 
GGAGATAACATTCCTCCGATTTTGGCTGCAGCACAGCAGGCTGGAAAAGGTGGCAAGGAT 
CTGATCCGTGGCATCGCTACTGGGTATGAGATTCAGGTTAACTTGGTGCGTGGAATGTGC 
CTGCATGAGCACAAGATTGATCACGTTGCTCATCTTGGACCATCAGCGGCTGCTGGTATC 
GGAACCTTGCTAGACCTAGATGTGGACACCATCTACCAGGCAATTGGTCAGGCATTGCAC 
ACCACCACGGCGACGAGGCAGTCCCGTAAAGGTGCGATTTCTTCATGGAAGGCATTTGCT 
CCTGCGTTTGCGGGCAAGATGTCCATCGAGGCAGTAGATCGCGCAATGCGTGGCGAGGGC 
GCACCGTCACCAATCTGGGAAGGCGAAGACGGCGTAATCGCGTGGCTGCTGTCCGGTCTT 
GATCACATCTACACCATTCCTTTGCCTGCAGAAGGTGAAGCCAAACGAGCAATCTTGGAT 
ACCTACACCAAGGAACACTCGGCGGAATACCAGTCACAGGCACCGATCGACTTGGCGCGC 
AGCATGGGGGAGAAGCTGGCAGCACAGGGCTTGGACCTGCGTGATGTGGACTCCATCGTT 
TTGCACACCTCCCACCACACTCACTACGTGATCGGCACCGGATCTAATGATCCACAGAAG 
TTCGATCCAGATGCATCGCGAGAAACCCTTGATCACTCCATCATGTACATTTTCGCTGTC 
GCGCTGAAGGATCGCGCGTGGCACCACGAGCGTTCCTATGCTCCTGAGCGAGCCCACCGC 
CGAGAGACCATCGAGCTGTGGAACAAGATTTCCACGGTGGAGGATCCTGAATGGACCAGG 
CGTTACCACTCCGTTGATCCTGCAGAAAAGGCCTTCGGCGCACGCGCAGTGATCACCTTC 
AAGGATGGAACCGTCGTGGAAGATGAACTGGCTGTGGCGAATGCGCATCCTCTGGGAGCA 
CGGCCTTTCGCTAGGGAGCAGTACATTCAGAAATTCCGCACCTTGGCTGAAGGTGTTGTG 
TCCGAAAAGGAACAGGATCGCTTCTTGGATGCGGCACAGCGTACGCACGAGCTTGAGGAT 
CTTTCAGAACTCAACATTGAATTGGATGCCGATATTTTGGCCAAGGCTCCTGTGATTCCG 
GAAGGACTGTTC 

>RXN03 117 -downstream 
TGATGGCGGGTTTGTTTTCCTCT 

>RXN0314 4 

ACCACGACGGCTACCAGGCAGTCGCGAAAAGGTGAGATTTCCAGCTGGAAGGCGTTCGCG 
CCAGCGTTTGCGGGAAAGATGGCCATTGAGGCGATGGATCGTGCGATGCGTGGGGAGGGT 
TCGCCCGCACCGATTTGGGAGGGCGAAGACGGGGTCATCGCGTGGCTGTTATCGGGCAAA 
GATCATGTTTATCATGTGCCATTGCCGGAACACGGCGAGCCCAAGCTGGGGATTCTAGAG 
ACTTACACAAAGGAACATTCAGCGGAATATCAATCGCAGGCACCGATTGATCTGGCGCGC 
AGGATGAAGCCACTGGTTGACGCGGCTGGCGGAACGGAACACATTGCAGAGATTGTGCTG 
CGCACCAGTCACCACACGCATTATGTGATTGGCACTGGGGCGAACGATCCGCAGAAGATG 
GATCCGCAGGCCTCGCGTGAAACCCTGGATCATTCCATCATGTACATTTTCGCCGTCGCG 
CTTCAAGATGGCGTGTGGCACCACGAGTTTTCCTACACCCGCAAGCGTTCCACCCGCCCG 
GAAACTGTGGAGCTGTGGCACAAGATTCGCACCGTGGAGGATCCTGAATGGACGCGCCGA 
TACCATTCTGATGATCCTGCAAAAAAGGCCTTTGGTGCGAAAGCAGTGATCACAATGGCT 
GATGGCACCGTGATTGAGGATGAATTGGCTGTCGCGGATGCCCACCCGCTGGGTGCTCGG 
CCGTTTGCGCGGGAGAATTACATTGAAAAATTCCGCACACTCGCGCAGGGGATTGTCATT 
GATTCAGAACAGGAACGCTTCTTGCATGCCGTGCAAAGCCTGCCTGACCTGGATGATCTT 
GATCAGCTCAACATCGAAGTCGACATAAGCAACCAGGCCGCGACGAAAGCGGGGCTGTTA 

>RXN031 4 4 -downstream 
TGAATCTCTTTTCGAATGGTGTT 

>RXN03150-upstream 

TTTAACAGAGTGCGTTTCAATGCCTGTAGTGTTCCGGCAATTTTGAATGTCGTTACGGTT 
ACCCAAGGCTGAATTCCTGAGCTCACCTTGTACAAGATCA 

>RXN03150 

GTGGAAGCCCAGTTCACCTCTCCCCTGCTCAACAATGGGCAAACCTGTTTCCTTGGTACC 
CGAATCCTTGCTCCAAAATCACGTTACGCGGAAGTAGTCGATGCATTCACCGCTTTCGCT 
GGCAGCCTGCAGGTTGGAGTCACGTCCTCCCCTGACACTCAGATCGGACCGATGGCGACT 
GCCCGGCAGCGTGAGCGCGTGGAATCCTACATTTCCCAAGGCAAAAATGCTGGAGCCCGC 
ATCACTGTCGGTGGCAGCCGTCCACGAGATCTTGACGCCGGATTCTTCGTTGAGCCAACA 
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GTGTTCGCCGATGTAGACAATCGCGCAGCCATTGCCCAAGATGAAATCTTCGGACCGGTG 
CCCTCTGTTGTTTCCTACCAAGACGATGAACACGCCATCCAACTAGCCAACGATTCCGAA 
TTCGGTCTCGGCGGAACTGTCTGGACGAGCGATCCCGAGCGCGGCGCTGCATTGGCCCGC 
CGAGTTCACACAGGAACCATTGGCATCAACCGCTATATCCCTGATCCCGCCGCACCATTT 
GGAGGTGTGAAAAACAGTGGCCTTGGCAGAGAACTCGGCCCCGAAGGTCTTGCTTCCTAC 
CAAGAAACCCAAACCATTTATCTC 

>RXN03 ISO-downstream 
TAATCCAAACTGCACCTATATAT 

>RXN03179 

GCTCGTGAGGCATGGCGCATTTTCATGTCCCACTGGGATCTCTACGCAGGAACCGCAACT 
GGCTACTGGGTGGAGCAGGAATTTGAGCACGTTTTCGGCATCAACGCGGAGCGCCTGAAT 
GTTGGCACCCCAGAACATGCTGACGCCATCTTTGATGAGCTGACCGATATTCTTGCCAAG 
CCAGATTTCCGACCACGCGCACTGGCTGAGCAGTTCAACTTGGAAGTTCTAGCCACCACC 
GACGATCCGCTCGATGACCTGGCAGATCACAAGGCACTGGCAGATGATCCAACCTTCTCC 
CCTCGTGTGCTCCCTACCTTCCGCCCAGACGCATACACCAAGATGTACAACGCTGGTTGG 
GCAGAAAAAACCACCAAGCTTATCGATACCGCAGGTGACGGCAAGGCAGGCTGGGAGGGT 
TACCTTCAGGCAATGCGCAACCGCCGCCAGTACTTCATCAATCACGGTGCAACCTCCGCG 
GACCACGGTCTCCACGACACCGACACCACCCCACTGAGCCACAAAGATGCCCAGAAGATC 
TTGGACAAGGGTCTCGCTGGCACAGCAACCTTGGCTGAAATGCATGCCTTCGAAGCCAAC 
ACCACCTACCGTTCGCGGAAATGTCCAAGAAGACGGCTGGTCATGACCATCCACCAGGTG 
TGTACC 

>RXN03180 

TTCGGTGAGAACAAAGATCTCATCTCTGACAGCAGTTTCAACCGCTGGCTGCGTACGGTT 
TCCCTCGGATCGACCCAGGATGCCGATATGGCTGCAGCTTCCAACTTGGCAGCCAATTCT 
AAAATGGCCCGCCAGAACACCCGCGATATCCTCGACGCAGTCTCTGATGGTGGCGTCATG 
CTCGGCCGAAACGGTGCCCTAGTGTTGGGACCTGTGGTTGGAACTCTCCACATTAAATTC 
ATTGCGCCTTTGAACAAGCGTGTGGAAAGAGTCATGTACAAAACTGGACTCTCAGAAGCT 
GCTGCAGCTGAGCAATGTGCTTTGGAGGATCGTCTCCGCGAAGAGATGGCCCACGCTTTG 
TATCAATGGAATCCGGGACGCGATGAAAACTATGACCTCGTGATCAACACCGGTTCGATG 
ACATACGAACAAATCGTTGATCTAGTTGTGGAAACTTACGCCAGGAAGTATCCGCTCCAC 
GTGAGAATCATTCCGAACGGAAAAGACCAA 

>RXN03180-downstream 
TAAACATACAGTCCCCGTGATGT 

>RXN0318 6-upstream 

TTCGTGCACTTCGGCGTGTCACAATTAGGTACGACCAAGAATGGGACCGGGAAACCGGGA 
CGTATAAACGAAATAAAACATTCCAACAGGAGGTGTGGAA 

>RXN03186 

ATGGCCGATCAAGCAAAACTTGGTGGCAAGCCCTCGGATGACTCTAACTTCGCGATGATC 
CGCGATGGCGTGGCATCTTATTTGAACGACTCAGATCCGGAGGAGACCAACGAGTGGATG 
GATTCACTCGACGGATTACTCCAGGAGTCTTCTCCAGAACGTGCTCGTTACCTCATGCTT 
CGTTTGCTTGAGCGTGCATCTGCAAAGCGC 

>RXN03187 

GTTGCAGTGTCTGACTTCTCCACTGATCTGCCAAACCAGATCCGTGAATGGGTCCCAGGC 
GACTACACCGTTCTCGGTGCAGATGGCTTCGGTTTCTCTGATACCCGCCCAGCTGCTCGT 
CGCTTCTTCAACATCGACGCTGAGTCCATTGTTGTTGCAGTGCTGAACTCCCTGGCACGC 
GAAGGCAAGATCGACGTCTCCGTTGCTGCTCAGGCTGCTGAGAAGTTCAAGTTGGATGAT 
CCTACGAGTGTTTCCGTAGATCCAAACGCTCCTGAGGAA 

>RXN03187-downstream 
TAAATCACCTCAAGGGACAGATA 

>RXS00584 - 5' -Region 

TAGTTGTGCCACCTAAAACGCGAACAGAACCGGAGTCGAGCAGCACCTCCCCGCAAGGGTAGAGGGGCT 
GCTTTTTTGTTTCCTAAATTCACCCCATCCC 
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>RXS00584 - coding Region 

ATGCATAGCCCTGAAAGGCAAGAAAAAATGAGTTCTCCAGTCTCACTCGAAAACGCGGCGTCAACCAGC 
AACAAGCGCGTCGTGGCTTTCCACGAGCTGCCTAGCCCTACAGATCTCATCGCCGCAAACCCACTGACA 
CCAAAGCAGGCTTCCAAGGTGGAGCAGGATCGCCAGGACATCGCTGATATCTTCGCTGGCGACGATGAC 
CGCCTCGTTGTCGTTGTGGGACCTTGCTCAGTTCACGATCCTGAAGCAGCCATCGATTACGCAAACCGC 
CTGGCTCCGCTGGCAAAGCGCCTTGATCAGGACCTCAAGATTGTCATGCGCGTGTACTTCGAGAAGCCT 
CGCACCATCGTCGGATGGAAGGGATTGATCAATGATCCTCACCTCAACGAAACCTACGACATCCCAGAG 
GGCTTGCGCATTGCGCGCAAAGTGCTTATCGACGTTGTGAACCTTGATCTCCCAGTCGGCTGCGAATTC 
CTCGAACCAAACAGCCCTCAGTACTACGCCGACACTGTCGCATGGGGAGCAATCGGCGCTCGTACCACC 
GAATCTCAGGTGCACCGCCAGCTGGCTTCTGGGATGTCTATGCCAATTGGTTTCAAGAACGGAACTGAC 
GGAAACATCCAGGTTGCAGTCGACGCGGTACAGGCTGCCCAGAACCCACACTTCTTCTTCGGAACCTCC 
GACGACGGCGCGCTGAGCGTCGTGGAGACCGCAGGCAACAGCAACTCCCACATCATTTTGCGCGGCGGT 
ACCTCCGGCCCGAATCATGATGCAGCTTCGGTGGAGGCCGTCGTCGAGAAGCTTGGTGAAAACGCTCGT 
CTCATGATCGATGCTTCCCATGCTAACTCCGGCAAGGATCATATCCGACAGGTTGAGGTTGTTCGTGAA 
ATCGCAGAGCAGATTTCTGGCGGTTCTGAAGCTGTGGCTGGAATCATGATTGAGTCCTTCCTCGTTGGT 
GGCGCACAGAACCTTGATCCTGCGAAATTGCGCATCAATGGCGGTGAAGGCCTGGTGTACGGACAGTCT 
GTGACCGATAAGTGCATCGATATTGACACCACCATCGATTTGCTCGCTGAGCTGGCCGCAGCAGTAAGG 
GAACGCCGAGCAGCAGCCAAG 

>RXS00584 - 3"^ -Region 
TAATTAAGGGCGCTAGACTGTTA 



>RXS01260 - 5' -Region 

CTAAACGTGGGCTGCATTCCTTCCAAAGTCTCTGATCAAAAACGCTGAAGTTGCCCATACCTTTACCCA 
TGAGAAGAAGACCTTCGGCATCAATGGCGAA 

>RXS01260 - coding Region 

GTGACCTTCAACTATGAGGATGCTCACAAGCGTTCCCGTGGCGTTTCCGACAAGATCGTTGGAGGCGTT 
CATTACTTGATGAAGAAGAACAAGATCATCGAAATTCATGGTCTTGGAAACTTCAAGGATGCTAAGACT 
CTTGAGGTCACCGACGGTAAGGATGCTGGCAAGACCATCACCTTTGATGACTGCATCATCGCAACCGGT 
TCGGTAGTCAACACCCTCCGTGGCGTTGACTTCTCAGAGAACGTTGTGTCTTTTGAAGAGCAGATTCTT 
AACCCTGTTGCGCCAAAGAAGATGGTCATTGTTGGTGCAGGCGCAATTGGAATGGAATTCGCCTACGTT 
CTTGGTAACTACGGTGTAGATGTAACCGTCATCGAGTTCATGGATCGTGTGCTTCCAAATGAAGATGCT 
GAAGTCTCCAAGGTTATTGCAAAGGCCTACAAGAAGATGGGCGTTAAGCTTCTTCCTGGCCATGCAACC 
ACTGCTGTTCGGGACAACGGTGACTTTGTCGAGGTTGATTACCAGAAGAAGGGCTCTGACAAGACAGAG 
ACTCTTACTGTTGATCGAGTCATGGTTTCCGTTGGTTTCCGTCCACGCGTTGAGGGATTTGGTCTTGAA 
AACACTGGCGTTAAGCTCACCGAGCGTGGCGCAATCGAGATCGATGATTACATGCGTACCAACGTCGAT 
GGCATTTACGCCATCGGTGACGTGACCGCCAAGCTTCAGCTTGCTCACGTCGCAGAAGCACAGGGCATT 
GTTGCCGCAGAGACTATTGCTGGTGCAGAAACTCAGACTCTTGGTGATTACATGATGATGCCACGTGCA 
ACCTTCTGCAACCCACAGGTTTCTTCCTTTGGTTACACCGAAGAGCAGGCCAAGGAGAAGTGGCCAGAT 
CGTGAGATCAAGGTTGCTTCCTTCCCATTCTCTGCAAACGGTAAAGCAGTTGGCCTGGCAGAAACTGAT 
GGTTTCGCAAAGATCGTTGCTGATGCAGAATTCGGTGAGCTGCTCGGTGCACACCTGGTTGGAGCAAAT 
GCATCAGAGCTCATCAATGAATTGGTGCTTGCTCAGAACTGGGATCTCACCACTGAAGAGATCTCTCGT 
AGCGTCCATATTCACCCAACGCTATCTGAGGCAGTTAAGGAAGCTGCACACGGTATCTCTGGACACATG 
ATCAACTTC 

>RXS01260 - 3' -Region 
TAGAATCCACCTCGTTGGCCCTG 



>RXS01261 - 5' -Region 

GTGGGTGTTTTTCATTTTCTTCCACTCTAAAATTAAGTATGGAAAACCAACCGCACCCGGATGCACGAC 
AATGACCCACTAAACACGTATCCTTGAATGC 

>RXS01261 - coding Region 

GTGACTGAACATTATGACGTAGTAGTACTCGGAGCCGGCCCCGGTGGCTATGTCTCCGCCATCCGTGCA 
GCGCAGCTTGGCAAGAAGGTTGCTGTAATTGAGAAGCAGTACTGGGGTGGTGTTTGCCTAAACGTGGGC 
TGCATTCCTTCCAAAGTCTCTGATCAAAAACGC 
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>RXS01261 - 3' -Region 
TGAAGTTGCCCATACCTTTACCC 

>RXS01758 - 5' -Region 

CCCCCTTATTCAGAGTGATGGTCTACCGGAGAAGTACCCAGACCAATAGCATCGACCAACGATAGCGCG 
CTCAGAAGTTCTTTAGTGAAAGCAGAACCAA 

>RXS01758 - coding Region 

ATGCCCAAATACATTGCCATGCAGGTATCCGi^ATCCGGTGCACCGTTAGCCGCGAATCTCGTGCAACCT 
GCTCCGTTGAAATCGAGGGAAGTCCGCGTGGAAATCGCTGCTAGTGGTGTGTGCCATGCAGATATTGGC 
ACGGCAGCAGCATCGGGGAAGCACACTGTTTTTCCTGTTACCCCTGGTCATGAGATTGCAGGAACCATC 
GCGGAAATTGGTGAAAACGTATCTCGGTGGACGGTTGGTGATCGCGTTGCAATCGGTTGGTTTGGTGGC 
AATTGCGGTGACTGCGCTTTTTGTCGTGCAGGTGATCCTGTGCATTGCAGAGAGCGGAAGATTCCTGGC 
GTTTCTTATGCGGGTGGTTGGGCACAGAATATTGTTGTTCCAGCGGAGGCTCTTGCTGCGATTCCAGAT 
GGCATGGACTTTTACGAGCCCGCCCCGATGGGCTGCGCAGGTGTGACAACATTCAATGCGTTGCGAAAC 
CTGAAGCTGGATCCCGGTGCGGCTGTCGCGGTCTTTGGAATCGGCGGTTTAGTGCGCCTAGCTATTCAG 
TTTGCTGCGAAAATGGGTTATCGAACCATCACCATCGCCCGCGGTTTAGAGCGTGAGGAGCTAGCTAGG 
CAACTTGGCGCCAACCACTACATCGATAGCAATGATCTGCACCCTGGCCAGGCGTTATTTGAACTTGGC 
GGGGCTGACTTGATCTTGTCTACTGCGTCCACCACGGAGCCTCTTTCGGAGTTGTCTACCGGTCTTTCT 
ATTGGCGGGCAGCTAACCATTATCGGAGTTGATGGGGGAGATATCACCGTTTCGGCAGCCCAATTGATG 
ATGAACCGTCAGATCATCACAGGTCACCTCACTGGAAGTGCGAATGACACGGAACAGACTATGAAATTT 
GCTCATCTCCATGGCGTGAAACCGCTTATTGAACGGATGCCTCTCGATCAAGCCAACGAGGCTATTGCA 
CGTATTTCAGCTGGTAAACCACGTTTCCGTATTGTCTTGGAGCCGAATTCA 

>RXS01758 - 3' -Region 
TAATGCCAACAGCAAGCCCAATT " 



>RXS02574 - 5' -Region 

TGTGCTCCTTGCGGGCTGCGCAGAAGAGCCGGAACAGCAAAAAGCAATAAGCCGCTTATCGACGTCCCC 
CTCCACCCCTCCCGCACCGACCGCGGAGGAT 

>RXS02574 - coding Region 

TTGGCGCGCGCGCAAATCCCTGAACAGCAACGCGACCAAGTCGCGTCGCTGATGATGGTTGGAGTTGCG 
AATTATGATCAGGCATTGGATGCGCTCAATCAGGGGGTGGGTGGCATCTTTATTGGTTCCTGGACAGAT 
GAAAATCTGCTCACGGAACCTGGCCGTAATATTGAGGCGCTCCGCGAAGCCGTCGGCAGGGATTTCTCC 
GTCAGCATCGACTTCGAAGGCGGCCGCGTCCAGCGTGCCACCAATATTCTTGGTGATTTCCCCTCACCG 
CGCGTGATGGCGCAAACCATGACGCCGGAACAAGTAGAAGATCTCGCAGAAATCCTAGGCACTGGTTTA 
GCTGCACATGGTGTGACAGTTAACTTTGCACCTGTTGTAGATGTAGATGCTTGGGGTCTCCCCGTCGTT 
GGCGATCGTTCCTTTTCCAACGACCCAGCCGTAGCAGCTACTTATGCCACAGCTTTTGCAAAGGGCTTA 
AGCAAAGTAGGAATTACCCCAGTATTCAAACATTTCCCAGGTCACGGTCGTGCAAGTGGCGATTCGCAC 
ACCCAAGATGTGGTGACCCCCGCACTTGATGAGCTTAAAACTTACGACCTCATCCCTTATGGTCAAGCA 
CTTTCTGAAACTGACGGAGCCGTCATGGTGGGCCACATGATTGTTCCAGGTCTTGGCACCGACGGAGTT 
CCATCCTCTATCGACCCCGCCACCTATCAACTGCTCCGCAGTGGCGATTACCCAGGTGGCGTGCCTTTC 
GATGGCGTGATCTACACCGACGATCTCTCTGGAATGAGTGCCATTTCCGCCACCCATTCACCCGCAGAA 
GCAGTGCTTGCCTCCCTCAAAGCAGGCGCAGACCAAGCACTATGGATCGACTATGGGTCGTTGGGCTCC 
GCGATTGATCGCGTTGATGCTGCCGTTAGCAGCGGTGAATACCCTCAAGAACAAATGCTGGCATCTGCG 
TTAAGAGTCCAATTGCTCTACATCACACGTCTCGAACAAAAG 

>RXS02574 - 3' -Region 
TGAAGTTACCAGTCCGTAACCCC 



>RXS02735 - 5' -Region 

GAGGAGCTTCGCCACATGGATCCAGATTTGGGCTACCAGCACGCACTATCCGGCTTGTCCAGCGTCAAG 
CTGGAAACCGTCTAAGGAGAAATACAACACT 

>RXS02735 - coding Region 

ATGGTTGATGTAGTACGCGCACGCGATACTGAAGATTTGGTTGCACAGGCTGCCTCCAAATTCATTGAG 
GTTGTTGAAGCAGCAACTGCCAATAATGGCACCGCACAGGTAGTGCTCACCGGTGGTGGCGCCGGCATC 
AAGTTGCTGGAAAAGCTCAGCGTTGATGCGGCTGACCTTGCCTGGGATCGCATTCATGTGTTCTTCGGC 
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GATGAGCGCAATGTCCCTGTCAGTGATTCTGAGTCCAATGAGGGCCAGGCTCGTGAGGCACTGTTGTCC 
AAGGTTTCTATCCCTGAAGCCAACATTCACGGATATGGTCTCGGCGACGTAGATCTTGCAGAGGCAGCC 
CGCGCTTACGAAGCTGTGTTGGATGAATTCGCACCAAACGGCTTTGATCTTCACCTGCTCGGCATGGGT 
GGCGAAGGCCATATCAACTCCCTGTTCCCTCACACCGATGCAGTCAAGGAATCCTCCGCAAAGGTCATC 
GCGGTGTTTGATTCCCCTAAGCCTCCTTCAGAGCGTGCAACTCTAACCCTTCCTGCGGTTCACTCCGCA 
AAGCGCGTGTGGTTGCTGGTTTCTGGTGCGGAGAAGGCTGAGGCAGCTGCGGCGATCGTCAACGGTGAG 
CCTGCTGTTGAGTGGCCTGCTGCTGGAGCTACCGGATCTGAGGAAACGGTATTGTTCTTGGCTGATGAT 
GCTGCAGGAAATCTC 

>RXS02735 - 3' -Region 
TAAGCAGCGCCAGCTCTAACAAG 



>RXS03215 - coding Region 

ATCGATGTTGTCAGCGTCGTGGTGGCTAACTTCCTGCACCGCGAAATCGTGGAAGCACTTCTGGCATCC 

GGCAAGCATGTGCTGTGCGAGAAGCCACTGTCAGACACCATCGAAGATGCAGAAGCCATGATTGAGGCA 

GCCGGCCGTGCAGCAACAAATGGCACCATCGCCCGCATCGGACTGACCTACCGCCGTTCCCCAGGCGTG 

GCACACATCCGTGATCTCGTGCAGTCCGGCGAGCTTGGCAAGGTTCTACACGTCACCGGCCACTACTGG 

ACCGACTACGGATCCAATGCACAGGCACCAATCAGCTGGCGTTACAAGGGGCCAAACGGCTCCGGCGCA 

CTGGCAGATGTGGGAAGCCACCTCACCTACCTGGCAGAATTCGTTGCAGGATCTGACTTCGCCGCCGTC 

CGTGGTGGCCAGTTGTCCACCGTGATCACCGAGCGCCCCAAGCCACTCGGCGCGATTGTCGGCCACGAA 

GGCGGCGCAGTTTCCGATGAATACGAAGCAGTGGAAAATGATGACATTGCATCATTCTCCGGATCCTTC 

ATCGGTGGCGGAACCGCAACCCTCCAGGTCAGCCGCATTTCCCAGGGACACCCAAACACCCTAGGTTTT 

GAAGTGTTCTGTGAAAAGGGCTCCGTGCTCTTTGATTTCCGCAACTCAGGCGAATTCAAAATCTTCACC 

CCAGCAACCTCCGGTGACATCAGCCAAGAAGCCGGCTACCGCACCATCACCATCGGACCAAAGCACCCA. 

TACTGGCGCGGCGGCCTTGCAATGGATGCACCAGGCGTGGGAATTGGCCAAAACGT^AGGCTTCGTTTTC:* 

CAGGCGCGCGCATTCCTCGAAGAAATCGCAGGAATCTCCGAAGCTGAAAGCCTGCCACGCTGCGCAACT- 

TTGGAAGAAGGGCTACACAATATGCAGCTCATTGATGCTGTATCACAGTCAGCTGCAGCAGGTGGCGAA 

ACCGTTGCGGTCCCAGCGGCTGCTCTGATCCCTGCAAACAAC 

RXS03215 - 3' -Region 

T AG AAAC T AT T C AG AAAG C AT C AC CAT G AA 



>RXS03224 - 5' -Region 

ACGATTGTGCTGTCGTTTGCGTTGGTGAATAGTTCTGGACCGGGTATTTTGCGGCGCACATGGAACTCA 
TTGAACGCCGCGCCCGGCTAAGGTGGGAGGC 

>RXS03224 - coding Region 

ATGAGTTTTGCTGAACATGCGATCATCTGGCACGTCTACCCCCTGGGCGCTTTGGGTGCTCCCATCCGG 
CCTGAAGCCCCCGCACCTGTCACACATCGGCTCCCCAATCTAATTGGGTGGCTGGATTATGTTGTCGAA 
CTAGGCTGCAACGCCCTCATGCTGGGACCGGTATTCGAGTCCGTCAGCCACGGCTACGACACCCTCGAT 
TTCTACCGCATCGACCCGCGCCTCGGCACCGAGGAAGACATGGACGCGCTGCTGGAGGCTGCGAATCAG 
CGGGGCATTGGAGTGCTTTTCGACGGCGTCTTCAATCATGTTTCCAGTTCCTCTAAATATCTCGACCTG 
ACCACCGGGGCGTCATTTGAAGGCCACGACATCCTGGCGGAACTCGACCACACGAATCCCGCCGTAGTG 
GATCTGGTTGTCGATGTCATGAACCACTGGCTCGACCGCGGAATCGCAGGCTGGCGACTCGACGCTGTC 
TACGCCATCGCCCCTGAATTTTGGGAAAAAGTCCTGCCAGAAGTGCGACGAAAACACCCACACGCATGG 
ATCGTGGGGGAGATGATCCATGGAGATTACTCCGACTACGTGAAAAGCTCCGGCATTGATTCCGTTACC 
GAATACGAACTGTGGAAAGCCATTTGGAGCAGCATCAAAGAGCGCAATTTCTTTGAACTCGAATGGACT 
TTGAGTCGCCACAATGAATTCCTCGATACTTTCGTACCGCAGACATTCATTGGTAACCATGACGTCACC 
CGCATTGCCACCCGAATCGGTCAATCAAATGCGATCCTGGCCGCAGCGATCCTCTTCACGGTCGGAGGA 
ACCCCAAGCATTTACTACGGCGATGAGCAGGGCTTTACGGGATTGAAAGAGGATAACGTTTTCGGTGAC 
GATGCCATTAGGCCACCTCTTCCTGCCGAGTTTTCTCCACTGGGCACCTGGATTGAAAACATTTATAAG 
GCTCTGATCGCGCTGCGCAGGCAACACCCGTGGTTGTATCAGGCGCACACCGAAGTCCTTGAGATTGCT 
AATGAAGCGATGACCTATAAGTCCGTCGGTCTTGGAGGTGAAGAGCTGACAGTGCATCTTGATTTGGAA 
GAGGTGTCTGTTCGGATCCTTGATGGCGAGAAGGTGCTGTTTCAGTACAGCGCT 

>RXS03224 - 3' -Region 
TAGTTGTCGGTTCAAGGGTAGGGGAACAAA 

>RXC00233 - 5' -Region 
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CGCCTCCAGCAGTTGAGGGAGAAGTTCCAACACTTGCACCAACTGAGGAAGCAACTGTGCAATAGCGCT 
TTAGACACAGACTCATGACAGAATAGAAGAC 

>RXC00233 - coding Region 

ATGAGTGTGAATGAAGCAGATCTGAACGCTGTCGAAGAGCAATTGGGAAGGGCCCCACGAGGTGTCCTC 
GATATTTCTTACCGCAGCCCTGATGGAGTACCCGGTGTGGTGATGACCGCACCAAAACTGGATGACGGA 
ACCCCATTCCCAACCCTGTACTACTTGACAGATCCACGCCTGACCACCGAGGCATCCCGCCTCGAGGTC 
GCATTGGTAATGAAGTGGATGACTGATCGCCTTTCCACCGACGAAGAGCTTCGTGCCGACTACCAGCGC 
GCCCACGAGCACTTCCTGGCAAAGCGCAACGCAATTGAAGATCTCGGCACGGATTTTTCCGGCGGTGGC 
ATGCCTGACCGAGTGAAGTGCCTTCACGTCCTCATTGACTATGCACTGGCAGAAGGCCCACACCATTTC 
CTT 

>RXC00236 - 5' -Region 

AATGCGAGAGTTCTAAAACGAGCCGGTAACATCGACCCCCATGAGTTCAGGGGTTAGAAAAGCAATGGG 
ATTTGGATGCGGTTCGGTTTTGGCCGTCATC 

>RXC00236 - coding Region 

atggtgatctcatttgttggatgggcgctcagcttcatggatggaacggcacctattcgccaactccag 
caaatccctgaagatgttccgccggcgcgtggtgtagaagttccgcaaattgatacagaggcagatgga 
cgcacatccaaccatttgcgtttttgggcggaaccaattgctcaagatactggtgtgtccgctcaagcg 
attgcggcttatggaaacgcagagctcatcgcgagtactgcgtggcctggctgcaatctggggtggaat 
accttggcaggtatcggccaggtggaaacccgtcacggtacctacaacggcaaaatgttcgggggcagt 
tccctggatgaaaatggagttgcaacccctccaatcatcggcgttccacttgatggttcaccggggttt 
gcggaaattcccgacactgatggtggggaattagatggcgatactgaatatgatcgcgcggtaggtccc 
atgcagttcattccggaaacgtggcgacttatgggattggatgcaaacggtgatggggtagcggacccc 
aaccaaattgatgacgcagcattgagtgccgcaaacctgttgtgttccaacgatcgtgacttgtccact: 
cctgaaggatggaccgcagctgttcattcttacaacatgtctaatcagtatttgatggacgttcgagat 

GCTGCCGCGTCCTACGCTTTACGACAGCCGGCGATC 

>RXC00236 - 3' -Region 
TAAAACTTAACAAGCGCAACCCC 

>RXC00271 - 5' -Region 

TAGTTTAAATCATGAGACATTTCACATATGGTTCTTTATCCGAGACATGTGTTGACGCTGTCTGCCCCT 
T T T T G AAAAT AAC AC T T T AAGG AG AT G T G C C 

>RXC00271 - coding Region 

ATGTTTTCTTCCCGTTCGAAGGTACTCGCAAGCATCTTTACTGTTGGCGCCTTGGCGTTGGCTTCGTGC 
TCAAGCGATTCCAGTGACAGCTCCACCTCCACTGATGCTGCAGGTGGCGACTCTTACCGAGTTGGCATC 
AACCAGCTTGTTCAGCACCCTGCACTTGATGCAGCGACCACTGGTTTCAAGGAAGCTTTTGAAGAGGCA 
GGCGTTGACGTCACCTTTGATGAGCAAAACGCTAACGGCGAGCAGGGCACTGCACTGACTATTTCTCAG 
CAGTTCGCTTCTGACAATTTGGATCTCGTGTTGGCTGTTGCAACTCCAGCAGCACAGGCAACTGCGCAG 
AATATCACTGATATCCCAGTCCTGTTCACCGCAGTTACCGATGCAGTGTCGGCAGAGCTGGTGGATTCT 
AATGAAGCACCTGGCGGAAACGTCACCGGTACTTCTGATATCGCACCGATTGAGCAGCAGTTGGAGCTT 
TTGCAGCAGCTGGTTCCTGACGCAAAGTCCATCGGCATCGTCTACGCGTCTGGTGAGGTCAACTCTCAG 
GTGCAGGTCGATGAGGTCACCAAGGCTGCTGAGCCACTGGGGCTGTCCGTTAATACTCAGACTGTCACT 
ACCGTGAACGAGATTCAGCAGGCTGTTGAAGCTCTCGGCGATGTTGATGTCATCTACGTTCCAACTGAC 
AACATGGTTGTTTCCGGTATTTCTTCTCTGGTTCAGGTTGCTGAGCAGAAGCAGATCCCTGTGATCGGC 
GCTGAGTCCGGCACTGTTGAGGGTGGCGCACTGGCAACCCTGGGTATCGATTACACCGAGCTTGGCCGC 
CAGACTGGTGAGATGGCTCTGCGTATTCTGCAGGACGGCGAAGACCCAGCAACCATGCCTGTGGAGACT 
GCAACTGAGTTCACCTACGTGATCAACGAAGATGCAGCAGAGCGCCAGGGCGTGGAGATCCCTCAAGAG 
ATTTTGGATAAGGCCGAACGCGTA 

>RXC00271 - 3' -Region 
TGATCGGCGCTTTTGAGTTCGGA 

>RXC00338 - 5' -Region 

TCTTAGAAGGCGTAGTCACACCATTAACCTTGCCAGAATTTTTCAAGGCTTGGCTAGACTTGGGAAACG 
AACATGCGGTACCAACCAGGGGAGTTAATGC 

>RXC00338 - coding Region 
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GTGAGTGATGTAACCGTTGGCGATATTCGCCGCATTTTGGATGAGGCTTATCCGCCGGCGTTGGCGGAA 
AGCTGGGACAAAGTGGGGCTGATCTGCGGTGATCCAACAGAGTCGGTGAAGCGTGTCGGTTTAGCACTC 
GATTGCACCCAGGCAGTGGCCGACAAGGCTGTGGACATGGGTTTGGACATGCTGATCATTCACCACCCA 
TTGCTGCTGCGTGGGGTGACGTCTGTTGCTGCGGATGAGCCAAAAGGCAAGGTCATTCACACCCTAATT 
CGCGGCGGGGTGGCACTGTTTTCCGCGCACACTAATGCGGATTCCGCGCGCCCAGGTGTCAACGATAAA 
CTCGCCGAGCTCGTCGGCATCACGGCCGGGCGACCCATCGCGACACGGCTTTTAGGCGGCATGGACAAA 
TGGGGCGTGCACGTTCTGCCCAAGGATGCAGCGTACCTAAAGAAGATGCTTTTCGACGCAGGTGCCGGT 
GCGATCGGCGACTACCGAGAGTGTGCCTTTGAGATCGAAGGAACCGGGCAGTTTAGGCCCGTGGAGGGG 
GCGAATCCGGCAGAGGGGGACGTCGATAAGCTTTTTAAATCCCTTGAGCTGCGCATCGAGTTTGTTGCA 
CCGCGC7VACCTGCGCGCCCGGCTCACGTCGGTGCTGCGGGAGGCTCATCCGTATGAGGAGCCTGCCTTC 
GATATTGTTGAAATGCACAGCGCTGAGAGTTTAGAAAATGCGACCGGATTGGGTCGTGTGGGTGAATTG 
CCGGAGCCGATGCGCCTCGCGGATTTCGTGCAACAAGTGGCCAACAACCTGCCTGTCACCGAATGGGGC 
GTGCGCGCTACCGGCGATCCTGAACAAATGGTGTCCCGTGTGGCGGTTTCATCAGGGTCGGGTGACAGT 
TTCTTAAACGATGTGATTAAGCTCGGAGTGGACGTTTATGTCACTTCTGATCTGCGCCACCATCCAGTT 
GATGAATATCTCCGAGAAGGTGGCCCTGCAGTAATCGATACTGCACACTGGGCCAGCGAATTTCCATGG 
ACTTCCCAAGCCCAAGAAATTTTGCAGGACAAAGCCCCACAGGTTGAAGTTGATGTGATTTCGATCCGC 
ACAGACCCCTGGACCATGTCTGCGCGAGCAGTGAAC 

>RXC00338 - 3' -Region 
T AAAT T C T T G AG AAC T AAAAAAG 

>RXC00362 - 5' -Region 

CACTTTTTGGGTGAAAATTCCACGAAGTTAATGCCGCTTTAAGTCAATTCAATCACATGTAACATGCTA 
CGGTTTTTTCGGTCACTTAAAGGAGGCGCTT 

>RXC00362 - coding Region 

atgggaatcattgctctgctcgtttttatcgcaat.tgccgtgatattgaatgtgtttttgaaacgaga't. 
atttcagaagcattgctagttggattagtaggaactgcgcttgtcggcggtgtaaatgcaccgacatta 
ctgattgatgctgtagtggatgctgctcagtcggaagttactttcgcaggtatggcctttgttttcatg 
ggcatcgttgtgcaatcaactggattgattgatcgattaatcgcaatccttaactcgatttttggtcgg 
cttcgaggtggcgcaggttatgtttccactcttggatctgcgctcattggactcatcgctggatcaacg 
gctggaaactccgcgacggttggctcagtgacgatcccttggatgaaaaagacgggatggactgctgaa 
aggtccgcaacgttagtcgcgggcaactctggccttggtgttgcgttgcctcccaattcaacaatgttc 
atcattttggcattgccagctgcagcagcttcttcggcctctcaggtgtacattgctttggcttgtggt 
ggtgcgtatgcagtgctctaccgcttagcggtcgtcttttactggacacgtaaagataaaattcctgcc 
acccctgatgatcaacgggtgtcattcggtgaggcaatgaagactggatggcgttcaccgttgatcttc 
cttggaattttgatccccgtaatcctcactvatcggcccattgtctgaatggttaaagacacatggagtt 
ggggagtctggtgttaaatcgatgtcgatcatcgtgtgggtgccaattctgattacggcaattgctctg 
attgaagggcgtaaacgaattgctaacaacatggcacactttagggttcagatctccaaggacttgcca 
caatttgccaccgtaggaatttcgttgttttctgcgcttgcagcagcgaacatcatggaagaactgggt 
gttggcccgcagttgtctaactggcttgattccatggacctacctaagtctgtcatggtgatcattgtc 
tgcatcatgtgcattgtggtggcaacgccactgtcgtcaacagcaaccgcggctgcgattggtgctccc 
gctgtcgctgcgttggctgcggtaggtattgatccaactgtggcgatcgtagtgatcttgctgtgcact 
tccactgaaggtgcatccccgccggtgggcgcgccgatttacctttctgctgcgatcgccgatgcaaac 
ccaacgaaaatgttcgtaccactgattacgtactttgttgtccccatgattctgcttgcttggctagtt 
ggaatgggattcttaccagtgattgttcctacgggt 

>RXC00362 - 3' -Region 
TAAAGGGGTAAAAATGAACTCAA 

>RXC00412 - 5' -Region 

CTTTTGACGAACACCACGTCGCGTACGCTTCCTCGGGGCGTTAAACTATTTGTCTTCCAGCTTTTGTCC 
CCCGACTTTTGTACGAATCGAGGACACCGTC 

>RXC00412 - coding Region 

GTGTCACACACCGCGTCCACACCGACGCCAGAGGAATACTCCGCGCAGCAACCCAGCACCCAGGGCACT 
CGCGTTGAGTTCCGCGGCATAACCAAAGTCTTTAGCAACAATAAATCTGCTAAAACCACCGCGCTTGAT 
AATGTCACTCTCACCGTAGAACCCGGTGAGGTAATCGGCATCATCGGTTACTCTGGCGCCGGCAAGTCC 
ACTCTTGTCCGCCTCATCAATGGCCTTGACTCCCCCACGAGCGGTTCGTTGCTGCTCAACGGCACCGAC 
ATCGTCGGAATGCCCGAGTCTAAGCTGCGTAAACTGCGCAGTAATATCGGCATGATTTTCCAGCAGTTC 
AACCTGTTCCAGTCGCGTACTGCGGCTGGAAATGTGGAGTACCCGCTGGAAGTTGCCAAGATGGACAAG 
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GCAGCTCGTAAAGCTCGCGTGCAAGAAATGCTCGAGTTCGTCGGCCTGGGCGACAAAGGCAAAAACTAC 
CCCGAGCAGCTGTCGGGCGGCCAGAAGCAGCGCGTCGGCATTGCCCGTGCACTGGCCACCAATCCAACG 
CTTTTGCTTGCCGACGAAGCCACCTCCGCTTTGGACCCAGAAACCACCCATGAAGTTCTGGAGCTGCTG 
CGCAAGGTAAACCGCGAACTGGGCATCACCATCGTTGTGATCACCCACGAAATGGAAGTTGTGCGTTCC 
ATCGCAGACAAGGTTGCTGTGATGGAATCCGGCAAAGTTGTGGAATACGGCAGCGTCTACGAGGTGTTC 
TCCAATCCACAAACACAGGTTGCTCAAAAGTTCGTGGCCACCGCGCTGCGTAACACCCCAGACCAAGTG 
GAATCGGAAGATCTGCTTAGCCATGAGGGACGTCTGTTCACCATTGATCTGACTGAAACGTCCGGCTTC 
TTTGCAGCAACCGCTCGTGCTGCCGAACAAGGTGCTTTTGTCAACATCGTTCACGGTGGCGTGACCACC 
TTGCAACGCCAATCATTTGGCAAAATGACTGTTCGACTCACCGGCAACACCGCTGCGATTGAAGAGTTC 
TATCAAACCTTGACCAAGACCACGACCATCAAGGAGATCACCCGA 

>RXC00412 - 3' -Region 
T G AAC GAG AT G A T C C T C G C AG C T 

>RXC00526 - 5' -Region 

GGTGGAGCAGGCGGCGGCTCCTTTTAGTCCTGCGGCCCCTTTTGACCCTGCAGCCCCTGCCGTTTCTGC 
CAAGCAAACCGTGGGCCAGGTGATTTAGCCT 

>RXC00526 - coding Region 

ATGAGCCTCATCGAAATGCGAAATATTGTCAAGACCTACAACATTGGATCTGAAGGTGAACTCACCGTG 
TTGCACGGTGTGGATTTCCATGTGGACCGTGGCGAATTCGTGTCGGTTGTGGGTACGTCCGGCTCAGGT 
AAATCAACGATGATGAACATCATTGGGTTGTTGGATAAGCCAACTGATGGCACGTACACCTTGGATGGC 
GTGGATGTGTTGGATATCAGCGATGATGCTTTGGCGAGCCACCGCGCTAAATCGATTGGTTTTGTGTTT" 
CAGAACTTCAATCTGATTGGCCGGATCGATGCGTTGAAGAATGTGGAAATGCCCATGATGTATGCGGGC 
ATTCCGGCTAAGCAGCGGAGAAGTCGTGCGGTTGAATTATTGGAAATGGTCGGGATGGGTGAGCGTCTC 
AACCATGAGCCCAATGAGCTTTCGGGTGGTCAGAAGCAGCGCGTGGCCATTGCTCGCGCGTTGGCGAAC 
GATCCTGAGATCATTCTTGCTGATGAACCAACTGGTGCGTTGGATTCTGCAACGGGCCGGATGGTGATG 
GATATTTTCCACCAGCTCAACAAGGAGCAGGGCAAAACCATCGTGTTTATTACTCACAACCCTGAGCTT 
GCTGATGAATCTGATCGGGTGGTCACCATGGTTGACGGGCGCATCATTGGGTCTGAGGTGAAACACTCA 

>RXC00526 - 3' -Region 
TGAGCCTTGCAGAATCAATTCTT 

>RXC01004 - 5' -Region 

CCGGACGCTGGATCGCACGAGTAACGGTCATGGAAGATCGACGCATCGACAAAGCCGTTCTCACCCCCA 
T C AC C CAT G AAG AAG C AAAG GAG TAG G AAAA 

>RXC01004 - coding Region 

GTGAGTATTTGGGCAACTGTCCTTCTAATTATCGTCCTTCTTTCCGCCAACGCCTTCTTCGTGGCCGCG 
GAGTTCGCACTGATTTCCTCGCGCCGGGACCGCCTGGATTCCCTGGTATCCCAGGGTAAAAAGGGAGCT 
GAAAAGGTTCTCTACGCAACCGAGCACCTCTCCATCATGTTGGCGGGCGCTCAGTTCGGTATTACGGTC 
TGTTCTCTGATTCTGGGTAAAGTCGCAGAACCTGCGATCGCCCACTTCATTGAGGTGCCTTTCACCTCC 
TGGGGTGTTCCAAATGATTTGATCCACCCAATTTCCTTCGTCATCGCACTGGCGATCATCACCTGGTTG 
CACATTCTCTTTGGTGAAATGGTGCCAAAGAACATCGCTATTGCTGGCCCTGAAACCTTAGGCATGTGG 
CTTGCTCCAGTGCTCATTGCGTTTGTGAAGATTACCCGCCCGTTGATCGAGTTCATGAACTGGATCGCC 
CGTCTGACCCTTCGCGCCTTTGGTGTGGAGCAAAAAAACGAGCTGGATTCCACCGTGGACCCAGAGCAG 
CTGGCATCAATGATTTCCGAGTCCCGTTCCGAAGGCCTCCTTGATGCTGAAGAGCACGCCCGCCTGTCC 
AAGGCGCTGCGCTCTGAGCAGCGTTCCATCAAGGAACTGGTGATTAAGGATGAGGACGTGCGCACGCTG 
GCGTTCGGTAAATCTGGCCCGACCTTGCACCAGTTGGAGGAAGCAGTCCGCGAGACCGGTTTCTCCCGC 
TTCCCTGTCACCGGCCGCGATGGATCCTACTTGGGTTATATCCACATCAAGGATATTTTGCCTCGTCTG 
GCTGATCCTGAGATGGATCCCTCCGAGACCATTCCGCGTTCTGCACTGCGCCCTTTGAGCAATGTGGAT 
GCCGACGGCCTCATGGATGACGTCTTGGATTTTATGCACTACCGCTCCGCGCACATGGCTCAGGTTCGC 
CTCAAAGGTGAGCTTCTCGGCGTGATTACGCTGGAGGATCTCATCGAAGAATACGTGGGCACCGTCAAC 
GATTGGACTCACGAAAGCTCCGACGAC 

>RXC01004 - 3' -Region 
TAGAAATAGTAACTGTGTTGGAC 

>RXC01017 - 5' -Region 

GAAATTTGAGGGGGCGCTACCCTTAGAAGGTGCGCAATGACACCACGATAGTTCGCGCCTAGTGTGGAT 
T G C T AG AAAAC T T T AAG AAAG AG G AAAT AAT 
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>RXC01017 - coding Region 

ATGGCTCT^AAAAGTAACCTTCTGGTTCGATACCACCTGCCCATTCTGCTGGGTCACCTCCCGCTGGATT 
AAGGAAGTCGAACAAGTCCGCGATATTGAT^TCCAGTGGGTTCCAATGAGCCTCGCTGTCCTAAACGAA 
GGCCGTGATCTCCCAGAGGATTACAAGGAGCGCATGAAGGCTGCATGGGGACCAGCACGCGTTTTCGCA 
GCTGTCGCCACCGACCATGCTGACAAGCTCGGCGACCTGTACACCGCAATGGGTACCCGCATCCACAAC 
GACGGTCGCGGACCAATCGAAGGTTCCTTCAATGATGTCATCGCAGAGGCACTTGAAGAGGTCGGCCTA 
GACGCTGCACTTGGTGAAGTTGCAGACACCACCGAATGGGACGACGCACTTCGCGCATTCCACCAGACC 
GCAATGGACGAGGTCGGCAACGATGTCGGAACCCCAGTGGTCAAGCTCGGCGACACCGCTTTCTTCGGC 
CCAGTGCTCACCCGCATCCCACGCGGCGAGGAAGCAGGAGAGATCTTCGACGCTTCCTTCAAGCTCGCA 
AGCTATCCCCACTTCTTTGAAATCAAGCGCAGCCGCACTGAGAACCCACAGTTCGAC 

>RXC01017 - 3' -Region 
TAATTAACGCTGTCTCTGCTTAT 



>RXC01021 - 5' -Region 

CGAGAGGCTTTTTTGGCTCTAAGCCTTTTAGTCGTGCGAACGAAATCTTAAGCAGCCTCGGTGCCACCG 
AGATCGATTGGTCGCTGTAAGGTATCTGATT 

>RXC01021 - coding Region 

ATGTCCAGTTCCGAAAGCTCGCGTTCCGAAGGCTCGCAGCCAGCACCGTCTGTACAGCCTGAACGCCGT 

GCTGATTCAACGGGGGCTCCTGCGGCAGCTTCCAAGGAAGCTTCCCAACAAATGGACGCTGCCGGAGTT 

CTTGAGTGGGCCAGGACCGCTGTCGAGCAGCTTTCTGAACGTCGTGCAGAGATCAATGCACTGAATGTC 

TTTCCTGTTCCAGATGCAGACACTGGATCAAACATGACCTACACCATGACAGCTGCGTTGGATGAAGCG^ 

CTGAAACTGGGGGAGTTGGGTGATGTCGCAAGGATTACTGAGGCTTTGGCTGTTGGTTCTGTGCGTGGA. 

GCCCGAGGAAATTCTGGAGTAGTCCTTAGTCAGGTCCTTCGCGCTATTGCTCAGGCAGCTGCTGACGGG 

GTTATTGATGGCCACACAATCCAAGAAGCGCTATCCATTGCTCGCTCCCTAGTTGATCGCGCAATTACA 

GATCCTGTGGAGGGCACTGTTGTCACTGTGTTGCGTTCT 

>RXC01212 - 5' -Region 

TTTAGAAGCCACATGACATATGTCATGAAAATTATGTGCAAAGTGCAGTAATACTCCTGACATATGGCT 
CTACCAGCGCCAATGCGAAGTAGGAAGAATT 

>RXC01212 - coding Region 

ATGCCTATGACAACGACACCAGCAATCGACGTAACAGACCTCGTGAGAACCTACGGCGACTACACCGCA". 

GTCAAGGGCCTGAATTTCCATGTACAGCGCGGTGAAGTATTTGGTCTGCTCGGCACCAACGGGGCCGGC 

AAAACCTCCACCTTGGAAGTCATCGAAGGACTTTCCGCACCCAGCTCCGGCACCGTGCGCATCTCCGGG 

CTTGACCCCGTTGCCGACCGCGCGATCCTGCGCCCCGAGCTCGGCATCATGCTGCAATCAGGCGGCCTG 

CCATCACAGCTCACCGTCGCCGAAACCATGGACATGTGGCACGGCACCTGCACGTATCCGCGCGCCATT 

AAAGATGTGCTTGCCGACGTCGACCTCCTACACCGCGAAAACGTCAAGGTCGGCGCGCTTTCCGGAGGC 

GAACAACGACGCCTTGATTTGGCCTGCGCACTGCTTGGCGACCCCTCAATTTTGTTCCTCGACGAACCC 

ACCACCGGCCTCGACCCAGAATCTAGGCGCCACACCTGGCAACTCCTGCTGGACCTGAAACAGCGCGGC 

GTCACCATGATGCTGACCACCCACTACCTGGAGGAAGCCGAATTCCTCTGCGACCGGATTGCCATCATG 

AACGCCGGTGAGATCGCAGTGGAAGGCACCTTGGATGAACTGGTGGCCCGCGAGAAGTCGATCATCAGT 

TTCGTGCTGCGTGGCGGGCAGGTGGAGTTGCCGGTCTTGAGTGGGGCTGAAATCATCCGCGACAACAAC 

CACGTCCGCATCGCCACCACCACCCTGCAGCAGCACACCTTAGAAATACTTACCTGGGCTGCAGAGACC 

GGGATCGCGCTGGAAGGCTTCGCTGCAAAACCCGCCACCTTGGAATCCGTATTCATGGACATCGCCTCA 

CTCGAGAACACCTCGCTGCAAACCGCC 

>RXC01212 - 3' -Region 
TAGAATCTTTAAGGAGACCACAA 

>RXC01306 - 5' -Region 

TGTTTTAGAGGTAGAGCGAAACGTGCCTGTAAAACTGGCGCTCGCTGTGCTCGAAGACCACCCAGACAA 
TCACCCCGCTCCGAAGGAGAATCGCTAAGCC 

>RXC01306 - coding Region 

ATGACTGAATGGTATGTCGTTTTACCCGCCACTATTCTACTCATCGCGCTGTCTGCGTTTTTCGTCATC 
ATTGAGTTCGCTTTGCTTGCAGCTAGGCGGAACCGGTTAGAGGAGACTGTGGAAACCTCGCGGTCTTCC 
CGCGCTGCGTTGCGAAGCCTCAATGAACTTACTCTCATGCTCGCGGGCGCGCAGTTGGGAATCACCATG 
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GTGACTTTCGCGTTGGGTGCTATCACGAAGCCGTGGGTTCATTATGCTTTGATGCCGCTCTTCGAATGG 

GCGCGTATACCGCTGGTTATGGCAGATGTCATTGCGTTTATTTTGTCGCTGTTTATCGTAACGTTTCTG 

CACTTGGTCATCGGCGAAATGGCTCCGAAATCCTGGGCAATCGCGCATCCGGAGACGGCACTTCGAACT 

ATCGCGATTCCCGCACGGGGCTTCATTAACCTGTTTCGTCCATTGCTGCAGTGGATCAACAAAATGGCG 

AACGATTTGGTCCGCAAAGTTGGTGAAACTCCCGTTGATCGAGCTGCAGCTGGTGGCTATGACACCGAT 

ACCCTCCATGCCCTCATTGAGCATTCCCGAGAAACTGGCGCTCTGGATCAGCAATCCGCCGCCCT^AATC 

AGCGGAATTATCAAGCTGGATAAAATCACGGTCGGTCAAACCCTGACCGCATCTCCATTTACGCACAGC 

GCCAGCGCCACGGTTGCTGAGGTGCAAGCCGCAGCTCAGCGCAGTGGCAGCTTGCGTGTGCTTATCGAC 

GCCCCCTCCCACCTTTTCCCACACGTCATTCATGTGCGAGACACCCTTGGTGCCTCGCCAGACGAGAAG 

GCTTCGAAGTGGTCTCGCCCAATCCTCACCGTTGCTGAGACCGACACGTTACACCAAGCGCTGGAATAC 

ATGCGGGAGCAT7VACGAGCAGATCAGTGCGGTGCTTTCCGCTGATGGGAAAACGGTGCTTGGTGTAATA 

ACTTGGGATCACATCTTGAAATACCTGTGGCCTGCATCGGTG 

RXC01306 - 3' -Region 

TAGCTAATTTGAGGTGCGCTGAA 

>RXC01366 - 5' -Region 

ATGCATGAAAACAAATTCTATGTGTGTTGAGCTGCCAAAAGGGGTTGGCGCGCCGATGATGACTGTCCA 
AACCTAAACCAAAGGTCTAAACTTTGGCTTC 

>RXC01366 - coding Region 

GTGAGTCAGTTTCGTCGTTGTTCCCGCCCTGGTTGTGGCAAGCCTGCCGTCGCAACCCTCACCTACGCA 
TATTCGGATTCCACTGCGGTGGTTGGTCCTTTGGCGCCTGCAGCAGAGCCCCATAGTTGGGATCTGTGT 
GAGCATCATGCCGAGCGTATTACTGCGCCCCTTGGTTGGGAGATGCTGCGGGTGAACGACATCAAAGTC 
GATGACGATGAGGATCTGACGGCTCTTGCTCAGGCTGTTCGTGAGGCTGGACGCACTGTGAGTGGTCTG 
GTTCCTGAAGACGAAGTGGGCGGCAACCATCCGGTGAACCGGAGTGCGCGGATCGCGGAACAGAAGGTT 
CACCGCAGGGGTCATCTCTATGTTGTGCCTGATCAGGACGAATCA 

>RXC01366 - 3' -Region 
TAAGGTTTGCTATTCGGATTGGA 

>RXC01372 - coding Region 

CAGGACACCTTCGTCCTTCCCACCTTGCCCACGGCCGCAGGCTTGTCGCCTGCCCGCATCGTGGCGTCG 
ATAAGCACTCTTTTAGATCTTTTAGAAGCAGACCCCAGCATTATTTCCGACCGCTTGGAACACCTCGCC 
GACTGCATTGATGAGGAAGTGGAATCGCTATCGCCGGAACGTGACGAACTAGTCAATCCCGGCCGAAAA 
CTGCGCGCATACGTAGATCACGCACGGATCGTGCATACCGGCCGAACTGATGTGGGACTCGCGATTGCC 
AACGTTATCGCCCCAATCTGGACCCGACGAGGCCTGGTATCAGCCGTGCTGGATTTTCCCGAGCTeATG 
GAATCATTGCCGGAACTCCGCGGACCCGAGCCAATTACCGACGATATATTCCATGACCCATTCATAGAT 
GACGAACCCGGGGTGGTACCGTTTAGGGCTGTTGTCTGGGCCGAAGAGGAACCCGGAATCCCCGATGCC 
ATGGCGCAAAGCTGCGACGGACCTAGCAAAGGGGCGCTGACACAAGCACTGCGTTTGCTGGTGCGCGGA 
CAGTCAGCCACGACCTATTCCATTGAAGAAAAGGACTTG 

>RXC01372 - 3' -Region 
TAAATGGAGCTATTGGAAGGCTC 

>RXC01659 - 5' -Region 

TTGATGCGCGCCGCGGTGAGCAGCCTGCCGATCCAGAGCGTGAAGAATCTGATGATTTAGTCGAGATTG 
ATACCGTCTCTGGATTCCGCCTGCTCAGTAC 

>RXC01659 - coding Region 

GTGGCGGGGGTTGCGCAGCGTTTTGTCGACGAGCGCATTCACGTCGGTTTGGATTCCATGCCAGAAGCT 
GTGACTGCTGTGTGGATGGAATCTGATTGGGTGTTGGCGGAAACCATCAAGGGTTCCACGCCTTCCGAT 
TGGGAAGAGATTTTGCGGCCGTTGGCGCTGCTCACGGACGCGTCTTTCACGTTGCCACCTCGTTCCACG 
CGTGCGCAAACCTTGGATTTGAAGCATTTGGAACCAAGCCGTCTGAAGCCGGAGCAGCCAGAAAAGCCA 
GCGTTTACTCCCAATGCTTCGGAAGAAGATTTGTCTCAGCCGTTGGTGATCCGCCCCGAGGAGCCGTTG 
CAGATGCCGGTTCGCGGTGTGCAGGAAAGCCGCGGAGTGGTCGAGCCACGGTCATTGGGTGCGGATGAT 
GTGGAGTCGATTGCGGAGGGCGATCCAGAGCGTCCGAGCGATCTTTATGGCACGCGTGTGCTGCGTGAT 
CTCAATGGTCAGTCCAGTATTTTCCAAGATTCCACCGACGCGGATGAGCCACCAAA7WVGTGG 

>RXC01659 - 3' -Region 
TAGAAAACTGGTGTTTTTCGGCC 
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>RXC01663 - 5' -Region 

TATTTTGCTGGTTGGTCACAGTGGAGCGCTAACCCCGAGAATCCTATCGAGGCCTAAAATCGTGGCTTG 
AGTACGCACTGCCAGTAAGGTGTGTGATGTG 

>RXC01663 - coding Region 

ATGGAAATAAGTGTCTTGATCATCGCCGCACTGATCTTGGTGGCAGGCATCGTACTGTGGCGCGCGGAC 
TCGTCTAAACAGGCAGCTAAAAAGGCTGAATCACCTGTGGGCTCAGTCGCACCTGCGCCCGTGCTGGTT 
GAAGAAGAGCCGGACCCTGAGTTTGAGCCAGAACTGGACCCTGAACCAGAAGCGCAACCAGAACCAGAG 
CTGGAAGTTGCGCCTAGATTTGCGCCAGAACCAGTTCAAGATCTTGAGCCGGATCAGGCTGAGGACATT 
TATTTTGATGATTCCCCTGAACTCGATGCTGATGTTGAAAATGCCTTGGCTGAGCTTACTGAGGTAGAA 
GACTACCCGGAAGAGCCAGTGCAGTCTGAGCAACCTCAAGCCCCTGCCACGGCGGAGGTAGCTGCGGAC 
GAGGAGCAACGGGGCGTCGATAAGCATTCGTTTTTGAGCTCTTTGCCTGGTTCGCAGCGCCGGGAGCGC 
CGAAACTGGGCGGCGAAGCACCACTTCGATTTCATCAAGGAAGATGCCTTTTTGACCGATGAATGGTCA 
AGGGGTGCGGCATCGACTGGTGCCGTTGCACGTGATGTGGTCAGTGGCATGGCTGAAGGATATGAAACG 
CATCTGGTGGATTTGGCGGGCGTGCCCGTGATGGCGATGCGCCGTGGAATTACCTCTGACGTGGTCATT 
GATGCGCGCCGCGGTGAGCAGCCTGCCGATCCAGAGCGTGAAGAATCTGATGATTTAGTCGAGATTGAT 
ACCGTCTCTGGATTCCGCCTGCTCAGTACGTGGCGGGGGTTGCGCAGCGTTTTGTCGACGAGCGCATTC 
ACGTCGGTTTGGATTCCATGCCAGAAGCTG 

>RXC01663 - 3' -Region 
TGACTGCTGTGTGGATGGAATCT 

>RXC01693 - 5' -Region 

AGGAGACTGGCTGGATTATTGGCTGGTTTTCTTGGGAAATCGTCATGGGCATTAATCCTAGTCCCAACA 
ATTGCCAGAACCCGAACACTAGGCTTGAACC 

>RXC01693 - coding Region 

ATGAATACTGCACCTTTCAAACTCGAAGCTGACTTCGCATCAGCCCTGCCCACCATGGCAGCCCCCTGG 
CAAGGTGAGGAAGCCCCCAACCCTGAGCTCGTGATTTTAAATGACGACCTCGCCTACAGCCTCGGGCTT 
GATCCGACATGGCTTCGCACACCTGAGGGCGTTCAATTTCTTCTCGGACTCAACCCCGAGCCCTTAACA 
AAAGCAGTTGCGCAGGCCTATTCCGGCCACCAATTCGGACAGTTTGTGGCAAGCCTTGGTGATGGCCGA 
GCGCTTCTTCTCGGCGAAGCCCGCTCAGCTGACGGCGTACTGCATGATATCCACCTCAAAGGATCTGGA 
CGAACCCAATTCTCCCGAGGAGCCGATGGACGCGCCGTCCTTGGCCCCGTCTTACGCGAATACATCATC 
TCCGAAGCGATGCATGCACTTGGTGTTCCCACCACCAGGTCACTTGCAGTAATTAGCACCGGTAGGAAA 
ATCCAACGAGGAAGCGTAGCCCCAGGCGCAGTCCTTGTTCGAGTAGCAACCAGCCTCATTCGAGTCGGA 
TCCTTCCAATACTCCAACATCTCTGGTGGCATCGAACTATCTCAACACCTGGCGAACTATACGATCACC 
AGGCATTTCCCTTCGTTGGTAGCTGAACTATCCGCACCAACCCCCGCAACTTATGTATCACTGTTTAAA 
GCGATTCTTCAGCGCCAAGCAGACACCGTTGGAAAATGGACCAGGCTGGGTTTCGTTCACGGAGCCCTC 
AACACAGACAACACGTTGATATCCGGAGAAACTGTTGACTACGGCCCATGCGCTTTCATGGAGCGCTAC 
CGTGGCGACGCGAAATTTAGCTCCATCGACACTTATGGTCGCTACAAATTTGAAAACCAACCTATGATC 
CTCGGATGGAACATGGCCCGCCTCGTAGAAACCCTCCTCCCACTCCTGGGCGCCACACCAGACGAAGGC 
ATGACAGCAGCCCAAGAAGCTCTCGTAGAATTCGATGACCTCTGCGAACAAGCAATCCGAAAAGAATTC 
GCCACTGCACTGGGCCTTGACGAGTCAGACACCGGCACGGTAGAGCAGTTCCGTGAACTGCTCTACCTC 
CATAACCCCGACATCACCACGCTGCTGCGCGCACTCACCGACAACACCGCACCACCGAGTGGCTTTGAA 
GCATTCGTTCACGACTGGAAAACCCAAGACCCAGATATCGAAGCAATGCGAGCAGTAAATCCACTTTTC 
ATTCCACGCAATCACCTCGTGGAAGCTGCTCTCGCAGACGCAGTTGAAGGGAATCTAGA/^J^GTTCCAC 
GAACTCCTCGCTGCTGTCACCAATCCTTTTGATCCAACTGCGGGCCCCGATGAACTACGCCTGCCAAGC 
GAAGAAGGATTTGAAGAAGACTACATGACCTTCTGCGGTACC 

>RXC01693 - 3' -Region 
TAGGACAGATGGTGGGGCAGACG 

>RXC01703 - 5' -Region 

GTTAGACAAATGGGT/W^CAGAGCTGACCTAGCGGAATCCGCCATCAACGAAAGGCATTCCGCGAGGGT 
TTGGGGTCTGCCTCGAACAAATCTTGGGTTT 

>RXC01703 - coding Region 

GTGGCATGGCCATCCAACGCCAAAGAAAAACTGTTTATCCACTGGCACTACTGGTGGCAAGCGCATTAT 
CTAGACTGCCTGGTGGATGCTGCTCGTCGACGCACCACAAAGGCCCGTCGCGACCGCATCAGGGACACC 
ATCCGCGGCATTTCGGTGCGCAATGTGGGCAAGCTGACCTCGAATCGTTATTACGACGACAAAGCTTGG 
CTGGCCCTTGCTCTTGGGCGTGCCGGAAAAGTGCGAAAGGTGCGCACACCAAAATCATTGCCCTCGTTG 
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GAACAAAACATCGTCGATGGCATTGATTCCCTTACTGGTGTGCTGCCGTGGCGTTCCGGCGAAACCTTC 
TACAACGTTCCCTCCAACGGTCCTGCTGCGATCATGATGGCCCGCACCGACCGTTTGGACGAGGCTATG 
AAAATCACCGATTGGATTTTTGACAACCTGATCGATGGCGACGGCCTTGTGATGGACGGATTGCGCATG 
CGCATGCACGGACCTGAGCTTGTCCGTTCCATCCACCCGTATTGCCAAGGTGTCGCCATTGGTGCGTGT 
TTGGAAATTGCTCTCAAACTGCGTGAGCGCGCAGGCTTGACCACTACTGTGGTGGATCACTGGTCGGAT 
GCCGATAAGGCAGAAGACTCCCTCAAATACTTTGCACACATCCACGCTGTGGTTCAGGCTGTGTCGCGG 
AAGATGACCAACTTCCACGGCGTTATTGATTGGGACACCGGTGACGGCGACGGCGGTTTGTTCAAGGGC 
ATTTTGGTCCGCTATTTAGCTGATGTGGCCATCCGCCTGCCTGACGATTCACCAACCAACCGGG7VAACC 
AAAAAGATTGCAGCACGCCTGGTACTGGAATCGGCGGAAAGCGTATGGAACCACCGATTGGAAGTTGAT 
GGCCTTCCGGTATTCGCCACAGACTGGACAACGGATGCACGCCTGCCACAAAACTTTGGTTTGAGTTCC 
TCTAGTTTGAGCGATCTGGTGAGTGTTGTGCGCGTGGATGAACGTGATCTGTCCGTGCAATTGTCCGGT 
TGGATGCTCATGGAAGCAGCAGCGAAAGTGGCCGAAGAACTGGAAAACAACGGCAATAGTTACACCGGT 
CGCTCCCGA 

>RXC01703 - 3' -Region 
TAGCCCCGATAGTGTATGTGCTG 

>RXC02254 - coding Region 

ATCGCCGTTGCCGAAGAAGGCGGATTGTGGGAAAACCTCCTGCAGCACCGCTTCGGTGGACATGGTGCG 
CTAGCTGGTCACGCCTTGGGAAACCTCGTGATCGCGGCGTTGACCGACATTTTGGGCACCTCCCAGCAT 
GCGCTTGATCAAATCGCTCAACTCGCTGGAGCCAAAGGACGCATCATCCCGGTATGTGCTGAACCTTTG 
GATCTTGAAGCGGAAGTATCAGGTCTAGACTCTGATGCTCGAGTCATGCGTCAAGTTCGTGGTCAAGTG 
GCGGTAGCTGCAACCCCCGGGCAGGTGCGACGCGTTCGAATCATTCCGGACAATCCAGAACCGAACCCC 
GCTGCCATCGAGGCCATTCTCGATGCAGATTTGGTCACCCTTGGCCCAGGTTCCTGGTTCTCCTCTGTG 
ATTCCACACATTTTGGTCCCAGGGATCGTTGATGCCTTGGCGCAGACAAAAGCAACCAAAACCGTGGTG 
TTAAACCTGACGTCCGAGCCAGGGGAGACCGCGGGATTCTCTGCAGAACGACACATCCATGTGCTCCGC 
CAGCATGCTCGAAACCTTCAGGTTGACCAAGTCATTGTCGATGCCAAGACACTGTCCTCACAAACCGAA 
CGCAATCATGTAGAACGAGCTGCTCGCACCCTTGGTGCAGAAGTCTCCTTCCATGATGTCCAGGCTGAA 
GATGGCCGTGGTCGATTCACCAGTATTCACGATCCAGCAAAGCTGTGTGCAGCGTTGCTGGCAAGTTTT 
GCTGGAGCACGAAAGCGT 

RXC02254 - 3' -Region 
TAAGGAGTAGGCGTGTCACTGAC 

RXC02255 - 5' -Region 

GTGTGCAGCGTTGCTGGCAAGTTTTGCTGGAGCACGAAAGCGTTAAGGAGTAGGCGTGTCACTGACGAG 
TGATATCAAACAAGAATTGGCGCAGGTCCAT 

RXC02255 - coding Region 

GTGGCCAAAAACAGTGTTCGTGCTGCGGAAGTGTCTGCAATTTTAAGGTTTGCTGGTGAGATGCAAGCT 
GTCGGCGGCAAGCTGGTCATCGAAGCAAATTTGGACAGCATGCAAGTCGGTATGAGGCTTCAGGAGTTT 
ATCCAAGGTTTGTACAACTCTCGAGTCGATGTGCACACCGTGAACCCGACTGTGAGCAGGAAAACGCCA 
CGGTATTTGGTGCGCATCATTGACAATGCCGATGAAATTGCGCGACGCACCGGACTGGTCACCAGGTCT 
GGACATGTGGTTAAAGGTCTAGCGCCTTCTGTGGTCAGCGGAACAATCAGTGACGCTGAAGCTGCATGG 
CGCGGTGCGTTTCTAGCCAATGGATCTTTAAGTGATCCAGGTCGTTCCTCTTCGTTGGAGGTGTTGTGT 
CCTGGTCAAGAATCAGCATTGGCACTGGTTGGATGTGCGCGAAGAATTGGGATCGCGGCGAAAACGAAA 
GATTCTCGAGGATTTGATCGCGTCAATGTTCGTGATGCGGAAGCAATTGGGGCACTGCTCACTCGAATG 
GGTGCCCAGAAAACTCGCATGTTGTGGGAAGAAAAACGCATCAAGCGGGAAAGTCGAACTCCGCAAACC 
GGGTTGGCCAACTTCGACGATGCCAATCTGCGCAGGTCAGCCCGAGCAGCAGTTGCCGCTGCAGCGAGG 
GTAGAACGCGCCATGAAGATTCTTGGTGATGATGTTCCTGAGCATTTGGCTGAGGCTGGACAGCTGCGT 
GTGCAGCACCGTCAGGCATCGTTGGAGGAGTTGGGCCGGTTGGCTGATCCTCAAATGACCAAGGATGCT 
GTGGCCGGTCGTATTCGTCGTCTTTTGACGATGGCAGATAAGCGCGCCGAAGATCTGAAGATTCCTGAT 
ACAAATTCTGTTGTGACGGAAGATTTGTTGGAAGAAATT 

RXC02255 - 3' -Region 
TAG AT GAT T G AAGCC T AAAAACG 

RXC02435 - 5' -Region 

TCATGAATGTAGAACGGATTTATCGACAAGCGCCAGCAAGTACGTTGATCTCTTTAGCCATCATCGCTG 
TGTACGCAGTGCGGCCATTCAATCGAGATCA 
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RXC02435 - coding Region 

GTGACAGACAACCTGGGTTCAACCAGTATCGGTGACGCGTGGATTCTGTACGCACCGCTGATGGATGAT 
GGTGGCTTTGGTCCACTGCGTGCCATCGGAGGT^TGTTCCTGCACATTGGCCCCGGGCACATGCTGTTG 
AACCTTGTGTTGTTGTGGTTGCTGGGAAGAGAAATTGAACGAGACTTCGGTTCTGCGCTTTTCACTGCG 
ATGTACTTTGTGGGCGGTATTGGT.GCGTCTGCAGCTGTCATCTGGATGGATCCCTATTCACCGACAGCA 
GGTGCTTCCGGCGCCATTTACGCCATGATGGCTATTTTGGTGGGGCTTTTTGTGTTAAGAAGCGCGGAT 
ATCCGAGCACCCTTGATCCTTATCGCCATCAACATCGCCTATACCTTGATGTCCACCAATGTTTCTCTG 
TGGGGACACCTTGGAGGTTTGATCACTGGAGCTTTAATTACTTGGCCAATGGTTAAAGCGAAAACTCAA 
AGAACACGGTGGATTATCGTGCTCATTGGTTTTGCTGTAGTTGTGGCTGCTGTCATTCTAGGAATTGAC 
CGGGTG 

RXC02435 - 3' -Region 
TAGASACATTCCGCCCATTGCCC 

RXC03216 - 5' -Region 

GCTGTATCACAGTCAGCTGCAGCAGGTGGCGAAACCGTTGCGGTCCCAGCGGCTGCTCTGATCCCTGCA 
AACAACTAGAAACTATTCAGAAAGCATCACC 

RXC03216 - coding Region 

ATGAAACTCGGTCTCTACAACGCGATCTTCGACGACCGCACCCTGCCAGAAGCGCTCGCAGCCATCAAA 
GCTGCAGGTCTCACCGGAATTGAACTCAACACCGGCGGATTTTTGCCTGCAACCCACATCCCGACCATC 
GATGACATCCTGGTCAGCGATGATGCCCGCGATGAATTCCTCGGGATTTTCGAAGGCACCGGCGTCGAC 
ATCTACGGCCTTAACTGCAACGGCAACCCGCTTCACCCCAACAAGGCGATCGGGGACAAGCATGCCGAA 
GACATTCGACGTTCCATCCGCCTCGCAGAGCGCCTCGGCCAAAACCGTGTGGTCACCATGTCTGGTCTT 
CCTGGTGGCGAACCAGGCGCGAAGTACACCAACTGGGTTGTCAACGCGTGGAACTCCGCAGCCTTGGAT 
GTCCTTGATTACCAATGGGATATCGCAGCTGAATTCTGGCGCGAGACCGACCGCTTCGCCGCAGATCAC 
GGCGTGAAAGTGGCTCTTGAGCTGCACCCACAGAACATCGTGTTCAACTCCGCTGACGTGCATAAGCTC 
ATCGATCTCACCGGCGCCACCCACGTGGGCGTCGAACTGGATGCATCACACCTGTTCTGGCAGCAGATG 
GACCCAATCGCTGTGATTGATCACCTCGGCGAGCTCATCTTCCACGCCGCCGCCAAAGACGTGCGAGTT 
AATAAGGAATGGGCTCAGCTCAACGGTGTGCTGGACAACAGCTTCCGACGCCTTGACCCATCCGAAAAC 
CGCACCAACTTGGGCGGCGACGAGTGGGCGAATGAATGGCCAAAGAACTCTGCTTGGGATTTCGTTGCT 
CTGGGCCGCGGTCATGACGTTGCTTACTGGACCGAATTCCTCCGCGCACTTCACCGCGTCGATCCAAAC 
ATGCTGGTCAACATCGAACACGAGGATGTTTCACTCGGTCGCGAAGAAGGCGTCAACGAAGCCGCTAAG 
GTGCTGATCGAGGCCAACAAGGCACTCGAAGAGTCCCTGGTTTCT 

RXC03216 - 3' -Region 
TAAAAAAACTACGCCTGCCCCGCAACGCTT 
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